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BOX n. OBSERVATIONS WHERE UNITY OF INVENTION IS LACKING 

This application contains the following inventions or groups of inventions which are not so linked as to form a single general 
'inventive concept under PGT Rule 43. 1 . In order for all inventions tOibe examined, the appropriate, adiiionai .exaniiiiation fees must- 
be paid 

Group I, claim(s) 1-9 and 19, drawn to polynucleotides. 
Group n. claim(s) lO-IU drawn to polypeptides. 
Group III, clainUs) 12. drawn to antibodies. 

Group IV, claim(s) 13-15, drawn to methods of detecting polynucleotides... 

Group V, claim(s) 16, drawn to methods of detecting polypeptides. 

Group VI, claim{s) 17. drawn to a Tirst method of identifying compounds that bind. 

Group VII, claim(s) 18. drawn to a second method of identifying compounds that bind. 

Gro^p Vni , claini(s) 20-2 1 . drawn to polypeptide arrays. 

Grotq) IX. claim(s) 22-26. drawn to polynucleotide arrays. 

Oroap X. claim(s) 27, drawn to a method of treatment using a polypeptide. 

Gvovp XI, claim(s) 28, drawn to a method of treatment using an antibody. 

In addition, each of the SEQ ID NOS. named in the groups is considered to be a separate invention and applicant must elect a single 
SEQ ID NO. or for Groups VIII and IX a specific combination of SEQ ID NOS, for searching? - Due to^the burden of search for 
sequences, only a single SEQiD NO. or specific combination of SEQ ID NOS. for Groups VHl and IX is considered to meet unity of 
invention. , # > ; „ 

The inventions listed as Groups I-XI do not relate to a single general inventive concept under PCT Rule 13. 1 because, imder PCT 
Rule 13.2, they lack the same of conesponding special technical features for the following reasons: Each of the products of Groups I- 
111. VIII. and IX differ stnicmrally and functionally and thus lack the same or corresponding special technical feature. Each of the 
methods of Groups IV- VII. X and XI have different starting materials, method steps, and goals and thus lack the same or 
corresponding special' technical feature. 

As each SEQ ID NO. does not appear to share a common core strucmre, they are considered to be structurally and functionally 
distinct invention. 

The number of inventions has been determined as follows: Each of groups I-XI is directed to 30368 SEQ ID NOS, As such. 30368 
SEQ ID NOS. X 1 1 groups results in 334048 inventions. 

If no additional fees are paid, Group I, claims 1-9 and 19. will be searched with respect to SEQ ID NO: 1. If Group VIII is elected, 
the default polypeptide array is considered to be an array comprising all of SEQ ID NOS: 30369-60736. If Group IX is elected; the 
default polynucleotide anay is considered to be an anay comprising all of SEQ ID NOS: 1-30368. Applicant is advised Oiat they 
should specifically identify each additional group and each additional SEQ ID NO. being paid for. With respect to Groups VIII and 
IX, applicant should specifically identify each subset of SEQ ID NOS. present on the arrays if additional combinations are to be 
searched. 
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Box 1 Observations where certain claims were f und unsearchable (C ntinuation f Item 1 f first sheet) 



This international report has not been established in respect of certain claims under Article I7(2)(a) for the following reasons: 

1, |~) Claim Nos.: 

because they relate to subject matter not required to be searched by this Authority, namely: 



2. Q Claim Nos.: 

because they relate to parts of the intemaiionaJ application that do not comply with the prescribed requirements to 
such an extent^tfaat no meaningful inteniaiicml search can be carried out. specifically: 



3. Claim Nos.: 

because they are dependent claims and are not drafted in accordance with the second and third sentences of Rule 
6.4(a). ^ 



Box n Observations where unity of invention is lacking (Continuation of Item 2 of first sheet) 



This International Searching Authority found tmiltiple inventions in this international application, as fallows: 
Please See Continuation Sheet 



I I As all required additional search fees were timely paid by the applicant* this international search report covers all 

searchable claims. 

2. [ I As all searchable claims could be searched without effort justifying an additional fee, this Authority did not invite 

payment of any additional fee. 

3, I I As only some of the required additional search fees were timely paid by the £q)plicant, this international search 

report covers only those claims for which fees were paid, specifically claims Nos.: 



No required additional search fees were timely paid by the applicant. Consequently, this international search report 
is restricted lo the invention first mentioned in the claims; it is covered by claims Nos.: 1-9 and 19 with respect U) 
SEQ ID NO: 1 

Remark on Protest The additional search fees were accompanied by the applicant's protest. 

I I No protest accompanied the payment of additional search fees. 
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27. A method of treatment comprising administering to a mammalian subject in need thereof 

a therapeutic amount of a composition comprising a polypeptide of claim 10 or 20 and a 

pharmaceutically acceptable carrier. 

28 A method of treatment comprising administering to a mammalian subject in need thereof 
a therapeutic amount of a composition comprising an antibody that specifically binds to a 
polypeptide of claim 10 or 20 and a pharmaceutically acceptable carrier. 



3874 



WO 01/075067 PCT/USO 1/08631 * * > 

a) contacting the compound with the polypeptide of claim 10, in a cell, under 

conditions sufficient to form a polypeptide/compound complex, wherein the complex drives 
expression of a reporter gene sequence in the cell; and 

b) detecting the complex by detecting reporter gene sequence expression, so 
5 that if the polypeptide/compound complex is detected, a compound that binds to the polypeptide 

of claim 10 is identified. 

1 9. A method of producing the polypeptide of claim 1 0, comprising, 

a) culturing a host cell comprising a polynucleotide sequence selected from 
10 the group consisting ota polynucleotide sequence of SEQ ID NO: 1-3,0368, a mature protein 
coding portion of SEQ ID NO: 1-30368, an active domain of SEQ ID NO: 1-30368, 
complementary sequences thereof and a polynucleotide sequence hybridizing under stringent 
conditions to SEQ ID NO: 1-30368, under conditions sufficient to express the polypeptide in 
said cell; and 

1 5 b) isolating the polypeptide from the cell culture or cells of step (a). 

20. An isolated polypeptide comprising an amino acid sequence selected from the group 
consisting of SEQ ID NO: 30369-60736, the mature protein portion thereof, or the active domain 
thereof. 



20 



21 The polypeptide of claim 20 wherein the polypeptide is provided on a polypeptide array. 



22. A collection of polynucleotides, wherein the collection comprises the sequence 
information of at least one of SEQ ID NO: 1-30368. 
25 23. The collection of claim 22, wherein the collection is provided on a nucleic acid array. 

24. The collection of claim 23, wherein the array detects full-matches to any one of the 
polynucleotides in the collection. 

30 25. The collection of claim 23, wherein the array detects mismatches to any one of the 
polynucleotides in the collection. 

26. The collection of claim 22, wherein the collection is provided in a computer-readable 
format. 

35 
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13. A method for detecting the polynucleotide of claim 1 in a sample, comprising: 

a) contacting the sample with a compound that binds to and forms a complex 
with the polynucleotide of claim 1 for a period sufficient to form the complex; and 
5 b) detecting the complex, so that if a complex is detected, the polynucleotide 

of claim 1 is detected. 

14. A method for detecting the polynucleotide of claim 1 in a sample, comprising: 

a) contacting the sample under stringent hybridization conditions with 
10 nucleic acid primers that anneal to the pplynujgil^ptide of claim .1 under such conditions; - 

b) amplifying a product comprising at least a portion of the polynucleotide of 

claim 1 ; and 

c) detecting said product and thereby the polynucleotide of claim 1 in the 

15 sample. 

15. The method of claim 14, wherein the polynucleotide is an RNA molecule and the method 
further comprises reverse transcribing an annealed RNA molecule into a cDNA polynucleotide. 

20 16. A method for detecting the polypeptide of claim 10 in a sample, comprising: 

a) contacting the sample with a compound that binds to and forms a complex 
with the polypeptide under conditions and for a period sufficient to form the complex; and 

b) detecting formation of the complex, so that if a complex formation is 
detected, the polypeptide of claim 10 is detected. 

25 

1 7. A method for identifying a compound that binds to the polypeptide of claim 1 0, 
comprising: 

a) contacting the compound with the polypeptide of claim 10 under 
conditions sufficient to form a polypeptide/compound complex; and 
30 b) detecting the complex, so that if the polypeptide/compound complex is 

detected, a compound that binds to the polypeptide of claim 10 is identified. 

1 8. A method for identifying a compound that binds to the polypeptide of claim 1 0, 
comprising: 
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WHAT IS CLAIMED IS: 

1 . An isolated polynucleotide comprising a nucleotide sequence selected from the group 
consisting of SEQ ID NO: 1-30368, a mature protein coding portion of SEQ ID NO: 1-30368, an 
active domain of SEQ ID NO: 1-30368, and complementary sequences thereof. 

5 

2. An isolated polynucleotide encoding a polypeptide with biological activity, wherein said 
polynucleotide hybridizes to the polynucleotide of claim 1 under stringent hybridization 
conditions. 

10 3. An isolated polynucleotide encoding a polypeptide with biol^^^ wherein said ■: 

polynucleotide has greater than about 90% sequence identity with the polynucleotide of claim 1. 

4. The polynucleotide of claim 1 wherein said polynucleotide is DNA. 

15 5. An isolated polynucleotide of claim 1 wherein said polynucleotide comprises the 
complementary sequences. 

6. A vector comprising the polynucleotide of claim 1 . 
20 7. An expression vector comprising the polynucleotide of claim 1 . 

8. A host cell genetically engineered to comprise the polynucleotide of claim 1 . 

9. A host cell genetically engineered to comprise the polynucleotide of claim 1 operatively 
25 associated with a regulatory sequence that modulates expression of the polynucleotide in the host 

cell. 

1 0. An isolated polypeptide, wherein the polypeptide is selected from the group consisting of: 

(a) a polypeptide encoded by any one of the polynucleotides of claim 1 ; and 
30 (b) a polypeptide encoded by a polynucleotide hybridizing under stringent 

conditions with any one of SEQ ID NO: 1 -30368. 

1 L A composition comprising the polypeptide of claim 10 and a carrier. 

35 12. An antibody directed against the polypeptide of claim 1 0. 
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SEQID 
NO: 


SKQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of First 
codon for peptide 
sequence 


Nucleotide locntion of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence { X=Unknown, 
*=Slop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


30366 


60734 


A 


30551 


1 


711 


MAEIQHKTIRPLLEGRDLLAAV 

KTGSGKTLAVLIPAIELVVKLKF 

MPRNGTGVLILSPTRQLAMQTF 

GVLKELMTHHVHTYGLIIGGSN 

RSAEAQKLANGINIIVVTPGRLL 

DHTQNTPG FM Y KN LQ V EDL A R 

ISPKKEPLYVGVDEDKANATVD 

GLEQGHFVCPSEKRYLLLFTFL 

KKNQKKKLMVFFSACMSVKYP 

YGLLKYIDL/PVLAIHGKQKQN 

KHtTTFF*¥€NADSGTLL 


30367 


60735 


A 


30552 


661 


987 


VTFYSSEHSNPCHKNLRKARRK 

DTKRIILKW*HTLV*GRDI*N*N1 

IITRNTRYSLLCPWATKKLKAC 

FISQK*KRDV1ERNSAQCLQPKS 

iYTLVR*VQ(LKSTKILL 


30368 


60736 


A 


30553 


188 


2188 


KFQGASNLTLSETQNGDVSEET 

MGSRKVKKSKQKPMNVGLSET 

QNGGMSQEA VGN 1 KVTKSPQK 

STVLTNGEAAMQSSNSESKGK 

MKKKRKMVNDAEPDTKKAKT 

ENKGKSEEESAETTKETENNVE 

KPDNDEDESEVPSLPLGLTGAF 

EDTSFASLCNLVNENTLKAIKE 

MGFTNMTEIQHKSIRPLLEGRD 

LLAAAKTGSGKTLAFLIPAVELI 

\VKLRFMPRNGTGVLILSP\TRE 

LAMQTFGVLKELMTHHVHTYG 

LIMGGSNRSAEAQKLGNGINIIV 

ATPGRLLDHMQNTPGFMYKNL 

QCLViDEADRlLDVGFEEELKQI 

IKLLPTRRQTMLFSATQTRKVE 

DLARISLKKEPLYVGVDDDKA 

NATVDGLEQGYVWCPSEKRFL 

LLFTFLKKN RKKKLM VFFSSCM 

SVKYHYELLNYIDLPVLAIHGK 

QKQNKRTT\TFFQFCNADSG\TL 

LCnOVVA ARGLDI PEVDWI VQY 

DPPDDPKEYI\HRVG*EQPEGLN 

GEEGHALASFLRPRKDLGFFFR 

LL*KHSKGFPLSG1WTFSW/SLK 

ISDIQFSAWRNWIGKVITFLHKS 

A\QEAYKSY1TEPMDSPFL*NRS 

FN\ VNN LN L ASG LLCQFG FKW P 

PFVDLNVNSNEGKQKKRGGGG 

GFGLPRKTQEKLEKS\KIF*TH* 

ARKSSGQAGQFSH 
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SKQ II) 

NO: 


SKQIDNO: 
or peptide 
sc(|uence 


Mcl 
hod 


SEO ID NO: 
in USSN 


Nucleotide 
location or first 

sequence 


Nucleotide location of last 
codon for last amino acid 
of ncntid^ spfliicnci^ 


Amino acid sequence ( X=llnknovvn, 
'=Slop codon, /=possible nucleotide 
deletion, Impossible nucleotide insertion) 


30322 


60690 


B 


30507 


1 


906 




30323 


60691 


B 


30508 


1 


2865 




30324 


60692 


B 


30509 


45 


820 




30325 


60693 


B 


30510 


1 


783 




30326 


60694 


C 


30511 


18 


410 




30327 


60695 


B 


30512 


1 


840 




30328 


60696 


B 


30513 


1 


945 




30329 


60697 


B 


30514 


1 


2108 




30330 


60698 


B 


30515 


I 


2457 




30331 


60699 


B 


30516 


1 


1156 




30332- 


60700— - 


B 


30517 


43 


4677 




30333 


60701 


B 


30518 


80 


964 




30334 


60702 


B 


30519 


1 


4521 




30335 


60703 


B 


30520 


I 


2460 




30336 


60704 


B 


30521 


1 


1854 




30337 


60705 


B 


30522 


I 


1367 




30338 


60706 


B 


30523 


273 


419 




30339 


60707 


B 


30524 


1 


1786 




30340 


60708 


B 


30525 


1169 


1443 




30341 


60709 


B 


30526 


1 


486 




30342 


60710 


B 


30527 


13 


1260 




30343 


60711 


B 


30528 


270 


723 




30344 


60712 


B 


30529 


1 


834 




30345 


60713 


B 


30530 


I 


1632 




30346 


60714 


B 


30531 


1 


4831 




30347 


60715 


B 


30532 


184 


1593 




30348 


60716 


B 


30533 


1 


615 




30349 


60717 


B 


30534 


1 


3513 




30350 


60718 


B 


30535 


113 


1666 




30351 


60719 


B 


30536 


101 


2667 




30352 


60720 


B 


30537 


1 


1692 




30353 


60721 


B 


30538 


51 


142 




30354 


60722 


B 


30539 


1 


3198 




30355 


60723 


B 


30540 


251 


1207 




30356 


60724 


B 


30541 


1 


1491 




30357 


60725 


B 


30542 


1 


4024 




30358 


60726 


B 


30543 


1 


3316 




30359 


60727 


B 


30544 


1 


1342 




30360 


60728 


B 


30545 


91 


810 




30361 


60729 


B 


30546 


17 


489 




30362 


60730 


A 


30547 




504 


MGGSNRSAEAWKLANGINIIVA 

TSGRLLDHMQNTPGFMYKNLQ 

CLVIDEADRILDVGFEEELKQII 

KLLLTHRQTMLFSATQTQKVE 

DLARISLKKEP/LYVGDDDDNA 

NETVFGMLLCTDVAARGLDITE 

VDCI VQY DPPDDPKE YIHS VGR 

TARGLNGRENWVFFAT 


30363 


60731 


A 


30548 


1 


2676 




30364 


60732 


B 


30549 


I 


1071 




30365 


60733 


A 


30550 


1 


348 
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SKQ ID 


SEOII> NO: 


Met 


SEQIDNO: 


Nucleotide 


Nucleotide location of last 


Amino acid sequence ( X=Unkno\vn, 


NO: 


of peptide 


hud 


in USSN 


locsition of first 


codon for last amino acid 


*=Stop codon, /=possible nucleotide 




sequence 




09/540^17 


codon for peptide 


of peptide sequence 


deletion, \=possible nucleotide insertion) 
















30271 


60639 


B 


30456 




945 




30272 


60640 


B 


30457 




7437 




30273 


60641 


B 


30458 




1122 




30274 


60642 


B 


30459 


317 


1630 




30275 


60643 


B 


30460 




1716 




30276 


60644 


B 


30461 


46 


915 




30277 


60645 


B 


30462 




624 




30278 


60646 


B 


30463 


244 


2988 




30279 


60647 


B 


30464 




804 




30280 


60648 


B 


30465 




1455 




30281 


60649 


B 


30466 • - 




732 




30282 


60650 


B 


30467 


340 


111 




30283 


60651 


B 


30468 




714 




30284 


60652 


B 


30469 


166 


1337 




30285 


60653 


B 


30470 


72 


617 




30286 


60654 


B 


30471 




1002 




30287 


60655 


B 


30472 




4173 




30288 


60656 


B 


30473 




4488 




30289 


60657 


B 


30474 




3822 




30290 


60658 


B 


30475 




1866 




30291 


60659 


B 


30476 




1002 




30292 


60660 


B 


30477 




1407 




30293 


60661 


B 


30478 


99 


1046 




30294 


60662 


B 


30479 


122 


1 1 13 




30295 


60663 


B 


30480 


302 


4145 




30296 


60664 


B 


30481 




669 




30297 


60665 


B 


30482 




933 




30298 


60666 


B 


30483 




2136 




30299 


60667 


B 


30484 




4017 




30300 


60668 


B 


30485 




1335 




30301 


60669 


B 


30486 




1095 




30302 


60670 


B 


30487 




2895 




30303 


60671 


B 


30488 




1215 




30304 


60672 


B 


30489 




2001 




30305 


60673 


B 


30490 




1281 




30306 


60674 


B 


30491 




780 




30307 


60675 


B 


30492 




858 




30308 


60676 


B 


30493 


, 


699 




30309 


60677 


B 


30494 




1624 




30310 


60678 


B 


30495 




2958 




30311 


60679 


B 


30496 


30 


658 




30312 


60680 


B 


30497 




1755 




30313 


60681 


B 


30498 


, 


631 




30314 


60682 


B 


30499 




1528 




30315 


60683 


B 


30500 




1056 




30316 


60684 


B 


30501 




2305 




30317 


60685 


B 


30502 




723 




30318 


60686 


B 


30503 




2691 




30319 


60687 


B 


30504 




2322 




30320 


60688 


B 


30505 


401 


2677 




30321 


60689 


B 


30506 


1 


1218 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in VSS^ 
09/S40,2 1 7 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( \=Unknowii, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


30251 


60619 


A 


30436 


1 


2607 


MLTMSVTLSPLRSQDLDPMAT 

DASPMAINMTPTVEQGEGEEA 

MKDMDSDQQYEKPPPLHTGAD 

WKIVLHLPEIETWLRMTSERVR 

DLTYSVQQDSDSKHVDVHLVQ 

LKDICEDISDHVEQIHALLETEF 

SLKLLSYSVNVIVDIHAVQLLW 

HQLRVSVLVLRERJLQGLQDAN 

GNYTRQTDILQAFSEETKEGRL 

DSLTE VDDSGQLTl KCSQN YLS 

LDCGITAFELSDYSPSEDLLSGb 

GDMTSSQVKTKPFDSWSYSEM 

EKEFPELIRSVGLLTVAADSIST 

NGSEAVTEEVSQVSLSVDDKG 

GCEEDNASAVEEQPGLTLGVSS 

SSGEALTNAAQPSSETVQQESS 

SSSHHDAKNQQPVPCENATPKR 

TIRDCFNYNEDSPTQPTLPKRGL 

FLKEETFKNDLKGNGGKRQMV 

DLKPEMSRSTPSLVDPPDRSKL 

CLVLQSSYPNSPSAASQSYECL 

HKVGNGNLENTVKFHIKEISSS 

LGRLNDCYKEKSRLKKPHKTSE 

E VPPCRTPKRGTG SG KQ AKNT 

KSSAVPNGELSYTSKAIEGPQT 

NSASTSSLEPCNQRSWNAKLQL 

QSETSSSPAFTQSSESSVGSDNI 

MSPVPLLSKHKSKKGQASSPSH 

VTRNGEVVEAWYGSDEYLALP 

SHLKQTEVLALKLENLTKLLPQ 

KPRGETIQNIDDWELSEMNSDS 

EIYPTYHVKKKHTRLGRVSPSS 


30252 


60620 


A 


30437 




1983 




30253 


60621 


B 


30438 


I 


702 




30254 


60622 


B 


30439 


] 


936 




30255 


60623 


B 


30440 


1 


1494 




30256 


60624 


B 


30441 


1 


921 




30257 


60625 


B 


30442 




3342 




30258 


60626 


B 


30443 




1072 




30259 


60627 


B 


30444 


) 


3711 




30260 


60628 


B 


30445 


15 


674 




30261 


60629 


B 


30446 




2127 




30262 


60630 


B 


30447 




3132 




30263 


60631 


B 


30448 


103 


438 




30264 


60632 


B 


30449 




3042 




30265 


60633 


B 


30450 


J 


1425 




30266 


60634 


B 


30451 


84 


1954 




30267 


60635 


B 


30452 




1419 




30268 


60636 


B 


30453 


130 


1615 




30269 


60637 


B 


30454 




1794 




30270 


60638 


B 


30455 




3255 





3867 



wo 01/075067 



PCT/USO 1/08631 



SEQID 

NO: 


SEQID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
inUSSN 
09/540,2 i 7 


Nnctcutide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Ammo acid sequence ( X=llnknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


30242 


60610 


A 


30426 


215 


1984 


LLLVVTMSNNGLDIQDKPPAPP 

MRNTSTMIGAGSKDAGTLNHG 

SKPLPPNPEEKKJCKDRFYRSILP 

GDKTNKKKEKERPEISLPSDFE 

HTIHVGFDAVTGEFTGMPEQW 

ARLLQTSNITKSEQKKNPQAVL 

DVLEFY>JSKKTSNSQKYMSFTS 

GDKSAHGYIAAHPSSTKTASEP 

PLAPPVSEEEDEEEEEEEDENEP 

PPVIAPRPEHTKSIYTRSVVESIA 

SPAVP>IKEVTPPSAENAMSSTL 

YRNTDRQRKKSKMTDEEILEKL 

RSIVSVGDPKKKYTRFEKIGQG 

PVSGTVYTAMDVATGQEVAIKQ 

MTsJLQQQPKKELIINEILVMREN 

KNPNIVNYLDSYLVGDELWVV 

MEYLAGGSLTDVVTETCMDEG 

QIAAVCRECLQALEFLHSNQVI 

HRDIKSD\NILLGMDGSVKLTDF 

GFCAOITPEQSKLSTHG*GTPY 

W\M\APEVVDTERAYGP10VLDI 

WXSLGIMAIEMIEGEPPYLNENP 

LRALYLIATNGTPELQNPEKLXS 

AIFR\DFL\NRCLEMDVEKRGFS/ 

SKELLQHQFLKIGQAPSPSLTPH 

* LLQPKE ATKEQSPKTHTH PQP 

HCAQAFCEINAHFRNSNS 


30243 


60611 


A 


30427 


2 


337 




30244 


60612 


A 


30428 


1 


1644 




30245 


60613 


A 


30429 


1 


330 




30246 


60614 


A 


30430 


169 


440 




30247 


60615 


A 


30431 


1 


1689 




30248 


60616 


A 


30432 


17 


283 


GHAWQLASIWLLCLL\\^PAVPL 

NCLSSYGWTLWWR1ALVGA*R 

SLAPSRGSWSTQARPLKQRRTK 

WCGKSWCLSGTSEPLSHWPRL 

RSW 


30249 


60617 


A 


30433 


16 


346 


RTDTYHLEDSKEQSGNRAGSG 

GWL*SCAE/GRRVALKSWPGRT 

GMSGTRRVTASSRGTSWYCGG 

SAGRSSTPPTGRACSPGSFSSPE 

PQPPGPSAAGSSVSGQLGPCGG 


30250 


60618 


A 


30434 


1 


1772 





3866 



wo 01/075067 



PCT/USOl/08631 



SEQin 

NO: 


SEQIONO: 
or peptide 
sequence 


Met 
hud 


SEQ ID NO: 
in USSN 

Uy/54U,2I7 


Nucleotide 
location of flrst 
codon Tor peptide 
sequence 


Nucleotide location of lust 
codon Tor last amino acid 
of peptide sequence 


Amino acid sequence ( X^'lJnknown, 
*=Stop codon, /=possible nucleotide 
uciciioii^ \~pu55ii/ic nucicoiiuc insirriiun^ 


30235 


60603 


A 


30419 


97 


2012 


WADEETWLCLPHLPVFSPTAHL 

PLLSSTPFSSLLPFISTPHPRGFA 

LPLPPSARLYLELRKLPATLPWS 

SVTDTGSYLSGRRERGGEGEGP 

GRRVRVADHGFALPRTGPQGS 

EEELANMQGLWERLERAVSRL 

ESL\SAESHRPPGN\CGEVNGVI 

A\GVAPSRGKPLHKLMDSMVA 

ERLKNSRILSGDVETLAEIVHS 

AFQAQRAFLLMASQYQQPHEN 

DV\AALLKP\ISEI^I\KE1QTFQRE 

/RTRGSNMFNHLSAVSE*1PCPL 

DGIAVSPKPG\PY\VKEMND\AA 

TFYT\NRVLICD*KQSDLRHVDW 

VKSYLNIWSELQAYIKEHHTTG 

LT\\^E/SKTGPV\ASTVS\AFSVLS 

SGAWGFPPPPPPLPPPG\PPSTFS 

EEWKGKKEESSPSR\SALFAQL 

N/QGEKAITKGLRHVTVDDQKT 

YKNPSLRAQGGQTQSPTKSHTP 

SPTSPKSYPSQKHAPVLELEGK 

KWRVEYQEDRJDLVISETELKQ 

VAYIFKCEKSTIQIKGKVNSIIID 

MCKKLGLVFDNVVGIVEVINSQ 

D1QIQVMG\RVPT!S1\NKTEGCH 

lYLSEDALDCEIWSAKSIWKWN 

1 L YPPQG WVDVYREFPH FP\EQF 

KTS/AWDGS\KLITEP\AEIMALT 

SLRDRTPSPESPSIKTNKKAAVK 


30236 


60604 


B 


30420 


1 


499 




30237 


60605 


B 


30421 


390 


851 




30238 


60606 


B 


30422 


136 


603 




30239 


60607 


B 


30423 


1 


2190 




30240 


60608 


A 


30424 


82 


242 




30241 


60609 


A 


30425 


1 


330 





3865 



wo (H/075067 



PCT/US0I/(»8631 



SEQID 
NO: 


SEQ ID NO: 
or peptide 
sequence 


Mcl 
hod 


SEQIDNO: 
in USSN 
09/540 JI7 


Nucleotide 
location or first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for Inst amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Slop codon, /=possiblc nucleutide 
deletion, \=possible nucleotide insertion) 


30232 


60600 


A 


30416 


645 


2571 


GRPRLFPQLFPPNPPVFRGQHPR 

QGLGPPSAAGRRAMKKKLVVL 

GLLAVVLVLVIVGLCLWLPSAS 

KEPDNHVYTVRAAVAADAKQC 

SEIGRVLVGGPAYLLLLGKAEV 

INAREVAPRLAFASMFNSSEQS 

QKGGLSVAVPGEIRGYELAHQ 

RHGRLPWARLFQPSIQLARQGF 

PVGKGLAAVLENKRTVIEQQPV 

LWYVCGKVLREGERLTLPRLA 

DTYEMLAIEGAQAFYNGSLMA 

QIVKDIQAAGGIVTAEDLNNYR 

AELIEHPLNISLGDAVLYMPSA 

RLSGPVLALILNILKGYNFSRES 

VETPEQKGLTYHRJVEAFRFAY 

AKRTLLGDPKFVDVTENSIAGL 

LCARMDSPALGSRQVVRNMTS 

EFFAAQLRSQiSDHTTHPISYYK 

PEFYTPDDGGTAHLSVVAEDGS 

AVSATSTINLYFGSKVCSPVSGI 

LFNNEMDDFSS\PAFTNEFGAPP 

SPANFIQPGKQPLLSMCLTIMV 

GQDGQVRMVVGAAGGTQITTD 

TALPPSHADHTPMPQAIIYNLW 

FGYDVKRAVEEPRLFTNKLLPN 

VTTVERN 1 DQA VTA ALETRH H 

HTQIASTFIAVVQAIVRTAGGW 

AAALDSRKVPTPGAGFWEGLV 

EVGWWEAVITAQHLDITRGTG 


30233 


60601 


A 


30417 


5 


439 




30234 


60602 


A 


30418 


1 


423 





3864 



wo 01/075(»r)7 



PCT/US(n/()8631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in tSSN 


Nucleoride 
location of first 

rnHnn for n<*nti(l<^ 

sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( \=Unknown, 
*==Stop codon, /^possible nucleotide 
deletion, N^possible nucleotide insertion) 


30229 


60597 


A 


30413 


no 


868 

.... - 


DLCPLPTLPPHLLRPALGSRQV 

VRNMTSEFFSAQLRAQISDDTT 

HPISYYKPEFYMPDDGGTAHLS 

VVAEDGSAVSATSTINLYFGSK 

VRSPVSGILLNNEMDDFSSTSIT 

NEVLGVPPSPANFIQPGKQPLSS 

MCPTIMVGQDGQVRMVVGAA 

GGTQITMATALAIIYQPSWFGY 

DVKRAVEEPRLHNQL\LPNVTT 

VERNIDQAVTAAL\ETRHHHTQ 

IASTF1AVVQAIVRTAGGWAAA 

SDSRKGGEPAGY 


30230 


60598 


A 


30414 


1 


1626 




30231 


60599 


A 


30415 


171 


2097 


PSGEREGCLIRESLKKILWLQAS 

AECEGDPGYFLSYFHQILLSFV 

ANTPRQGLGPPSAAGRRAMKK 

KLVVLGLLAVVLELVIVGLCL 

WLPSASKEPDNHVYTRAAVAA 

DANXLCSKIGRDALRDGGSAVD 

AAIAALLCVGLMNAHSMGIGG 

GLFLTIYNSTTRKVAEVINAREV 

APRLAFATMFNSSEQSQKGGLS 

VAVPGEIRGWELAHQRHGRLP 

WARLFQPSIQLARQGFPVGKGL 

AAALENKRTVIEQQPVLCEVFC 

RDRKVLREGERLTLPQLADTYE 

TLAIEGAQAFYNGSLTAQIVKDI 

QAAGGIVTAEDLNNYRAELIEH 

PLNISLGDAVLYMPSAPLSGPV 

LALMLNILKGYNFSRESVESPEQ 

KGLTYHRIWEVFRFAYAKRTL 

LGDPKFVDVTEASSGVSAWVR 

NMTSEFFAAQLRAQISDDTTHPI 

SYYKPEFYTPDDGGTAHLSVV 

AEDGSAVSATSMINLYFGSKVR 

SPVSG\ILFNNEMGDLSSPS1\TN 

EFGAPPSPANFIQPGKQPLLSMC 

LTIMVGQDGQVRMVVGAAGG 

TQITTDTALA1IYN\LCFGYDVK 

RAVEEPRLHNKLLPNVTTVERN 

IDQAVTAALETRHHHTQIASTFI 

AVVQAIVRTAGGWAAASDSRK 



3863 
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PCT/USOl/08631 



SEQID 
NO: 


SEQIDNO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence { X^Unknown, 
*=Stop codon, /=pussible nucleotide 
deletion, \-possible nucleotide insertion) 


30226 


60594 


A 


30410 


604 


2475 


RQREVTRSPPERSGLRVLQLFPP 

NPPVFRGQHPRQGLGPPSAAGR 

RAMKKKLVVLGLLAVVLVLVI 

VGLCLWLPSASKEPDNHVYTR 

AAVAADAKQCSKIGRDALRDG 

GSAVDAAIAALLCVGLMNAHS 

MGIGGGLFLTIYNSTTRKAEVrN 

AREVAPRLAFATMFNSSEQSQK 

GGLSVAVPGEIEGYELAHQRHG 

RLPWARLFQPSIQLARQGFPVG 

KGLAAALENKRTVIEQQPVLCE 

VFCRDRKVLREGERLTLPQLAD 

TYETLAIEGAQAFYNGSLTAQI 

VKDIQAAGGIVTAEDLNNYRA 

ELIEHPLNISLGDAVLYMPSAPL 

SGPVLALILNILKGYNFSRESVE 

SPEQKGLTYHRIVEAFRFAYAK 

RTLLGDPKFVDVTEASSGVSA\ 

VVRNMTSEFFAAQLRAQISDDT 

THPISYYKPEFYTPDDGGTAHL 

SVVAEDGSAVSATSTINLYFGS 

KVRSPVSGILFNTNEMDDFSSPSI 

TNEFGVPPSPANFIQPGKQPLSS 

MCPTIMVGQDGQVRMVVGAA 

GGTQITTATALAIIYNLWFGYD 

VKRAVEEPRLHNQLLPNVTTVE 

RN I DO A VTA ALETRH HHTOI A S 

TFIAVVQAIVRTAGGWAAASDS 

RKGGEPAGY 


30227 


60595 


A 


30411 


63 


342 


GRTLVPHGGLPHHYLVQCEWL 
PGTS*AEFPVVHLPAFVARARG 
ADRQHHGPFLPLCHLHPARPRR 
EDLHRKSPGEPNPIEHHRSSGPG 
CRRI 


30228 


60596 


A 


30412 


1 


910 


MLFRPALGSRQVVRNMTSEFF 

AAQLRAQISDDTTHPISYYKPEF 

YTPVDGGTAHLSVVAEDGSAV 

STTSTINLYFGSKVRSPVSEILFN 

DEMDDFSSPNITNEFGVPPSPAN 

FIQPGMGWRVKQPLSSMCPTIM 

VGQDGQVRMVVGAAGGTQITT 

ATALICVTAFLPGRAHPAQPPS 

HADHTPMPQAIIYNLWFGYDV 

KRAVEEPRLHNQLLPNVTTVER 

NIDQAVTAALETRHHHTQIAST 

FIAVVQAIVHTAGGWAAASDS 

RKGGAYRILSALQEDKADKQS 

RDKILTRTRKGTLGDWLPM 



3862 



wo (n/075(»f)7 



PCT/US(H/()8631 < 



SEQ ID 

NO: 


SEQ II) NO: 
of peptide 
sequence 


Met 
hod 


SEO ID NO: 
inUSSN 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Slop codon, /^possible nucleotide 

ucicitun^ \*~pii&5iDic niiCicuiiQc inscnionj 


30220 


60588 


A 

- - 


30404 

.... 




3386 


MPATASAGVPATVSEKQEFYQ 

LLKNLmPSCMVRRQAEEIYENI 

PGLCICTTFLLDAVRNRRAGYE 

VRQMAAALLRRLLSSGFEEVYP 

NLPADVQRDVKIELILAVKLET 

HASMRKKLCDIFAVLA\RNLID 

EDGTNHWPEGLKFLIDSIYSTN 

VALWEVALHVF\\^FPGIFGTQ 

ERHDLDIIKRLLDQCIQDQDHP 

AIKTLSARAAAAFVLANEN>(IA 

LFKDFADtLPGILQAVNDSCYQ 

DDDSVLESLVEIADT 


30221 


60589 


A 


30405 


1 


1695 




30222 


60590 


A 


30406 


1126 


1355 




30223 


60591 


A 


30407 


1 


1610 


MGSRCLNPPPPAHSDTTGKDSF 

GNIRGAETGQGASACSVTSARV 

TCGAGSEPHSHRNPGISAQVGL 

APSYGAARGRRRPLALQQSPQE 

RRHVGWNSTRGLLPASLPGTAS 

SQSASATASAALPLKVTGPLAR 

NPTPPWTAAAALATRGQRPEK 

GLFPGPAPFSLGKRKRGRGRTW 

ERRRRVSIETSTCFRPGCERLGA 

AAGANLSQLASSQRPLRERWV 

LYTIIMAAAGAPDGMEEPGMD 

TEAETVATEAPARPVNCLEAEA 

AAGAAAEDSGAARGSLQPAPA 

QPPGDPAAQASVSNGEDAGGG 

AGRELVDLKIIWNKTKHDVKFP 

LDSTGSELKQKIHSITGLPPAMQ 

K VM YKGLVPEDKTLREI K VTS 

GAKIMVVGSTINDVLAVMTPK 

DAAQQDAKAEENKKEPLCRQK 

QHRKVLDKGKPEDVMPSVKGA 

QERLPTVPLSGMYNKSGGKVR 

LTFKLEQDQLWIGTKERTEKLP 

MGSIK\NV\ASDPI\EGHEDYHN 

DGRFQLAPTEA\SYYWVYWVP 

TQYVDAIK\DTVLGKWQYF 


30224 


60592 


A 


30408 


71 


415 


WLFPPNPPVFRGQHPRQGLGPP 

SAAGRRAMKKKLVVLCLLAVV 

LVLVIVGLCLW/LPSASKEPDN 

HVYTRATVAADAKQCSEIGRKV 

AEVINAREVAPSVAFASMFNSS 

EQSQKAL 


30225 


60593 


A 


30409 


562 


2376 





3861 



wo 01/075067 



PCT/USOl/08631 



SEQ ll> 

NO: 


StQ II) NO: 
of peptide 
se<)ucnce 


Mer 
hod 


SF.Q ID NO: 
in USSN 


Nucleolide 
location of Orsl 

c^vuun lur pcpiiuc 
sequence 


Nucleotide location of last 
codon Tor last amino acid 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /^possible nucleotide 

H^l^tir^n \=nACCihlf> niif*lprkli/1^ ■tic***tiAn\ 
uciciii/iij \ |jw33iuic uuLicuiluc in&criiun^ 


30204 


60572 


A 


30388 


1 


425 


MDQUSLFGRPDHVAYDIRSLRN 

KANPDDTFEAQLFYGDLKAIVK 

TSHLVKIDYPKFIVHGKKGSFIK 

YG 1 DQQETSLKAN 1 M PG EPG FA 

A D DS V G V LE Y VN DEG VT V REE 

MKPEMGDYG/PRL*CVVSNHHP 

RCAKLRQGI 


30205 


60573 


A 


30389 


3 


1890 


PSQPLL WF AG RPRG RDTGCPRC 

KQNSTCIAAVKMEGPLSVFGDR 

STGETIRSQNDKESFNEQKTCRJ 

*RKRLV*LYEVAEHEIVMAAAS 

lANIVKSSLGPVGLDKMLWDDI 

GDVTITNDGATILKLLEVEHPA 

AKVLCELADLQDKEVGDGTTS 

VVIIAAELLKNADELVKQEIHPT 

SVISGY\RLA\CKEAVR\YINENP 

NLLTQDELGRDCLINAAKTSMS 

S\QIIGrNGDFFANMVVDAVLAI 

K YTDIRGQPRYP VN S VN I LKAH 

GRSQMESMLMSGYALNCVVGS 

QGMPKRIVNAKIACLDFSLQKT 

KMKLGVQVVITDPEKLDQIRQR 

ESDITKERIQKILATGANVILTT 

GGIDDMCLKYFVEAGAMAVRR 

VLKRDLKRIAKASGATlLSmA\ 

NLEGEETFEAAMLGQA\EEVVQ 

ERICDDEL1LIKSTKA\RTSASIIS 

RVPIDSMCDEMERSUHDALCW 

VK\RVLESK\SVVPR\GGAVEAA 

LSIY\LENYA\TSMGSREQLA1AR 

VCKITLWLFPNTLSS*CLPRDST 

DLVLQNLRAF^HNEAQV\NPER\ 

KNLKWIGLDLSNGTPRDNKQA 

GVFEPTIVKVRGLNFATEAAmi 

LRIDDLIKLH PESKDDKH/G/GS 

YEDAVHSGALND 


30206 


60574 


B 


30390 


1 


975 




30207 


60575 


B 


30391 


1 


2577 




30208 


60576 


B 


30392 


1 


3126 




30209 


60577 


B 


30393 


1 


1134 




30210 


60578 


B 


30394 


1 


2082 




30211 


60579 


B 


30395 


1 


915 




30212 


60580 


B 


30396 


1 


2658 




30213 


60581 


B 


30397 


1 


2412 




30214 


60582 


B 


30398 


1 


2454 




30215 


60583 


B 


30399 


89 


2533 




30216 


60584 


B 


30400 


1 


4083 




30217 


60585 


B 


30401 


I 


1725 




30218 


60586 


C 


30402 


127 


345 




30219 


60587 


A 


30403 




597 





3860 



wo 01/075067 



PCT/IJS(H/08631 



SEQ ll> 

NO: 


SEQ ID NO: 
of peptide 
sc(|uence 


Mcl 

hud 


SEQ ID NO: 
in USSN 


Nucleotide 
location or first 
codon Tor peptide 
sequence 


Nucleotide location of last 
codon Tor last amino acid 
of peptide se<)uencc 


Amino acid sequence ( X=Unkno\vn, 
*==Stop codon, /^possible nucleotide 
deletion, \=posstblc nucleotide insertion) 


30171 


60539 


C 


30355 


1 


2355 




30172 


60540 


A 


30356 


1035 


1152 


SPDSVDAQRGDADKPEL*GHE 
NIARRADYGSHDHERRAM 


30173 


60541 


A 


30357 


I 


420 




30174 


60542 


A 


30358 


1115 


1561 




30175 


60543 


B 


30359 


501 


555 




30176 


60544 


A 


30360 


441 


602 


SPPASWR**IPPAGFFT 


30177 


60545 


A 


30361 


386 


1647 




30178 


60546 


A 


30362 


1 


1179 




30179 


60547 


A 


30363 


1 


1215 




30180 


60548 


A 


30364 


f282 - - 


1657 - 




30181 


60549 


A 


30365 


388 


804 




30182 


60550 


A 


30366 


1328 


1978 




30183 


60551 


A 


30367 


455 


1000 




30184 


60552 


A 


30368 


291 


303 


RVRRMMYTVTLYSFSTNKNTY 
I*E*E*G*GWRHH1FLG*MKCFS 
SRVILVLTSHDSSQSSLQTVSLL 
LLSSFALDPSSTMLTTEESVE 


30185 


60553 


A 


30369 


284 


433 


RVRRMMYTVTLYSFSANKNTY 
I*E*E*GLGWRHHIFRGYM/RQH 
FND*SWP 


30186 


60554 


A 


30370 


290 


425 


RVRRMMYTVTLSSFSANKNTYI 
♦E*E*GLGWRHH1FLG*IQHFNR 


30187 


60555 


A 


30371 


842 


905 




30188 


60556 


A 


30372 


784 


3453 




30189 


60557 


A 


30373 


1 


209 




30190 


60558 


A 


30374 


36 


412 


ESEVLGPRSLPTWVPSPSGSLGP 

RGGRGGCILRPSRGGRGRHGPT 

KAGPWSPESRGR*DWKARGPP 

APSRGSPSRARARRGGSGGGPA 

DEPGLQGRTRRPALSSRTSAPD 

PGRVVERSGRFRSES 


30191 


60559 


A 


30375 


1 


340 




30192 


60560 


A 


30376 


2 


3336 




30193 


60561 


A 


30377 


22 


419 




30194 


60562 


A 


30378 


1 


13683 




30195 


60563 


A 


30379 


220 


403 


CLSTVFFLCITLVSECWSLF»SH 
MHVLLPRNRKEKLIEIFRTQTY . 
DVNAYKASAHRNSGPG 


30196 


60564 


C 


30380 


169 


415 




30197 


60565 


A 


30381 




1324 




30198 


60566 


A 


30382 


2 


3455 




30199 


60567 


A 


30383 


85 


2695 




30200 


60568 


A 


30384 


69 


303 




30201 


60569 


A 


30385 


1 


951 




30202 


60570 


A 


30386 


1 


4749 




30203 


60571 


A 


30387 


176 


1553 





3859 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
seQucncc 


Met 
hod 


SEQ ID NO: 
in USSN 


Nucleotide 
location of first 
coiJon for peptide 
sequence 


Nucleotide locntion of lasi 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno>vn, 
*=Stop codon, A=possible nucleotide 
deletion, V=possiblc nucleotide insertion) 


30152 


60520 


A 


30336 


860 


1209 


1 PGNCRDSSG VG I KERETN AGS 

QHMH/IKNSSVHGYPRLCVEDE 

DAYKKQFSQYIKNSVTPDMME 

EMYKKAHAAVPENPVYEKKPK 

KEVKKKRWNRSKMSLAQKKD 

WVAQKKASFLRA 


30153 


60521 


A 


30337 


1 


1440 




30154 


60522 


A 


30338 


138 


512 




30155 


60523 


A 


30339 


1723 


1845 




30156 


60524 


A 


30340 


6 


983 

--• . • 2=-.. 


RRWACRSLSSSGRRSLFRRMGF 

VKVVKNKAYFKRYQVKFRRRR 

EGKTDYYARKRLVIQDKNKYN 

TPKYRMIV\RVTNRD1ICQ1AYA 

R1EGDMIVCATYAH\ELPKYGV 

KVGLTNYAAAYCTGLLLARRF 

L\NRFG\MDKIYEGQV\ELTGDE 

YNVESIDGQPGAFTCYLDAGLA 

RTTTGNKVFGALKGAVDGGLS 

YPLTVPKRFPWF/DDS*KPRNLI 

AEVHRKPHPWAQNVARLHAPT 

LMEEDVEDAWKKQFVRQYVKN 

SVT\PDMM\EEMY\KKAHAA1RE 

ESSSMEKKAQGKKFKKKRWNR 

PXKMSLAQKKDRVAQKKASFL 

RAQERGC 


30157 


60525 


B 


30341 


1 


2043 




30158 


60526 


A 


30342 


390 


1180 




30159 


60527 


A 


30343 


2 


649 




30160 


60528 


A 


30344 


1 


1929 




30161 


60529 


A 


30345 


1 


773 




30162 


60530 


A 


30346 


3 


484 


NSSCRDPGY/CPI1VSLNSS*GSL 

LQDMPGPSKVISEILATRGAVNI 

TTVAYKSAVILSFTTASAVSLSS 

RNVIGPLFASQPSFTIHFSLFSHN 

GSAPLNAPDMANCFGLTALTSS 

LDERLFSRNSAGSCCGIRNCFIS 

TLPPNTSTLTSVNSKGSSSVHG 


30163 


60531 


B 


30347 


1 


2775 




30164 


60532 


A 


30348 


1 


1386 




30165 


60533 


A 


30349 


439 


555 




30166 


60534 


A 


30350 


1 


1785 




30167 


60535 


A 


30351 


100 


488 


lALASSHCTANARPRlTRCRTK/ 

EQRYALSQAKSIADELMTGCTN 

FAFSGKPGTGKNHLAALSGIAC 

WKTFLIvrNLASARDEKRAVVLH 

QIVDRRTASMRSVGMLTNLNY 

EAMKTLLGERIMDRMTMNGG 

RW 


30168 


60536 


A 


30352 


1 


786 




30169 


60537 


A 


30353 


1 


288 




30170 


60538 


A 


30354 


711 


953 





3858 



wo 01/075067 



PCT/USOl/08631 



SEQ ID 

NO: 


SEQ II) NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide locatiun of last 
codon for IdsI amino acid 
or peptide sequence 


Amino ;tcid sequence ( X^Unknown, 
*=Stop codon, /= possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


30140 


60508 


A 


30324 


1005 


1815 


PDLHCQKKHPTLCSGYWPTFRT 

PVHYAAFS*VHALGHLAFS/EA 

SLHSHRGTQALTTQKKSPAKSP 

TAATTETRVMRKISHGTRDPPG 

FASL\MQ*MHYGKLCAFQSELL 

FQSLQRSHWTQSWWLCWPHW 

RLCWTQNWWQCWPHWTLCW 

TQSWWLCWPHWRSCWTQRW 

WLCWPHWTLCWTQSWWLCW 

SHWRSCWTQSWWLCWPHWRL 

CWJQSWWLCWPHWRSCWTQS 

WWLCWPHWRLCWSQSWWLC 

WPH WRL Y WTQSW WLC WPH W 

RVCWTQN 


30141 


60509 


A 


30325 


2436 


3678 


KMPPWPPGSPGPLGCSAWAEA 

PPAHCPDVLLHLHPACPHIQAP 

CGTGAPGTGLAAAADSEPLGSS 

APPAGRPCPQAAAACGLAPPLP 

RGWCPPPTSSWMGRRLQSLSA 

HPTSPAPLLAAPTAVCSCSRCSA 

PRSRCVARPAARTGLPTPAPAS 

SPAPATSPAPAESPAATASHPV 

AEASPAPGAPPPRPAASPSPAAS 

PAPPAASPVLTASPPLPAASPAL 

AASPVHTASPPVHVASPPVHTA 

SPPVHTASPPVHVASPPVHVAS 

PPVSCSGDSTSDCFPPQPGAVFP 

HSL/VSFLRWLVSSCSCSTLDGP 

AGGCGARGSAVWFLSLNKLLP/ 

MLLYQMYLMLLLLLRCANQ*! 

DVFSELTDYCGA*1QGYC*FLV 

LA I PR* V VTTRSGC VRATAIDFL 

FPVSSCWNARALPLPICF 


30142 


60510 


A 


30326 


929 


2910 




30143 


60511 


A 


30327 


1 


1488 




30144 


60512 


A 


30328 


203 


701 




30145 


60513 


A 


30329 


493 


924 


SDPGFRHGKARITDPRGQPGRR 

LQGGSSEGNGSDMKAARKVSG 

NKHSTSSHQHAVWCPGVPS*SG 

KAWAADQRFVPRILGKGRGHV 

DAA*LSWKCRNHLSSVSLNGE 

NQRFVGDARYRTRLQRGSANL 

FKRQRCGTLHQNLELL 


30146 


60514 


A 


30330 


1 


2193 




30147 


60515 


A 


30331 


I 


2990 




30148 


60516 


A 


30332 


2512 


2560 


FALRYRQPVRHRW*FHLVQRH 
GRFSRASGATWPASAAAFAWP 
LLVCAPLSAASAAPLARL 


30149 


60517 


A 


30333 


1 


2820 




30150 


60518 


C 


30334 


194 


418 




30151 


60519 


A 


30335 


25 


458 





3857 



wo »l/075067 



PCT/USOl/08631 



SKO ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of Inst 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknotvn, 
*=S(op codon, /=po$slble nucleotide 
deletion, \r=pos*iible nucleotide insertion) 


30132 


60500 


A 


30315 


I 


468 


MTEKVKQQPAPVTASDEIDIGR 

LVGTVIEARW\WIGITTVFALC 

AVVYTFFATPIYSADALVQIEQ 

NSGNSLVQDIGSALANKPPASD 

AEIQLIRSRLVLGKTVDDLDLDI 

AVSKNTFPIFGAGWDRLMGRQ 

NETRRGFSARGTGQMLKKEGV 

TLMVEAIHASPGSEFTVTKYST 

LGMINQLHNSLTVTENGKDAG 

VLSLTYTGEDRYTNHAGVVNT 

MIHAATHNLVFENNSCEYAHP- 

MGNAPAGLTEYQNVFYKHDRl 

QGHYVWEWRDHGIQAQDDHG 

NVWYKFGGDYGDYPNNYNFC 

LDGLIYSDQTPGPGLKEYKQVI 

APVKIHARDLTRGELKVENKL 

WFTTLDDYTLHAEVRAEGETL 

ATQQIKLRDVAPNSEAPLQITLP 

QLDAREAFLNITVTKDSRTRYS 

EAGHPIATYQFPLKENTAQPVP 

FA PNT^ ARPLTLEDDRLSCTVRG 

YNFAITFSKMSGKPTSWQVNGE 

SLLTREPKINFFKPMIDNHKQEY 

EGLWQPNHLQIMQEHLRDFAV 

EQSDGEVLHSRTVKPRGPARCP 

DSSVGTTYCTENNPPFDNGLLN 

AQLLQQAKPFVDERQSK*FGCH 

SPSYSCLWLSIIGLKKLIFGSRVS 

SDSPFTCQDVGLPLIFEKVIAKL 


30133 


60501 


A 


30316 


I 


524 




30134 


60502 


A 


30317 


1669 


4421 




30135 


60503 


A 


30318 


2 


349 


SMAKCPLRKNQGPVRSCGAWS 
GCLWLPSPSGTPWRSSLWILLL 
F/SQISQLLSLLHQGQFQPKPNH 
RGNKYLAKPGGSRSAIPDTDGP 
SARAGGQTDPEQEEGPLDPEED 
LSVKQLL 


30136 


60504 


B 


30319 


217 


368 




30137 


60505 


A 


30320 


1 


951 




30138 


60506 


C 


30321 


1 


3729 




30139 


60507 


A 


30323 


1 


2437 





3856 



wo «l/075067 



PCT/lJS(H/08r>31 



SEQID 

NO: 


SEQ ID NO: 
of peptide 
seQitence 


Met 
hod 


SEQ ID NO: 
in USSN 
0*)/S40 2 1 7 


Nucleotide 
location of first 
rodnn fnr ni*ntiflr 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide set^uencc 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=passible nucleotide insertion) 


30126 


60494 


A 


30309 


153 


2031 


RRNYQRQQfCKRGSEGAGRPDR 

RSRISAAYSPRSEFNMAAVTEH 

Y*NRF*T/LVPRSR/HANADTVT 

REAVNQVIALLDSGALRVAEKI 

DGLPTNQMQASRRAKEEEVHL 

TGQPSRVQSPPRRCEEKQYMVL 

MIVSGRSGSGKSVALRALEDM 

GFYCVDNLPVVLLPDLARTLA 

DREISAAVSIDVRNMPESPEIFE 

QAMSNLPDAFSPQLLFLDADRN 

TLIRRYSDTRRLHPLSSKNLSLE 

SAIDKESDLLEPLHGFPDYDTV 

G FSCKRRID Y VCRJK H SRRl RQ V 

VLLNFAKSGAFSTTRGTDDKTR 

RSLLVTLVRIFCVRVIFAYDIRD 

GIHVRIIQINSKSGKVGSKKNSG 

YSAAKFGGVGLTQSLALDLAE 

YGITVHSLMLGNLLKSPMFQSL 

LPQY ATKLG 1 KPDQ V EQ Y Y I DK 

VPFKRGCDYQDVLNMLLFYAS 

PKAVVLAPDSRSMSPAVSGRFK 

PRVVVAIALDDQQRIVDTLFMK 

GLTVFARPQKIPAITGRHSGATL 

QKQGKCSVEELAQYFDTTGTT 

MRKDLVILEHAGTVIRTSGGVV 

PDSPPHTRRDPRRFSMAFPWFD 

NIRSAEFHHVTTLLAEIPRQQND 

IHRPAHAAAAPKVETRSGDETN 

RRWNRPAQHLFA 


30127 


60495 


A 


30310 


720 


872 


EKVPVSIGPGGMQELPMQSPDR 
RSAGKPGPASRAGR*TGGGAFS 
TKRDYR 


30128 


60496 


A 


30311 


1967 


2452 


SRRCSASINQRPRPGHEKMVSV 

RJAPASNVPTCRPITVTTGSIALR 

SAWTI1TRMRVSPLARAVRM*S 

SPSTSSIEERVIRTMTASGIVPST 

MAGKIIWATASIKLPSSPQMAV 

SISIKPVNGLESSRNTISLTRPET 

GVRFQCTETSMISIMPHQKIGIE 


30129 


60497 


A 


30312 


1912 


3960 




30130 


60498 


A 


30313 


2 


250 


L1RKVST*SVLMICAFLR1A*KDC 
ERLGLKCFWSGSEKGCPLVNT 
NAFGGHCEHHQWVSSVSRVRV 
SQSAGGCPLFNILLNTV 


30131 


60499 


A 


30314 


1 


300 


SVFSH*AKKIWKGVSQRALGQ 

NSRGSGSGCQASWTIRFPVGFH 

TDGTRLRRNPGMQAFLGPVAR 

FLALEARSLDCAFSSSLLFKRKL 

SGRWGRASRGTKL 



3855 



wo 01/075(167 



PCT/USO 1/08631 



SEQID 

NO: 


SEQIDNO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in IJSSN 


Nucleotide 
location of first 
cudon for peptide 
sequence 


Nucleotide location of last 
codon for last umino acid 
of peptide sequence 


Amino acid sequence ( X^Unknown, 
*=Stop cudon, /=possiblc nucleotide 
deletion, \— possible nucleotide insertion) 


30116 


60484 


A 


30299 


3 


421 


QRRATGDLRLPTR*TARRGGRC 

DS*SSRRWHRAFTGACREISRQ 

QNRRHRQRPAGGVALVGSE*T 

SGILAGQRHYRVYRAGYRRSPP 

AGYAPD*SD*RPVDGRHECGRR 

PVWRRENVPATGGQIGARHET 

GGGLPRTVY 


30117 


60485 


A 


30300 


1 


3202 




30118 


60486 


A 


30301 


317 


554 




30119 


60487 


A 


30302 


474 


599 


TTSVQRTFLPDTY*APTPVLLPA 
RKATAARKLHRFSGRQDR 


30120 


60488 


A 


30303 


212 


569 


TSLKVVTPALRSMPSVPINNLS 

KVKCSKAFSASCP*NEADFLRN 

VPPGiRJVCSLSSSDSALTICRLL 

VITVMLLKRESRGTICKTVLPAS 

RMIESPSWIKLTAASAISSFLWV 

LMSVL 


30121 


60489 


A 


30304 


1 


160 


WSKMSRAVRPSDWESWTQTRE 

VVRQTVRCRPDPPSAAVCLTAS 

SPANCG1P1G**MLAEILA*RAV 

RPSDWESWTQTREVVRQTVRC 

RPDPPSA A VCLTASSPANCG 1 PI 

G 


30122 


60490 


A 


30305 


1 


975 




30123 


60491 


A 


30306 


1 


762 




30124 


60492 


A 


30307 


1 


733 




30125 


60493 


A 


30308 


493 


948 


LGAIFLAGALFAAAWLADFRL 

GLGARLYRYGADWFCADGGM 

SAEELKFISENGAVVDMDHKKP 

GSAAASGPKLHYIKQLLSNRM 

MLGVFFGQYFINTITWFFLTWF 

PIYIGNVVSDNR*YVAQ1TFITW 

IKTYGRCPSFQRDGDGFVNRCL 



3854 



wo 01/(>75(Wi7 PCT/IJS(H/<»8631 



SEQIU 

NO: 


SEQIDNO: 
of peptide 
sequence 


Met 
hod 


SKQ ID NO: 
in USSN 


Nucleotide 
location of flrst 
couun iQr pcpiiuc 
sequence 


Nucleotide location of last 
codon for last amino acid 

ui pcpiluc ^Ct|tlt.ll^C 


AmiiKi acid sequence ( \=Unl(notvii, 
*=Stop codon, /^possible nucleotide 

/li^li^tifin V=nrkCc!Kli* nttt^Xt^ntiit^ inc^wli£\n\ 

uLiciiuiif \-*'pu3jiuii. iiucicuiluc iii»crtiun| 


30103 


60471 


A 


30286 


737 


1088 


NMLMNVCNLPVVCVPMMSRK 

RGCVTITWALICGLSWGCRMS 

GGLRKPAPRPQKWRCLPIIVGR 

RKSGGSKIRANVCSLPIFPSGI\G 

R*TTGESKRLCRSYHDAAGNDS 

♦WRDLVIG 


30104 


60472 


A 


30287 




209 


VQHSCRMCGTHSQKCPSHRQK 
LRPHGHLVA*CLCAGSREWEA 
NPLFPGRGHCTDSPPETRPHQL 
VQRV 


30105' 


60473" 


A 


30288 


2366 


2768 ■ 


STRSGGNCRGAGAGV*SGPVA 

GR*SQSGDRAEST\SPLAMVGD 

GINDAPAMKAAAIGIAMGSGT 

DVALETADAALTKNHLRGLVQ 

MIELARATHANIRQNITIALGLK 

GIFLVTTLLGMTGLWLAVLAD 

TGATVL 


30106 


60474 


A 


30289 


714 


881 




30107 


60475 


A 


30290 


791 


1618 


NT1SIRPIKLRS*L/CDPGFAGQPF 

IPEMLDKLAELKAWREREGLE 

YEIEVDGSCNQATYEKLMAAG 

ADVFIVGTSGLFNHAENIDEAW 

RVMTAQILAAKSEQWGQQVY 

AIVQNTDQAQAVMPYGPKCLY 

VLAQNDALQRTENYAESIAALL 

KDKHPAMLLLAATKRVLFAIV 

DTYVTTNASLAGIALNSMDLSP 

GGRVAVKESNQRWCSDGFEFC 

CDNGERLRVTFALDCCDREAL 

HWAVTTGGFNSETVQDVMLG 

AVETPLRQRSSVVSSGVADG 


30108 


60476 


A 


30291 


364 


1305 




30109 


60477 


A 


30292 


105 


609 


CGGCPQSRHRPAPALRYPQLQ 
MPH WRRSICTSLHRQR* WTPSG 
SV 


30110 


60478 


A 


30293 


159 


438 


CASVPRSRGGSQAIAARKSGRA 

LIKSASLS*FK*LLKPAINAG*Q 

AS*WRASASICPCSASPDCAGDN 

CASIVSAASALALGCSKRISAPR 

TAP 


301 II 


60479 


A 


30294 


1246 


1300 




30112 


60480 


C 


30295 


1 


1374 




30113 


60481 


A 


30296 


231 


413 


SPRCTRPCNAGSDVRRGSASF* 
AGGAGY*TPRPGVW*SVGYGE 
RQQRAPPADWSQRCGVD 


30114 


60482 


B 


30297 


1 


3081 




30115 


60483 


A 


30298 


345 


505 


TNAACNRQSGLFNQWMKQTVK 
MEA^TASGTVISVFNPVATKLRR 
*RVFPAPCCG 



3853 



wo 01/075067 



PCT/USOl/08631 



SKQ ID 

NO: 


SEQII) NO: 
of peptide 
sequence 


Met 
hod 


SKQ ID NO: 
in USSN 
09/540^17 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleoiide location of last 
codon for Inst amino acid 
of peptide sequence 


Amino acid sequence < X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possibtc nucleotide insertion) 


30081 


60449 


A 


30264 


1403 


1799 


YGHEWRWMPGNRPHYGRWPQ 

HDFPPFKKLRPQSVTSRIQPGSD 

VIVCAEMDEQWGYVGAKSRQ 

RWLFYAYDSLRKTVVAHVFGE 

RSLFTGP*RERFATQIEVG1CLFA 

AAVDMVLWLSGKAQPDTVVV 

KVVVL 


30082 


60450 


A 


30265 


3174 


4135 




30083 


60451 


A 


30266 


I 


2771 




30084 


60452 


A 


30267 


1 


1281 




J0085 


60453 


A^^ 


30268*^--- 


10 


233 


LRJQASDPEINSRRESGIHtPYTT 
DKAPSPLTVDGAK*EVSRSSI/R 
QNSQVQHPPDAAKYPSGCHKS 
FRGFRRA 


30086 


60454 


A 


30269 


300 


564 


SANSTLKRTQVNRRPLTVKLSA 
RKLPMLKVNTRNSLVVVVSMV 
MLLSTCTRWSRVQTRKATSSST 
TLKVV*SLANTSRPLIKVSRNS 


30087 


60455 


A 


30270 


5259 


8003 




30088 


60456 


A 


30271 


1 


819 




30089 


60457 


A 


30272 


1173 


1369 




30090 


60458 


A 


30273 


1 


4767 




30091 


60459 


A 


30274 


905 


1162 


FSSVVMCSSnVSEQEITSRLKAT 
VASQVADSAGLNSRKITSCRSS 
AFLSALIRHPTGG1FNKL*LSGT 
LNPALLSFITSHGILL 


30092 


60460 


A 


30275 


1164 


1582 




30093 


60461 


A 


30276 


1 


1785 




30094 


60462 


A 


30277 


1 


168 


LEHLSPCDSIRHSRTRATAAIRS 
RCYSKYAQ*IRDHRVNGDGVS 
RLYAANQHRTCQ 


30095 


60463 


B 


30278 


1 


954 




30096 


60464 


A 


30279 


108 


530 


SIRQTHVQIVRRSCLAIRHQVPS 

TAIRVGIVKGNFAS*AGAQPSK 

TLR*HRCTTRALTSGVLAVRLS 

AGCNFPELVHRRLTLWRAGRT 

YPPASGHHHDNRNAPSLSDQTR 

TDPPIRAHASRYQRQKPDWLTP 

PFPAGQRC 


30097 


60465 


A 


30280 


1 


1389 




30098 


60466 


A 


30281 


1 


380 




30099 


60467 


A 


30282 


1 


3255 




30100 


60468 


A 


30283 


569 


2547 




30101 


60469 


A 


30284 


1 


585 




30102 


60470 


A 


30285 


1376 


1693 


CPMADTPAT*PIPKRLMLCYST 

GLPACYITVKPP*TLGSVQGSLG 

PSSGPKTAGAPSSRPPSPSARRP 

RTTETRWTLLRSKDYWLITRKV 

GLGNLQDGGRAGSLS 



1 



3852 



wo (n/075«67 PCT/IJS(H/(»8631 



NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 

hod 


SEQIDNO: 
in USSN 


Nucleotide 
location orflrsl 
cuuun lor pcpiiuL 
sequence 


Nucleotide location oriast 
codon for last amino acid 

Ul pcpilUC ocqucii^'C 


Amino acid sequence ( \=tlnknovvn, 
*=Stop codon, /^possible nucleotide 

flplptinn \~nnccihlp niirl^ntiilr ind*rliiin\ 


30066 


60434 


A 


30249 


418 


930 


PRVIENFLFQLTFLPGGITQSHQ 

YVRRLFIGAERFQHIAGSGHYR 

VV*NANAGSKIGGRSMQNKPAI 

FSQRTAEKNRFIQTD'FITRLRR 

DLQLFQNPFNFEIFQRLVDDDP 

HCTIGIMFANVDHGTTENRIRK 

LCFNLTNTGTQRKGHANISGPE 

TFRIYHRNAHAPLTI 


30067 


60435 


A 


30250 


1 


526 




30068 


60436 


A 


30251 


442 


684 




30069 


60437 


A 


30252 


1 


3144 




30070 


60438 


A 


30253 


59 


340 


LLPQRQAKAPVLPLPLPTENVP 

AARAGKKDAVIFSSAQFEQIAL 

AANGAFTGG*YQNRQ*NMRCY 

ASGESVTDRPRLAIRDATIGISG 

FCSLA 


30071 


60439 


A 


30254 


62 


298 




30072 


60440 


A 


30255 


904 


1530 




30073 


60441 


A 


30256 


701 


1329 


HRLSMCRGRCSRWWSARTNVI 

SMLVFALSFASWRIVSPRTM/D 

ALTFAAESALPGSPTHISTDHQG 

QFVFVGSYNAGNVSVTRLEDG 

LTMLHEELSSHMMKEEQILFPM 

IKQGMGSQAMGPISVMESEHD 

EAGELLEVIKHTTNNVTPPPEA 

CTTNKQPAQPQRDKPQRGNQQ 

RLASVIFQCQQHDHEHKERHTY 

PAHQLAERHLVDRLLM 


30074 


60442 


A 


30257 


8 


382 




30075 


60443 


B 


30258 


1 


2655 




30076 


60444 


A 


30259 


67 


231 




30077 


60445 


A 


30260 


1109 


1531 


TFLHSIPAAKTQGPPPRMTLVDT 

PQH L* HQQRRTRQPQLALSLRT 

♦VFLNRILRGALFAPKACLKPD 

LVISPRGPPQGLGVTRVQVSAH 

TNPRTTHRNTPHYTRNTQTRPE 

STPRRDTTTPQQRHTPPPHTGK 

RRGTPET 


30078 


60446 


A 


30261 


1025 


1252 


SSTVFSNLDRSDSPISQSK.MKIIA 
SITTIRMEP*A1ATPYSPSSTRLR 
M*AVATRVSGVTRNTMALTVV 
MARTKL 


30079 


60447 


A 


30262 


2114 


2380 


LPGLAKLTVKDLPRLSLAFERE 
VRDSPISQSKMKIIASITTIRMEP 
•A1ATPYSPSSTRLRM*AVATRV 
SGVTRNTMALTVVMARTKL 


30080 


60448 


A 


30263 


3026 


3217 


LPQCKWDPYGVTISPQVSIRSR 
ANPSCTSPFFV*SATKGLLYQQ 
TRIPALDIPPSSNRRNSHG 



3851 



wo 01/075067 



PCT/USOl/08631 



SKQ ID 

NO: 


SE0n>NO: 
of peptide 
sequence 


Mcr 
hod 


SEQIDNO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location or last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X^Unknown. 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possible nucleotide inscrliun) 


30044 


60412 


A 


30227 


862 


1453 


SFLLVSPSQACHHYYAP/KIFDL/ 

SGYTSTTEQMWGTVIVGLTNV 

LATFIAIGLVDRLGFLAMPAGM 

GVLGTMMHFGIHSPSAQYFAIA 

MLLMFIVGFAMSAGPLIWVLCS 

EIQPLKGRDFGITCSTATNWIAN 

MIVGATFLTMLNTLGNANTFW 

VYAALNVLFJLLTLWLVPETKH 

VSLEHI/ERNLMKGRKLREIGAH 

D 


30045 


60413 


A = 


30228 - 


1 


987 




30046 


60414 


A 


30229 


767 


1472 


CMSRQCCTAYVPPVRSCCPPVS 

VHFFFHSRLCRDALNEAFHPSG 

FQ V V KCCDI ARl HRN R YG DLLF 

AIGVVHIANVNAIHRNATFHQR 

QEIGGCFTNQQDFLSIGGAMNV 

VDNFLQRPETYGDPFCQYHFH 

QVLLYRIFGNLIVGYQHQICPR 

KSDPLNADLTVNQAFINPA*NN 

IWHSVFLFVLLIGLHRLCGMRQ 

DVLNMVDNEFPWRWLQLAGA 

NFHVLQRQILADQRQRNW 


30047 


60415 


A 


30230 


2553 


3845 




30048 


60416 


A 


30231 


1 


656 




30049 


60417 


A 


30232 


3 


228 




30050 


60418 


A 


30233 


185 


206 


ATVDPPF!TEPGDILAGGFA*PL 
SWFAGFALEHHNLPWATGDLH 
SLRA 


30051 


60419 


A 


30234 


12 


155 




30052 


60420 


A 


30235 


698 


2684 




30053 


60421 


A 


30236 


1 


2004 




30054 


60422 


A 


30237 


1 


811 




30055 


60423 


B 


30238 


1 


7521 




30056 


60424 


B 


30239 


52 


1023 




30057 


60425 


A 


30240 


2 


163 


LTPTWWRKPWNRKPVLSV1P*K 
WKLKGPVALKTAYPAKRLPLPI 
TSFSLPGVA 


30058 


60426 


A 


30241 


1 


2067 




30059 


60427 


B 


30242 


1 


2787 




30060 


60428 


A 


30243 


101 


947 




30061 


60429 


A 


30244 


1 


1917 




30062 


60430 


A 


30245 


239 


469 


KRVSISSRRRFSAQKASASALA 
RWWRSAVN1YVFA1*TTAQRV* 
QLRMTNCVRTT1TACHSR*R1TL 
SLSPVKPAS 


30063 


60431 


A 


30246 


1 


4348 




30064 


60432 


A 


30247 


1141 


2244 




30065 


60433 


A 


30248 


503 


649 





3850 
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SKQ ID 

NO: 


SKQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ M) NO: 
in IISSN 
09/540,2 1 7 


Niicleoiidc 
localion of first 
codon for peptide 
sequence 


Nucleotide location of Inst 
codon for last amino acid 
of peptide sequence 


Aminu acid sequence ( X=Unkiiou'n, 
*=Slop codon, /^possible nuclcoiide 

ftt^totitiwt \=tiACciKI<k ntif*li>Ali/lik ■■iCArtiAn\ 

uciciiUDt i'~puaaiuic iiucicuiiui. iii>criiun/ 


30027 


60395 


A 


30210 


61 


641 


RHKHRRRJPGRWDQIRPAPNR 

WQTGFQWFALPVTGVRLISGY 

TELLPRL/PAQKN LP YTI HP A WR 

FVAHQGRESALECRYVPLPVRH 

♦RNCRWREPRNVDVAEYRRDC 

GSRFRSLRHFYRSLFSLHRPAST 

RHPGAOTGAVTGFADECPARK 

AAALAKASVNKVVFHSTNATV 

CHRPDRSRJIASGSFRRYWRQE 


30028 


60396 


A 


30211 


214 


462 




30029 


60397 


A 


30212 


116-^^ 


283 


KKIKRHSLSVINSLANSKNKRR 

WRKNIKLR*SSLLK*TESPLPMA 

ILVLTSLTAI 


30030 


60398 


A 


30213 


451 


834 


IWTGKKVDSARALIARGWGLH 

VILRRTDDWMDGRRSRHTDDT 

DVLLRIHHVIGELPTYGYRRVW 

ASSQTGRT**FKVQNRYFPPVLS 

DFEHLQEPYEYFGKLR*PWLPA 

TGEFHAEIYRSVDFCKHPV 


30031 


60399 


A 


30214 


1180 


2547 




30032 


60400 


A 


30215 


341 


505 




30033 


60401 


A 


30216 


293 


4221 


KPFSPCCRKGRWLFRNHSSARR 

PTVLYYRRSTMR*NSW*PNLRR 

QRGNPANRS/RQSMLELSGVKD 

GELIPAKLFNHLVTWLQARQTL 

SQQNTPRPGGGEIPPWCSSVLA 

ESERKKRGRKKQRGIDSPDVGA 

LLLVRATFYIWQQPPVNKIALGl 

EYAASKYYGWQRQNEVRSVQ 

EKLEKALSQVANEPITVFCAGR 

TDAGVHGTGQVVHFETTALRK 

DAAWTLGVNANLPGDIAVRW 

VKTVPDDFHARFSATAR 


30034 


60402 


A 


30217 


1 


1362 




30035 


60403 


A 


30218 


1 


1440 




30036 


60404 


A 


30219 


389 


503 


YESARLSGLHRQSDDRWRR*SP 
QYARHTRKRTSAGCSA 


30037 


60405 


A 


30220 


1160 


2385 




30038 


60406 


A 


30221 


290 


373 




30039 


60407 


A 


30222 


I 


627 




30040 


60408 


A 


30223 


3 


862 




30041 


60409 


A 


30224 


I 


469 




30042 


60410 


A 


30225 


241 


615 




30043 


60411 


A 


30226 


1 


1428 





3849 



wo 01/075067 
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SEQ ll> 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540*217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of l»st 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown» 
*=Sfop codon, /=possiblc nucleotide 
deletion, \=possible nucleotide insertion) 


30015 


60383 


A 


30198 


1 


702 




30016 


60384 


A 


30199 


36 


144 


DGLLLMDERNISPLLQKRMPT* 
QAV*VWWWKDYGV 


30017 


60385 


A 


30200 


462 


646 


QWVPIARPNMPACHVQRRTSSL 
ERRQPVMLMVMLRJLWYIYCSI 
HVLG*WICRLYYKTLLK 


30018 


60386 


A 


30201 


107 


1200 




30019 


60387 


A 


30202 


366 


500 




30020 


60388 


A 


30203 


1 


1193 


LADCSRYMGLEMTLSCCAGAS 
'HDAVGGIERGGLKSPEASEGEI 
APRLLLDGEPLALSGDKWRISP 
WLLVTDDTATITAFLQMIQEGK 
A ITLRDG DQTiSLSG LKA ALLFI 

daqqkrvgsetawikkgdepp 

lsvppapalkevavvnptptpl 

sleerndlldygnwrnfnglrc 

sldplrrevnvtaltddkalm 

missqifnghmvhiikdlvftdh 

apdkgisfgsdtgmdrpargd 

hrllvmhhdmtrflrlphhve 

NAGVIiHIEIElNFHPALVGVTRH 

gvplvtrsqlrqphtrlagfqy 

irdqifvnratvtgeeiayaelf 

tnfpangnrfsyrhmaannns 

vnvavnhgvligdkylfnqkfi 

aqplgiqrfcvrtvdalsyvhl 


30021 


60389 


A 


30204 


3 


1057 




30022 


60390 


A 


30205 


1 


955 




30023 


60391 


A 


30206 


1281 


1370 




30024 


60392 


B 


30207 


1 


2199 




30025 


60393 


A 


30208 


1 


589 


MLKKREQTVFTH EKS VFQGLD 

RGNRELGPPKTFGVKGAQKGN 

LQIFSEDKNFGPGGSGEIWGHR 

GPKWDIPRGKRETLGKPHFFW 

KPSQEFGRKGLGSFGPWERVSG 

NKNSGKRJYPWGPVDGINCRW 

REPRNVDVAEYRRDCGSRFRSL 

RHFYRSLFSLHRPASTRHQKAQ 

SSAVRVLQTNAQHGRRQRWQ 


30026 


60394 


A 


30209 


1118 


1460 


FQASTTQPRTCCAPLSSVWRCR 

PPRSSPWPASWRSVPSSMGLRR 

TPWCPELLSSRGSTGFLWAEMT 

SSQARPKSSPCLWTSSLAPASRP 

CPSnLQPPGQQRWGEPIGAIAV 

PL 



3848 
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SEQ ID 

NO: 


SEQIDNO: 
of peptide 
sequence 


Met 
hud 


SEQIDNO: 
■n USSN 


Nucleotide 
location of first 

t.UUUII lUr pC|IIIUL 

sequence 


Nucleotide location oflast 
codon for Inst amino acid 


Amino acid sequence ( X'^Unknuwn, 
*=Stop codon, /=possible nucleotide 

(lelptinn V=nov^ihlp niirlcdtifit* itic^r(t/inl 


29996 


60364 


A 


30179 


404 


1347 


DVTILARAVLQALLKILYH/KCE 

FNDEMLTEGVIREKMGFNPQTL 

REVLQACQQQGCVANNLDLDV 

VMIUDGAFSGIVQNWLMMMA 

GYDLYKQAPALVDNRTGMER 

ASNGGPWQVQSLPARSYRQLD 

SYYGEAMAIGERALVALLDFSG 

PSPSGDWRYQTHHTFPPTGWR 

RQATLVKMRACIEAVKAVGEE 

LCPALGLTIPVGKDSMSMKTR 

WQEGNEEREMTSPLSL VISAFA 

RVEDVRHTITPQLSTEDNALLLI 

DLGKGNNALGATALAQVYRQL 

GDKPADVRDVAQLKGFYDAIQ 

ALVAQRKJLLAYHDRLI 


29997 


60365 


A 


30180 


494 


1433 




29998 


60366 


A 


30181 


1092 


1347 




29999 


60367 


A 


30182 


315 


600 


STPIEKTVSKAFSAGSCSILTVT 
NARASARSACIISITAAVSGSCA 
PTP*EVSSAFARSLICRSIRKPGL 
KLRSITIGALASKTVLPASPPRIA 


30000 


60368 


A 


30183 


535 


661 




30001 


60369 


A 


30184 


1 


1491 




30002 


60370 


A 


30185 


1400 


1852 




30003 


60371 


A 


30186 


199 


534 




30004 


60372 


A 


30187 


2 


539 




30005 


60373 


A 


30188 


I 


690 




30006 


60374 


A 


30189 


127 


939 




30007 


60375 


A 


30190 


1 


665 




30008 


60376 


A 


30191 


1287 


1548 


SSCVLVRWRETADCRWRKLCL 

TDERTRR\NNLRHATNSELLCE 

AFLHAFTGQPLPDDADLRKERS 

DEIPEAAKEIMREMGINPETWE 

Y 


30009 


60377 


A 


30192 


242 


709 


NYMHYHADRCITRCHGNACTV 

NYAGLRSVPTSTVWTGLNLLT 

KRIKYLMAEWSGEA'ISGPCVEP 

GKKSDQSKKITVSIPLKVLKILT 

DERTRRQVNNLRHATNSELLCE 

AFLHAFTGQPLPDDADLRKERT 

AE\IPEAAKREHA*HGGLTPET 

WEY 


30010 


60378 


A 


30193 


1 


897 




30011 


60379 


A 


30194 


1030 


1263 




30012 


60380 


A 


30195 


263 


514 


PAHFSVAHSHLWQNINPLSSVQ 
CRQNHQAIPCRIFELLNVMRH/ 
VTRDSSSGLGCS WRLTAS VN AR 
RFVDPVQILVMAMSGRRSR 


30013 


60381 


A 


30196 


1 


1995 




30014 


60382 


A 


30197 


141 


229 





3847 
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SEQ ID 

NO: 


SEQ ID NO: 
or peptide 
sequence 


Mci 
hod 


SEQ Il> NO: 
in USSN 
09/540,217 


Nuctcofide 
location orflrsl 
codon for peptide 
sequence 


Nucleotide location of last 
codon Tor last amino acid 
of peptide sequence 


Amino acid sequence ( X-Unkno\vii, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


29983 


60351 


A 


30166 


1 


1661 


MRGEVLLAGVPRHVAEREIATL 

AGSFSLHEQNIH>iLPRDQGPGN 

TVSLEVESENITERFFVVGEKRV 

SAEVVAAQLVKEVKRYLASTA 

AVGEYLADQLVLPMALAGAGE 

FTVAHPSCHLLTNIAVVERFLP 

VRFSLIETDGVTRQLLGVSYRIL 

AMGHAEFLIQIADMRNDGGWR 

DFQFSGNLVMDEPNRSAQTYIK 

LVKSRLGTTKRYNHKDDCPRC 

RWIAAMIDNPPRlilKPTK-SASV 

WHATATSASPERQMSTTVIMS 

ARFISCWVMTPFCMPRSGPMRJF 

VHLPCRFRDAFNTGVGKLDQL 

GPSMSTRIRQRFTTLCPMTLSSS 

STEFENVSDCRPSRARSCLRFRL 

CRSIRCVYRLADYVQRSLQAGF 

IQRPAIRHPYHHVKGAFTEYVR 

NN RLPETVl RVLQPA L A RFSPDI 

APLFSPFPLHDDDVTARLYAPS 

LM PKLRLIG LTLL ALS ATA VSH 

AEETRYVSDELNTWVRSGPGD 

HYRLVGTVNAGEEVTLLQTDA 

NTNYAQVKDSSGRTAWI/HVET 

T*H*AKPALPCARSGKSGQNPD 

R*THQYR 


29984 


60352 


A 


30167 


254 


496 


RASRLKTCGDGCCSLSAVVSVG 
ASPFASRVKSSRRWV*S*VGPSS 
WPPGMSL*TAEIRRSRRIPVVSS 
GSLTASFANVVR 


29985 


60353 


A 


30168 


1 


984 




29986 


60354 


A 


30169 


I 


429 




29987 


60355 


A 


30170 


1 


523 




29988 


60356 


A 


30171 


1 


702 




29989 


60357 


A 


30172 


302 


421 




29990 


60358 


A 


30173 


308 


2468 




29991 


60359 


A 


30174 


612 


671 




29992 


60360 


C 


30175 


1 


2649 




29993 


60361 


A 


30176 


501 


754 




29994 


60362 


A 


30177 


1030 


1327 




29995 


60363 


A 


30178 




108 





3846 



wo 01/075«67 



PCT/USO 1/08631 



SEQ ID 

NO: 


SKQ II) NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 


Nucleotide 
location of first 

sequence 


Nucleotide location of last 
codon for last amino acid 

Ul pcpilUC aClJUt.llCC 


Amino acid sequence ( X=linkiiown, 
*=$lop codon, /=possible nucleotide 

uciLiiuiif \~~pu39iuiL Ducicuiiuc Miscrlion^ 


29978 


60346 


A 


30161 


1 

....... 


4342 


MTRDNPVIPRFIHRREVVFIGQE 

NGGIQNARFIAALFFQHGVNLC 

QRVGGLLKGIGVEVFRYTSVVE 

RVVVDYYIRPAGFSIDTNDRGS 

VTDDFAPDGQLAKA1PGFKPRE 

PQRQMAVAVTQAIEKGQPLVV 

EAGTGTGKTYAYLAPALRAKK 

KVIISTGSKALQDQLYSRDLPTV 

SKALiCYTGNVALLKGRSNYLC 

LERLEQQALAGGDLPVQILSDV 

ILLRSWSNQTViXjDISTCVSVA^ 

EDSQAWPLVTSTND 


29979 


60347 


A 


30162 


1 


1023 




29980 


60348 


A 


30163 


1 


679 


MFRVTWSSGRTGLGKRLFRTP 

YDNDDTGPYAFNKTHPKDNYT 

CTVLFIDDMSASGQSLDKAQD 

NYRQAMKKLSSGRGNVLAQAE 

AFRGLGVEIKREINPDLAEQAIR 

LQDCVFDTQETMTTTFTGTVSS 

ANSGNYYTIFNTDTGAAFlsfNVS 

LAIGNYVVLAFSASA^GA/DMK 

MVNSTITASGSKRSTTVLRQGL 

SQRWLLSAGARNLLQHYSFRE 

TCANWNMLFIGR 


29981 


60349 


A 


30164 


114 


685 




29982 


60350 


A 


30165 


1 


1353 





3845 



wo 01/075067 



PCT/US01/(»8631 



SEQID 

NO: 


SEO ID NO: 
of peptide 
sequence 


Met 
hod 


SKQ ID NO: 
in USSN 

09/^4Q,2 1 7 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X-Unknuwn, 
*=Stop codon, /=possible nucleotide 
deletion, \=pussible nucleotide insertion) 


29951 


60319 


A 


30134 


66 


413 


HQSEQMYQSSESCLLGTTAKA 

RGHQLRTASACHFPSTPPFWSL 

TLESQREGRFKQPTLISCF/CLF 

MSVPVVSAPPFSSSSSSSSSSSSS 

SRPWFPDQEAR*LTSPVERPCR 

GLRPA 


29952 


60320 


A 


30135 


257 


465 


VPTSPASLESKQSCPHVLCPVW 
EVEGHSV»TGKPDRPPRRKLLT 
LLLPVPWVPGQLAIKQEGQEPK 
KRH 


29953 


60321 


A"'-' 


30136=5- 


1564 


1857 




29954 


60322 


A 


30137 


33 


265 




29955 


60323 


A 


30138 


114 


560 




29956 


60324 


B 


30139 


70 


555 




29957 


60325 


A 


30140 


650 


1045 




29958 


60326 


A 


30141 


374 


575 




29959 


60327 


A 


30142 


1 


1095 




29960 


60328 


A 


30143 


1 


981 




29961 


60329 


A 


30144 


28 


698 


TACRIRHGHAGRLCCSPCLLVIP 

LKSSQH1\LRVLNPPNLDGRRK1 

A\FAHHCPFKGVG\RRYA\HVVL 

RKADMDLTKEGGENSLEDEVE 

RVITH/ILQNPRQYK\IP\DWFLN 

KTRRM*KDGTYSPGP*PIGLGQ 

QAPVKDLGAD*KKIRAH*/RGL 

RHFLG A FRVRGQAHQEPLGRR 

GRHPSGVSKEEIRSVGPCLVNKI 

VYIPKKKKKKKKVDAAANLVV 

VVVVGGR 


29962 


60330 


A 


30145 


107 


340 




29963 


60331 


A 


30146 


428 


934 




29964 


60332 


A 


30147 


1 


1533 




29965 


60333 


B 


30148 


1 


2652 




29966 


60334 


A 


30149 


205 


450 




29967 


60335 


A 


30150 


1 


879 




29968 


60336 


A 


30151 


139 


1029 




29969 


60337 


A 


30152 


237 


422 


WFETPAQYTNRSPESGTHYRRA 
RSR AR WHGCM EC VCRRRXSPR 
ANKPRRLPPVR* RCPPRA 


29970 


60338 


A 


30153 


1 


1134 




29971 


60339 


A 


30154 


136 


411 




29972 


60340 


A 


30155 


1 


3345 




29973 


60341 


A 


30156 


194 


475 


TPATVRRGWRPAVRVFRWWK 

PLTVPPRRK.GPLSRGTGCRPVPL 

TTPSTGTVMRAGICAVKMLIVQ 

KSPCMPPC*HRQWTMTGLWQA 

PAAIRPV 


29974 


60342 


A 


30157 


1 


2988 




29975 


60343 


C 


30158 


1 


3939 




29976 


60344 


A 


30159 


308 


749 




29977 


60345 


A 


30160 


1 


1338 





3844 



wo 01/«75(»67 
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SEQII) 

NO: 


SKQ ID NO: 
of peptide 


Mel 
hod 


SKQ ID NO: 

inUSSN 

09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codun for last amino acid 
of peptide sequence 


Amino acid sequence ( \=lJnknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


29936 


60304 


A 


30H9 


1 


1037 


MRVVILGSGVVGVASAWYLNQ 

AGHEVTVIDREPGAALETSAAN 

AGQISPGYAAPWAAPGVPLKAl 

KWMFQRHAPLAVRLDGTQFQL 

KWMWQMLRNCDTSHYMENK 

GRCFELPVAVYAGGQAVLVKQ 

CKAIGGPDRAPDTLNTMPIFKA 

CTPDNRRAVWRHRAQTSPESR 

LLDMTAAWIEIANHHLQRFTTR 

LQQLGIKTNNLRHSGKTNAVIV 

YMIQSISLVDEMSGHLVLTTGG- 

TGPARRDVTPDATLAVADREM 

PGFGEQMRQISLHFVPTAILSRQ 

VGVIRKQALILNLPGQPKSIKET 

LEGVKDA/EGVPYCIQLLEGPY 

VETAPEVVAAFRPKSARKDVSE 


29937 


60305 


A 


30120 


96 


711 




29938 


60306 


C 


30121 


128 


628 




29939 


60307 


A 


30122 


1024 


1128 




29940 


60308 


A 


30123 


193 


372 


IQTESNPQDIL*NPSPPVF1SKHS 
PNNSYCYAQSREKNKSHFHVF 
ATTCNRALSIWYLMN 


29941 


60309 


C 


30124 


202 


321 




29942 


60310 


C 


30125 


150 


491 




29943 


60311 


A 


30126 


1163 


1257 




29944 


60312 


A 


30127 


929 


1023 




29945 


60313 


A 


30128 


3 


765 


TARAWLLLGPVWPCVSERWSK 

KPSPRGGRDPSDRDPAAFAARS 

TVPPRISAYERPVPWPGEWNDP 

RGPGRRASAVVSPREGNWGVL 

RDPRLQARKPRMVRSRQMCNT 

NMSVPTDGAVTTSQIPASEQET 

LVRQESEDYSQP\*LLVALFIAA 

KKM* KSLKGKKPKTKKRV WN 

LVCPLMPLNLV* FVK VDLKM V 

ALSMAKQDILWPALH/DAKKL 

KKRNKPCPVCRQ/HNSNDCANL 

FPLVDLSIRELYISNYITLGI 


29946 


60314 


A 


30129 


2 


430 




29947 


60315 


A 


30130 




1088 




29948 


60316 


A 


30131 


303 


529 


GTGQCANTKMSVPTDGAWTTS 
QIPS/SPEQETRVR\PKPLL\LKLL 
KSVGVAQKDTYYYGKRFLFNLG 
QYIYGLNDYY 


29949 


60317 


A 


30132 


3 


619 




29950 


60318 


A 


30133 


123 


385 





3843 



wo 01/075067 



PCT/USOl/08631 



SKQ ID 

NO: 


SKQ ID NO: 
of peptide 
sc<)ucncc 


Mel 

hod 


SKQ ID NO: 
in USSN 


Nuclcolide 
location or first 
codon for pcptiOc 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( \=Unknown, 
*=Slop codon, /^possible nucleotide 
deletion, V=possibte nuclcolide insertion) 


29922 


60290 


A 


30105 


188 


1508 




29923 


60291 


A 


30106 


171 


410 




29924 


60292 


A 


30107 


3080 


3232 




29925 


60293 


A 


30108 


1 


1272 




29926 


60294 


A 


30109 


438 


617 




29927 


60295 


A 


30110 


259 


392 




29928 


60296 


A 


30111 


905 


1545 


RLTTPSLSVCWRPAAKRPILPRS 

LKQLKKIASRKVTPVSLGNAW 

NNLEKQRAYLSMMAQKRVDG 

LLVMCSEYPEPLLAMLEEYRH! 

PMVVMDWGEAKADFTOAVID 

NAFEGGYMACRYLIERGHREIG 

VIPGPLERNTGAGPPCRFYEGD 

GRSDDQVDGDIQFFFSTNTITGR 

GHFRTMVDGICPCKDGNLRFN 

RILEHREPFYPQIPATFAYA 


29929 


60297 


A 


301 12 


*> 

-) 


466 


AlVKFKRNVHQDGGYCSVQIQ 

QCRFALIFKDFCRMRHNGLIRR 

TISQQSVGRIRCVSIASGRVYYC 

FFALEGKKPSSSISAAPTQMAVS 

ARLKVAKCQSPT*KSHSTTKPC 

H RRSN RJLPS A PPI 1 S A TR V H RQM 

RYSTSSGAAALLSITVTPS 


29930 


60298 


A 


301 13 


1 


1562 




29931 


60299 


A 


30114 


706 


857 


PMRELISKGVSPFAISNSGLLTS 
LLTSVV*iDAIDGIRFSFLSWAS 
GKGP 


29932 


60300 


A 


301 15 


966 


1142 


SLEETEKYRNVNEMCFPVKRR 

RREREKTSERTPAPV*VKITTRK 

LYPAEERTGRIFEA 


29933 


60301 


A 


30116 


1 


3095 


MDKFLNTYTLPRLNREEVESLN 

RPVTASGLEVIINSLPJKKSPGPD 

GFTAAFYQRYKEDAGEREGEG 

GNQQVAVRGKRKTTERKKKLG 

EDVKVKESKNSGAYEVKQHRF 

FRSLDWNSLLRQKAEFfPQLESE 

DDTSYFDTRSEKYHHMETEEE 

DDTNDEDFNVEIRQFSSCSHRFS 

KAAEVSTRLLSTRVTEIEGWLI 

VQRNQKLLQSNLKQRSGEPLIL 

DDDSHVPPELRAGYRLLKNAG 

CLPPELEQRREAIQ 


29934 


60302 


A 


30117 


I 


2583 




29935 


60303 


A 


30118 


1 


3141 





3842 



wo 01/075(167 



PCT/llSOl/08631 



SEQ ID 

NO: 


SKO li> NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( \=.Unl;nown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


29904 


60272 


A 


30087 


3 


264 


TLRPANRF*HIPDAAGVIPVGY 
AL*RGTSVSAVHRW/CSTVFGV 
NWATLATKLMVAGIRRSGAAS 
RISRASPPSFSVPACSVGRKKVi 


29905 


60273 


A 


30088 


1 


3639 




29906 


60274 


A 


30089 


1 


957 


MGFRRTMPHIVISALVGGLLLV 

FADCLAWTCRHDKLDDISDVA 

KITGLTSKAIRFYEEKGLVTPPM 

RSENGYRTYTQQHLNELTLLRQ 

ARQVGFNLEESGELVNLFNDPQ 

RHS ADVKRRTLEKVAEIERH 1 E 

ELQSMRDQLLALANACPGDDS 

ADCPIIENLSGCCHHRAGKYVG 

LIRRVKRRIRHRCWPIKTLSQRA 

VSEFQRLIQPNHQYQSYTRQCA 

PETDNHADNSYNAGLFIVNSLY 

TAEGVMDKHSLWQRYVPLMR 

HEALRLQVRLPASVELDDLLQA 

GGIGLLNAVERYDALQGTAFTT 

YAVQR1R\GAMLD 


29907 


60275 


A 


30090 


1 


699 




29908 


60276 


A 


30091 


430 


660 


HQTHFIVEHRRIMQRTARQNIG 
RHYQIQLSAVQRIRGAMLDELR 
SRDWVPRS\RRNAREVAQAIGQ 
MSLPMLQVALS 


29909 


60277 


B 


30092 


1 


1575 




29910 


60278 


A 


30093 


1 


289 


MISANRPIINLDLDLLRTFVAVA 
DLNTFAAAAAAVCRTQSAVSQ 
QMQRLEQ\PLGKNCSLVTVATN 
C*LNMAFNFLVTPGKSCVLMM 
RSCIQPNSD 


29911 


60279 


A 


30094 


1 


1095 




29912 


60280 


A 


30095 


1037 


1297 


L!LRCPWSYSRC1RILIAPSSS*Q 
TEAKPFASRASRTSDDCQWANl 
SSVMPVKPNSTTPSILRRFSTPK 
CSATNCGEN*LSIMIGS 


29913 


60281 


A 


30096 


905 


2042 




29914 


60282 


A 


30097 


87 


760 




29915 


60283 


A 


30098 


1 


2793 




29916 


60284 


A 


30099 


308 


485 


KSLNAICYRNTRTSMACY*PA* 
VRWPKHSAGLMTISPVLHVISP 
RH WRLEC ATR VG RLG 


29917 


60285 


A 


30100 


1 


2784 




29918 


60286 


A 


30101 


453 


1975 




29919 


60287 


A 


30102 




470 




29920 


60288 


A 


30103 


1447 


1773 


QFAFTEHHQTQEHHHQRSYDC 

PQRDPRHIDAQVSDQRPCPDSG 

LREPLHCAQPDSGG*ADNSADH 

IRRNGGDGAFQRKRNRTLTDPH 

KRQEHGGLTLRIKLSVEQAFAG 


29921 


60289 


A 


30104 


1 


449 





3841 



wo (H/075067 



PCT/US(n/(>863l 



StQID 

NO: 


SKQ ID NO: 
of peptide 
sequence 


Met 
hod 


SKQ ID NO: 
in USSN 


Nucleotide 
location of First 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=^Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \~possiblc nucleotide insertion) 


29888 


60256 


A 


30071 


498 


1155 


KQPSAVSGTGAAGEANLHAVR 

TAEQTAVVYRHRQRVRWLLR 

YGILDWSPTYLKEVKHFALDKS 

SWAYFLYEYAGIPGTLLCGWM 

SDKVFRGNRGATGVFFMTLVTl 

ATIVYWMMPAGNPTVDMICMI 

VIGFLIYGPVMLIGLHALELAPK 

KAAGTAAGFTGLFGYLGGSVA 

ASAIVGYTVDFFGWDVGFMLS 

HELWESEFTKLKYEYNNSCPAS 

VSGWL ' ' --W"^^ 


29889 


60257 


A 


30072 


670 


1100 


NCRKTSPKRRFSFDDPKSDRA K 

DFLAKILH*SLWRAYP1ARHLTL 

YRFAPRJCYILALPLSQRSTQQG 

ATMALPILLDCDPGHDDAIAIV 

LALASPELDVKAITSSAGNQTP 

EKTLRNVLRMLTLLNRTDIPVA 

GGRGKTVNA 


29890 


60258 


B 


30073 


861 


935 




29891 


60259 


A 


30074 


1 


2510 




29892 


60260 


A 


30075 


3 


119 


NALRKSASSCSGRNRYPGS*PS 
RPDCQRSCSHKHAGYG 


29893 


60261 


A 


30076 




227 


GGEGRASCSADTGWLPSDPPGC 
AAGALGGGGWAVAGAAAGGP 
CA*SAGGIGVHAPKAQHPATFS 
GPAEGVIPPQ 


29894 


60262 


A 


30077 


1 


2277 




29895 


60263 


A 


30078 


I 


2187 




29896 


60264 


A 


30079 


1 


3666 




29897 


60265 


A 


30080 


1 


699 




29898 


60266 


A 


30081 


513 


1019 


TGGVCCWCARYVDALVVFAD 

QLFVAEVLASAHSPSRLYAHAH 

GDTPQRLRLNGRQALSP*FCCN 

HRAALQRHQPVRPLPARQSRQ 

MRRCNLLYQKASAQRSQRDSS 

♦RSLFFRSVDADGG*R*SHGYA 

FRHGRFQCHRPHGLPGTGPPRH 

ADSAFSRRLIYPACRWRL 


29899 


60267 


A 


30082 


389 


462 




29900 


60268 


A 


30083 


1 


278 


MGVNDAVLEMHGLGNDFMVV 

DAGFDQLLVVEPPYDLELDFHY 

RMFNADGS/DSGAVRQRCALLC 

PFCASERTDQ*A*YPRQHRQRA 

DGSDRHR 


29901 


60269 


A 


30084 


1240 


4914 




29902 


60270 


A 


30085 


1 


1308 




29903 


60271 


A 


30086 


30 


164 


VTWW*RAPTAGLMQC*YCRNR 

RARLRLTYGHAPAHRRNGPDV 

PS 



3840 



wo (H/OTSOC? 



PCT/USOl/08631 



SEQII) 

NO: 


SEQ ID NO: 
of pcptidt 
sc<|Uf ncc 


Met 
hod 


SEQ II) NO: 
in IISSN 
flO/>4A 2 1 7 


Nucleotide 
localion ofllrsl 

sequence 


Nucleotide location or last 
codon for last amino acid 

nf nmlid^ ^oaupncf 


Amino acid sequence ( X=Unknon-n, 
*=Slop codon, /=p(»sslble nucleotide 
deletion, \=possible nucleotide insertion) 


29862 


60230 


A 


30045 


1 


2142 




29863 


60231 


A 


30046 


1 


2463 




29864 


60232 


A 


30047 


1 


1066 




29865 


60233 


B 


30048 


790 


820 




29866 


60234 


A 


30049 




126 




29867 


60235 


A 


30050 


1853 


2257 




29868 


60236 


A 


30051 


90 


411 




29869 


60237 


A 


30052 


1375 


3174 




29870 


60238 


A 


30053 


5 


206 




29871 


60239 


A 


30054 


I 


1986 




29872^ 


60240 " 


A 


30055 


339 


596 


PPYKRRKRRRESVSDGMRNTG 
KTRRTR*IINLLGRS*NRNFVSV 
PSGQNYP*ISLDHGRENYGGYS 
TIQNRLLRLPLSRSGCILQ 


29873 


60241 


A 


30056 


634 


924 




29874 


60242 


A 


30057 


42 


665 


KYGV\NPGPYGGTT\RKLYEKK 

LLKLREQGTESRSSTPLPTISSSA 

ENTRQNGSSDSDRYSDNEEDSK 

lELKLEKREPLKGRA KTP VTLK 

QRRVEHNQSYSQAGITETEWTS 

GSSKGGPLQALTRESTRGSRRT 

PRKRVETSEHFRIDGPVISESTPI 

AETIMASSNESLVVNRVTGNFK 

HASPILPITEFSDIPRRAPKKPLT 

RAEVG 


29875 


60243 


A 


30058 


1822 


4791 




29876 


60244 


A 


30059 


310 


1275 




29877 


60245 


A 


30060 


52 


390 




29878 


60246 


A 


30061 


250 


1530 




29879 


60247 


A 


30062 


1 


1641 




29880 


60248 


A 


30063 


1009 


1140 




29881 


60249 


A 


30064 


913 


1218 




29882 


60250 


A 


30065 


900 


999 




29883 


60251 


A 


30066 


2282 


2741 




29884 


60252 


A 


30067 


1 


2199 




29885 


60253 


A 


30068 


1 


2229 




29886 


60254 


A 


30069 


441 


608 




29887 


60255 


A 


30070 


122 


517 


CTIVIRSRCFWWKTAWAQKMN 

LLPMARLTmALATYANISAQ 

WAKRLQTAFR*WATPHGAVLI 

♦FPALRVK*ANATALSLLTVTT 

QATGRLRARQRKTATPRTIRPG 

ESTSSSPRSSGSLSAPACSVPWM 



3839 



wo 01/075067 



PCT/USOl/08631 



SEQ II) 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQIDNO: 
in USSN 
Uyo40,2 1 7 


Nucleotide 
location or first 
codon for peptide 
sequence 


Nucleotide location of liist 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=llnknown» 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


29851 


60219 


A 


30034 


! 


1593 




29852 


60220 


A 


30035 


107 


195 




29853 


60221 


A 


30036 


1480 


1605 


TILRITFQFCRSNRRRQRQ*NRF 
STSQRRCYFLLNGEDVTLP 


29854 


60222 


A 


30037 


1 


373 


MPSYFTSRIAAVHVSALREEQA 

HHESICHHESFIAQRMFRMFYQ 

ARNLLHAGQENLFSGLTALTAE 

FTVGEEATRGKTTGKRGPSPDG 

RILRTTKTRNPRGYMQGRYLES 

QRDVEATDKPFEFFMNRFRLLE 

AAPRVEFIAWGLeEDVIRPQL 

DEAIAQGYLTECADYWQFTEH 

GKLFLNSLLELFLADGYHMWR 

MIGAGAHLAVGIDPTQLFLCQF 

EAVRKLLGNDQRAHLLPLGIEQ 

LPALKAFDTVFSMGVLYHRRSP 

LEHLWQLKDQLVNEGELVLET 

LVIDGDENTVLVPGDRYAQMR 

NVYFIPSALALKNWLKKCGFV 

DIRIADVSVTTTEEQRRTEWMV 

TESLADFLDPHDPGKTVEGYPA 

PKRAVSDCAQAVKMTNMISYQ 

GLVRTFLSTSPNNWLVFMQNG 

QEVVIDSGKSVS*RSVCFGCFIK 

HGICSMRDKJCISFLV*RRLLLNS 

LSAKKLHGAKQRAKGDLPRMG 

AFCVPPKRVIRVVICKEGIWKA 

SVMSKPQISRLSSL 


29855 


60223 


A 


30038 


561 


845 


AKIVQLRPRILRPSRSARRCPSA 
PRSRRQRJIRSGPLPEPAPRVS*Q 
IFPSQYWRYRQSTENQKQRLDP 
RGQIVNVPARRIIRQKRKCCKV 
AGSA 


29856 


60224 


A 


30039 


1 


1090 




29857 


60225 


A 


30040 


1 


1384 




29858 


60226 


A 


30041 


1 


1377 




29859 


60227 


A 


30042 


2268 


2684 


RCRRCKRRLLRRFRRSLLSLAG 
SPENHARFYCRNSLPDEWFFRH 
HPRST*PPRSREIRRCHCG*RQC 
SSDGRKITSVHRGRMADGRELT 
HQAVRLLAYLSDRFARHHRHL 
RNAHRRGPDRIPKERHFPATKL 
RHTPAV 


29860 


60228 


A 


30043 


1130 


1310 


RLDKQNRRQGKRQRNNGVFHQ 
QPQRR*RTDVIQMPHSHHRHA 
QRRDHQQLGQH H AGRNFE 


29861 


60229 


A 


30044 


395 


689 


VAASVSSSMSCAPVLMTVVTR 
CTLLILSQFMRRKAIKK/LSGSL 
LPASEVKVLKRDGDYSEA/QQ* 
APSDQKRDFLVPHGADSAMAK 
HGGSHRAVLPQGW 



3838 



wo (n/075067 



PCT/US0I/(»8631 



SEQII) 

NO: 


SEQIDNO: 
or peptide 
sequence 


Met 
hod 


SEQ ID NO: 

inUSSN 

0V/>40,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=l)»known, 
*=Slop codon, /^possible nucleutidc 
deletion, X^possiblc nucleotide insertion) 


29832 


60200 


A 


30015 


1734 


6267 


QQHRNPQKGKQWSYKSTFKPK 

SESDIHLAEHHKQVLYDGKLAS 

SIAFTYNAKATDAQLCLESSPK. 

ENASIFVHSPHALMLQILTEQV 

CTQVVHKPHPEPDSTVKIQNPS 

EQMAVLYCIVLVGGEFDLEIV4N 

FIIQD AES ITCMTELLEHCDVTC 

QAEIWSMFTAILRKSVRNLQTS 

TEVGLIEQCDNLKTCHTSHGSV 

M AETA V 1 N H KK RKNS PRI VQSN 

DLTEAAYSLSRDQKRMLYlfFV" 

DQIRKSDGTLQEHDGICEIHVA 

KYAEIFGLTSAEASKDIRQALKS 

FAGKEVVFYRPEEDAGDEKGY 

ESFPWFIKRAHSPSRGLYSVHIN 

PYLIPFFIGLQNRFTQFRLSETKE 

ITNPYAM RLYESLCQYRKPDGL 

SIVSLVKIDWIIERYQLPQSYQR 

MP\DFRRRFLQDVQNETHGNT 


29833 


60201 


A 


30016 


1514 


6335 




29834 


60202 


A 


30017 


2033 


4226 




29835 


60203 


B 


30018 


1 


5670 




29836 


60204 


A 


30019 


1968 


3130 




29837 


60205 


A 


30020 


34 


431 




29838 


60206 


A 


30021 


320 


528 




29839 


60207 


A 


30022 


1373 


1868 




29840 


60208 


A 


30023 


3 


1771 




29841 


60209 


B 


30024 


1 


2299 




29842 


60210 


A 


30025 


2 


488 




29843 


60211 


A 


30026 


1 


127 




29844 


60212 


A 


30027 


1 


812 




29845 


60213 


A 


30028 


1 


1830 




29846 


60214 


A 


30029 


1 


836 




29847 


60215 


A 


30030 


297 


936 


RTSSSLMRSSSSLLRICSGVSPRS 

IPRWFTS VSLPSSFI RXRITTFRYT 

PGHVAPASRRSCYKYRR*PMRL 

YTMIQSLS/VGSRPSGLRAFSSD 

CSPLPRTCSLSRRRVLM ITTSRS 

♦SLTYGVDPSVRPVLAAASEYF 

SRR\YAGFQNPHNLLVSG*YQG 

NYRHFGl LRGYPG/TLKNSNFQL 

TRSARISLSSRSSICTSTGGNTTL 

PPSSPPDC 


29848 


60216 


A 


30031 


1818 


1991 


SPSHIRRTAPNGLRHYQR»1QQ* 
APSDQKRDFLVPHGADSAMAK 
HGGSHRAVLPQGW 


29849 


60217 


A 


30032 


2 


501 




29850 


60218 


A 


30033 


1419 


1640 


IFC ASLSLG LY AG lEARJ LTKG Y 
TRK* IQQ* APSDQKRDFLVPHG 
ADSAMAKHGGSHRAVLPQGC 
DPHMESLl 



3837 



wo 01/075067 



PCT/USOl/08631 



SKQ ID 

NO: 


SEO 10 NO: 
of peptide 
sequence 


Mel 
hod 


SEO ID NO: 
in USSN 


Nucleotide 
locatioD of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknuwn, 
*=Stop codon, /^possible nucleotide 
deletion, \-possible nucleotide insertion) 


29829 


60197 


A 


30012 


1 


6552 


MAETAVINHKKRKNSPRJVQSN 

DLTEAAYSLSRDQKRMLYLFV 

DQIRKSDGTLQEHDGICEIHVA 

KYAEIFGLTSAEASKDIRQALKS 

FAGKEVVFYRPEEDAGDEKGY 

ESFPWFIKRAHSPSRGLYSVHIN 

PYLI PFFIG LQN RFTQFRLSETKE 

ITNPYAMRLYESLCQYRKPDGS 

GIVSLKIDWIIERYQLPQIRLGDP 

GSSRLSMEHGLRSIPAWTLDKPl 

EDYLLPDTTFGADVKSAVNVV- 

CDFLKERCF 


29830 


60198 


A 


30013 


I 


2679 


MAETAVINHKKRKNSPRJVQSN 

DLTEAAYSLSRDQKRMLYLFV 

DQIRKSDGTLQEHDGICEIHVA 

KYAEIFGVLTSAEASKDIRQALK 

SFAGKEVVFYRPEEDAGDEKG 

YESFPWFIKRAHSPSRGLYSVHl 

NPYLIPFFIGLQNRFTQFRLSET 

KEITNPYAMRLYESLCQYRKPD 

GSGIVSLKIDWIIERYQLPKVPS 

PEARKFTRRWRI\VKQRJ*LGFLL 

RLSEMPRKQGDYRTRJWKFED 

GLSNVLVIQLNKLIICVMCLVR 

DCDVLKTYFHR 


29831 


60199 


A 


30014 


2641 


5798 


CDNLKTCHTSHGSVMAETAV! 

NHKKRKNSPRIVQSNDLTEAAY 

SLSRDQKRMLYLFVDQIRKSDG 

TLQEHDGICEIHVAKYAEIFGLT 

SAEASKDIRQALKSFAGKEVVF 

YRPEEDAGDEKGYESFPWFIKR 

AHSPSRGL\YSGH]NPY\L1PFFIG 

LQNRFTHRRFMEQKKSPSNRFT 

QVRLSETK EITN PYAMRLY ESL 

CQYRKPDGSSIVSLKIDWIIERY 

QLPQSYQRMPDFRRRFLQVCV 

NEINSRTPMRLSYIEKKKGRQT 

THIVFSFRDITSMTTG 



3836 



PCT/USOl/08631 



SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of First 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


29822 


60190 


A 


30005 


2974 


3878 


PSKASELGRKQRRPVLSDSSYA 

QRKKKYPPWEKLQGSVRGETP 

VINHKERKNNSPRJVQSNDFPEA 

AYSLSRDQKRMLYLFVAQIRKS 

DGTLQEHDGICEIHVAKYAEIF 

GLTSAEASKDIRQALKSFAGKE 

VVFYRPEEDAGDEKGYESFPW 

FIKRAHSPSRGLYSVHINPYLIPF 

FIGLQNRFTQFRLSETKEITNPY 

AMRLYESLCQYRKPDGSGIVSL 

K-IDWIIERYQLPQSYQRMPDFR 

RRFLQVCVMEINSRTPMRLSYIE 

KKKGRQTTHIVFSFRDITSMGFF 

LESPTQGLASPE 


29823 


60191 


A 


30006 


233 


1538 




29824 


60192 


A 


30007 


1 


2331 




29825 


60193 


A 


30008 


I 


1857 


MPLRFSSSSRIPYYVNLLHKAA 

TGFERIDYNFETHSSLEIATDAL 

TISDHHPCESAAINAETRPSTVL 

EELARAIRQEKEIKGIQIGKEEV 

KLSLFADDMIMYLENPKDSSRK 

LLEWIKESNKVSGYKTHVHKS 

VALLYTNSDQVENQIRTQPFYN 

SCENKIKYLAIYLTKESKDLYK 

RNYKTLLKEITDDTNKWKHIPC 

SWIVKVAGVESWIHHTQVEVW 

TPPEETAGSTAHGSQDQPDQPR 

YTCEPLEDLHLLFQKETSHTIKA 

STTDPEEKPLPPYKRYCDNLKT 

CHTSHGSVMAETAVINHKKRK 

NSPRIVQSNDLTEAAYSLSRDL 

KRMLYLFVDHIRKSDGTLQ\EH 

DGICEIHVAKYAEIFGLTSAEAS 

KDIRQALKSFAGKEVVFYRPEE 

DAGDEKGYESFPWFIKRAHSPS 

RGLYSVHINPYLI\PFFIGLQ\NRF 

TQFRLSETK I PV IIQEAG LSQSEK 

QAADGIQGVAHPAFQVCDGCG 

SSLQHFFLLMLVDFQLPPLLNL 

RVLIMATLFTIACYVELRGYML 

HAFQLVSLAMSHLHLAHNQDT 

HPAISDVLWVCALSHSLEFHRA 

SDVRADLSNAYSEEVRKFGFLL 

WGLDCASLHRSDFITSSETKYH 


29826 


60194 


A 


30009 


1 


944 




29827 


60195 


A 


30010 


1912 


1915 




29828 


60196 


A 


30011 


1503 


1961 





3835 



wo 01/075067 
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SEQID 


SKQ ID NO: 


Met 


SKQ ID NO: 


Nucleotide 


Nucleotide location of Inst 


Amino acid sequence ( X=llnknown, 


NO: 


of peptide 


hod 


in USSN 


location of first 


codon for last amino acid 


*=Slop codon, /=pussiblc nucleotide 




sequence 






codon for peptide 
sequence 


oi pcpiiuc 3Ct|Ucncc 


deletion, \=possiblc nucleotide insertion) 


29819 


60187 


A 


30002 


1 


1756 


MPASGNENDLNMPSGTIEIFVR 

CYVEVERIMDFADFGTTIKQDF 

RLLGQTSVDRLLQLSQGQAVK 

GNQLLPVSLVKR.KTTLAPNTQT 

ASPRALADSLMQLARQVSRLES 

GHQAPCMKSNNALIVILCTVTL 

DAVGIGLVMPVLPGLLRDIVHS 

DSIASHYGVLLALYALMQFLCA 

PVLGALSDRFGRRPVLLASLLG 

ATIDYAIMATTPVLWIYPLCDN 














LKTeHTSHGSVMAETAVrNHK 

KRKNSPRIVQSNDLTEAAYSLS 

RDQICRMLYLFVDQIRKSDGTL 

QEHDGICEIHVAKYAEIFGLTSA 

EASKDIRQALKSFAGKEVVFYR 

PEEDAGDEKGYESFPWFIKRAH 

SPSRGLYSVHINPYLIPFFIGLQN 

RFTQFRLSETKEITNPYAM/RIPL 

H*LFR*TLRQTKPDNSAGKCVK 

I**HTQNQRSGRSQNDF*RRPVL 

LASLLGATIDYAIMATTPVLWI 

YPLCDNLKTCHTSHGSVMAET 

AVINHKKRKNSPRIVQSNDLTE 

AAYSLSRJDQKRMLYLFVDQIR 

KSDGTLQEHDGICEIHVAKYAE 

IFGLTSAEASKDIRQALKSFAGK 

EVVFYRPEEDAGDEKGYESFP 

WFIKRAHSPSRGLYSVHINPYLI 

PFFIGLQNRFTQFRLSETKEITNP 

YAMQSPYTDYSGKHYGKQSLT 

TAQVNVSKSDDTLKINGVEDH 

KTIFDGDGKTYQNVQQFIDEGN 


29820 


60188 


A 


30003 


1 


1653 




2982 J 


60189 


A 


30004 


1 


1128 


PWISAPVP VD V VEG AM DSVTV 

LSFGGLMLYFCAGWPPARRWC 

FPESISCGSMERDQWWGLQVA 

KRAGLAGGQSGRTVLRERVRIE 

lASTHIALAARHSDWRCCRNGR 

YPARGPAALQNFQRYTGIQHV 

HRIGMAERMWCDRNRERJHTVS 

SSGGNRLPNPGPDRSCDNLKTC 

HTSHGSVMAETAVINHKKRKN 

SPRJVQSNDLTEAAYSLSRDQK 

RMLYLFVDQIRKSDGTLQEHD 

GICEIHVAKYAEIFGLTSAEASK 

DIRQ A LKSFAGKE V VFYRPEED 

AGDEKGYESFPWFIKRAHSPSR 

GLYSVHINPYLIPFFIGLQNRFT 

QFRLSETKJEITDPYAMRLYKNSL 

CQYRAFVNGGGEEKARGKPIL 

CRYGVGM 



3834 



wo 01/075(167 



PCT/US01/««631 



SKQ ID 

NO: 


SKQ II) NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/^40 217 


Nucleutidc 
location of first 

CAflnn ffir n^ntidf^ 

sequence 


Nucleotide locntion of Inst 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X^Unknown, 
*=Stop codun, /^possible nucleotide 
dclclion, \=pos.sible nucleotide insertion) 


29810 


60178 


A 


29993 


1 


936 


MWLVTTELESTDTEHFYHHSK 

CYWPRAHLGECILSIEAACQAA 

GGEAGNGGSAVTKATLGSRQG 

AQHWKALARTIRQEKEIKGIQl 

GKQEVKLLPFADDMIIYLENST 

DSSKKLSELCDNLKTCHTSHGS 

VMAETAVfNHKKRKNSPRJVQS 

NDLTEAAYSLSRDQKRMLYLF 

VDQIRKSDGTLQEHDGICEIHV 

AKYAEIFGLTSAEASKDIRQAL 

KSFAGKEVVFYRPEEDAGDEK 

GYESFPWFIKRAHXSPFQRALYS 

CTICNP*ILIPFSFMGLQNRFTQF 

R\LSETKEITNP\YAL\RLYQSLC 


29811 


60179 


A 


29994 


1 


1641 




29812 


60180 


A 


29995 


1 


1551 




29813 


60181 


B 


29996 


90 


1515 




29814 


60182 


A 


29997 


452 


1523 




29815 


60183 


B 


29998 


9 


2021 




29816 


60184 


A 


29999 


1 


960 




29817 


60185 


A 


30000 


1 


864 




29818 


60186 


A 


30001 


2 


917 


FLFSPLEMQIQRFTSPSPDIPYRA 

SSSNCAPRGISPQELTVDLQTKC 

DNLKTCHTSHGSVMAETAVIN 

HKKRKNSPRIVQSNDLTEAAYS 

LSRDQKRMLYLFVDQIRKSDGT 

LQEH DG ICEl H V AKY A El FGLTS 

AEASKDIRQALKSFAGKEVVFY 

RPEEDAGDEKGYESIAPWFIKR 

AHSP\SRGL\YSVH1NPYLNSLFY 

GVQNRFTQFRLNFVQKSRLVD 

LALKGLRVLLVEGNDPQGTAS 

MYHGWVPDLHIHAEDTLLPFY 

LGEKDDVTYAIKPTCWPGLDIIP 

SCLALHRIETELMGKFDE 



3833 



wo (n/075067 



PCT/US<H/<»8631 



SEQID 
NO: 


SKQII) NO: 
or peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540^17 


Nucleotide 
location of Tirst 
codon for peptide 
sequence 


Nucleotide location or last 
codon Tor last amino acid 
of peptide sequence 


Amino acid sequence ( X=UnUnown, 
*=St«p codon, /=po.ssible nucleotide 
deletion, \=pussibte nucleotide insertion) 


29800 


60)68 


A 


29983 


3 


678 


GSVMAETAVINXHKKRKNSPRI 

VQSNDLTEAAYSLSRDQKRML 

YLFVDQIRKSDGTLQEHDGiCEI 

HVAKYAEIFGLTSAEASKDIRQ 

ALKSFAGKEVVFYRPEEDAGD 

EKGYESFPWFIKRAHSPSRGLY 

SVHINPYLIPFFIGLQNRFTQFRL 

SETKEITN FY AMRL YESLCQ YR 

YSFPPDYFHGLALNVCGFSRYT 

VQDVGGSIILGSGGQWLSSHSS 

SRQGP • — * 


29801 


60169 


A 


29984 


2 


660 




29802 


60170 


A 


29985 


179 


283 


MGQGRNPQTRRTYGCQFRMV 
K*HGIEMKCEELIL 


29803 


60171 


A 


29986 


1 


643 




29804 


60172 


A 


29987 


2 


1073 




29805 


60173 


A 


29988 


1 


1167 


MNMNIKKIVKQATVLTFTTALL 

AGGATQAFAKENNQKAYKETY 

GVSHITRHDMLQIPKQQQNEKY 

QVPQFDQSTIKNIESAKGLDVW 

DSWPLQNADGTVAEYNGYNV 

VFALAGSPEDADDTSIYMFYQK 

CDNLKTCHTSHGSVMAETAVI 

NHKKRKNSPRIVQSNDLTEAAY 

SLSRDQKRMLYLFVDQIRKSDG 

TLQEHDGICEIHVAKYAEIFGLT 

SAEASKDIRQALKSFAGKEVVF 

YRPEEDAGDEKGYESFPWFIKR 

AHSPSRGFYSVHINPYLIPFFIGL 

QNRFTQFRLSETKEITNPYAMR 

LYESLCQYRK\PDGSGIVSLK/1D 

WIIKRSQLPQSAFYQPFMGLRR 

ESFYFRWERRTLGPLKSFSVKR 

GTEAGKFRLAALLVRL 


29806 


60174 


A 


29989 


1 


1692 




29807 


60175 


A 


29990 


1 


1788 




29808 


60176 


A 


29991 


1 


960 




29809 


60177 


A 


29992 


1 


1385 





3832 



wo 01/«75067 



PCT/US(H/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
n USSN 


Nucleotide 
locntion of (Irsl 

cuuun lur |ic|fiiuc 

sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence < X=Unkno\vn, 
*=Slop codon, /=pos$iblc nucleotide 
deletion, \=possiblc nucleotide insertion) 


29792 


60160 


A 


29975 


1 


1375 


MMMNiKKIVKQATVLTFlTALL 

aggatqafakennqkaykety 

gvshitrhdmlqipkqqqneky 

qvpqfdqstikniesakgldvw 

dswplqnadgtvaeyngyhv 

vfalagspkdaddtsiymfyq 

kl rrkngpvs atftsdg kj rlf y 

tdysgkhygkqslttaqcdnl 

ktchtshgsvmaetavinhkjc 

rknsprjvqsndlteaayslsr 

dqicrmlylfvdqirksdgtlq 

ehdgiceihvakyaeifgltsae 

askdirqalksfagkevvfyrp 

eedagdekgyesfpwfikrahs 

psrglysvhinpylipffiglqnr 

ftqfrlsetkeitnpyamrlyes 

lcqyrkpdgsgivsl/kidw/iie/ 

ryqlpkvpspearkitrrwriw 

k:qri*lgfllrlsemprkqgdy 

rtrjwkfedglsnvlviqlnkli 

icvmclvrdcdvlktyfhr 


29793 


60161 


A 


29976 


1458 


2675 


cdnlktchtshgsvmaetavi 

nhkkrxnsprivqsndlteaay 

slsrdqkrmlylfvdqirksdg 

tlqehdgiceihvakyaeifglt 

saeaskdirqalksfagkevvf 

yrpeedagdekgyesfpwfikr 

ahspsrglysvhinpylipffigl 

onrftqfrlsetkjeitnpyam/r 

iplh*lfr*tlrqtkpdnsagkc 

vkj * * htqnqrsg rsqndf* rr 

GI 


29794 


60162 


B 


29977 


1 


1317 




29795 


60163 


B 


29978 


78 


215 




29796 


60164 


C 


29979 


225 


422 




29797 


60165 


A 


29980 


1 


368 


MAETAVFNHKKRKNSPRIVQSN 

DLTEAAYSLSRDQKRMLYLFV 

DQIRKSDGTLQEHDGICEIHVA 

KYAEIFGLTSAEASKDIRQALKS 

FAGKEVVFYRPEEDAGD/EKGY 

ESFPWFIKRIYSR 


29798 


60166 


A 


29981 


1 


409 


MAETAVFNHKKRKNSPRIVQSN 

DLTEAAYSLSRDQKRMLYLFV 

DQIRKSDGTLQEHDGICEIHVA 

KYAEIFGLTSAEASKDIRQALKS 

FAGKEVVFYRPEKDAGDEKGY 

ESFPVWFIKHSTNITSLSLWFFSS 

CTH 


29799 


60167 


A 


29982 


1 


814 





3831 



wo tH/075067 



PCT/USO 1/08631 



SEQID 

NO: 


SEQID NO: 
of peptide 
sequence 


Mei 
hod 


SEQ ID NO: 
in USSN 
Oy/TyWyZ 1 7 


Nucleotide 
locntion of first 
coilon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


29780 


60148 


A 


29963 


1 


1302 


MKLMETLNQCINAGHEMTKAI 

AIAQFNDDSPEARKITRRWRIG 

EAADLVGVSSQAIRDAEKAGR 

LPHPDMEIRGRVEQRVGYTIEQI 

N H M RDV FGTRLRRA ED VFPPV 

NVSKSDDTLKINGVEDHKTIFD 

GDGKTYQNVQQFIDEGMYTSG 

DNHTLRDPHYVEDKGHKYLVF 

EANTGTENGYQGEESLFNKAY 

YGGGTNFFRKESQKLQQSAKK 

RDAELANGALGllELNNDYTLK 

KVMKPLITSNTCDNLKTCHTSH 

GSVMAETAVINHKKRKNSPRIV 

QSNDLTEAAYSLSRDQKRMLY 

LF VDQl RKSDGTLQEHDG ICEIH 

VAKYAEIFGLTSAEASKDIRQA 

LKSFAGKEVVFYRPE/EDAGDE 

KGYESFPW^FIKRAHSPSRRLYS 

VHmPYLIPLLYRVPNRVTQFRL 

SETK/EITHPYAMPLYESLCQYS 


29781 


60149 


A 


29964 


J 


1557 




29782 


60150 


A 


29965 


J 


2259 




29783 


60151 


A 


29966 




1959 




29784 


60152 


A 


29967 




2277 




29785 


60153 


A 


29968 




2418 




29786 


60154 


A 


29969 




2028 




29787 


60155 


A 


29970 


J 


1650 




29788 


60156 


A 


2997! 


1 


1170 




29789 


60157 


A 


29972 


J 


1446 




29790 


60158 


A 


29973 




1191 




29791 


60159 


A 


29974 


22 


1893 





3830 



wo 01/075067 



PCT/US01/(>8631 



SKQ ID 

NO: 


SEQ II) NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 


Nucleotide 
location of first 

tf*AHnn fiir n^nlift^ 

sequence 


NuclcoCide location oriasi 
codon Tur last amino acid 

nf n^nliflp tpntttnct 


Amino acid sequence ( \=Unl(nu>vn, 
'-Stop codon, /^possible nucleotide 
deletion, V=possiblc nucleotide insertion) 


29773 

••■•--.•■-vAf 


60141 


A 


29956 

• . 


1 


726 


MARGNAITLPVCGRDVKFTLE 

VLRGDSVEKTSRVWSGNERDQ 

ELLTEDALDDLIPSFLLTGQQTP 

AFGRRVSGVIECDNLKTCHTSH 

GSVMAETAVINHKKRKNSPRIV 

QSNDLTEAAYSLSRDQKRMLY 

LFVDQIRKSDGTLQEHDGICEIH 

VAKYAEIFGLTSAEASKDIRQA 

LKSFAGKEVVFYRPEEDAGDE 

KGYESFPVWFIICRAHSPSRGLYS 

VHINPYLIPFFIGLQNRFTQFRL' 


29774 


60142 


A 


29957 


1 


771 




29775 


60143 


A 


29958 


1 


1491 




29776 


60144 


A 


29959 


145 


1929 


VSGVIEIADGSRRRKAAALTES 

DYR VLVG ELDDEQM A ALSRLG 

NDYRPTSAYERGQRYASRLQN 

EFAGNISALADAECDNLKTCHT 

SHGSVMAETAVINHKKRKNSP 

RIVQSNDLTEAAYSLSRDQKRM 

LYLFVDQIRKSDGTLQEHDGIC 

EIHVAKYAEIFGLTSAEASKDIR 

QALKSFAGKEVVFYRPEEDAG 

DEKGYESFPWFIK/RPSRGLYSV 

HINPYLIPFF1G\LQNRFTQFRLS 

ETKEITNPYAMRLYESLCQYRK 

PDGSGIVSLKIDWIIERYQLPQS 

YQRMPDFRRRFLQGFCRFRNH 

HQTGFSPAGANQRGPLAATLSG 

PGGEGQSAVARLTGEKKNHPG 

AQYANRLSPRVGRFINAAGTTG 

FPTWKAGSERNAINDDVTYAIK 

PTCWPGLDIIPSCLALHRIETEL 

MGKFDEGKLPTDPHLMLRLAIE 

TVAHDYDVIVIDSAPNLGIGTIN 

VVCAADVLIVPTPAELFDYTSA 

LQFFDMLRDLLKNVDLKGNSN 

GSQSPWMEEQIRDAWGSMVLK 

NVVRETDEVGKGQIRMRTVFE 

QAIDQRSSTGAWRNALSIWEPE 

CNEISIGVSLDQDGGSNSVLRK 


29777 


60145 


A 


29960 


1 


1731 




29778 


60146 


B 


29961 


1 


3345 




29779 


60147 


A 


29962 


1 


1959 





3829 



wo 01/075067 



PCT/USO 1/08631 



SEQ ID 

NO: 


SEQ to NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon Tor last amino acid 
of peptide se(|ucnce 


Amino acid sequence ( X^Unknown, 
*=Stop cudoii, /=possiMe nucleotide 
deletion, \=pos$ible nucleotide insertion) 


29752 


60120 


A 


29935 


222 


527 


LPSKLASGRCSFCDHWY*SQKS 

SHSGTLKSKKGQTLTAELGHLl 

SFHLALLSQHLV*WQDRLQQR 

ELHSDHWYFSRSSRGSLSPDIEG 

DLIQGQRJ^RDHIGP 


29753 


60121 


A 


29936 


586 


837 




29754 


60122 


A 


29937 


203 


864 


NSTKASQA/GRRVLLIDNGKKP 

GRKILRDPVESSDALFGVPAPA 

QVASGNRYGYSYLNDALNGGD 

AESAGLTPPELWPRHHGHGPA 

GVKLVEQLCQRLRVPNEIRDLA 

RLVAEFHDLIHTFPMLNPKTIV 

KLFDSIDAWRKPQRVEQLALTS 

EADVRGRTGFESADYPQGRWL 

REAWEVAQSVPTKAVVEAGFK 

GVEIREELTRRRIAAVASWKEQ 

RCPKPE 


29755 


60123 


A 


29938 


322 


919 


VRAVFSLREQIRSHEIRRSAAVS 

NHQHFRRACGHIDRRTVQTLA 

HLTFRFGDKGVTRPEDFVHFW 

HRFRTKGDPLLTFWPSAPVTAT 

ILRJPLANGFFRHDHKSSCMTR 

VPQVPEDPVKSHAPQQFWIHH 

GKWFAWYDVA!G1PGPFAGRS\ 

CVILLGDAVREVTRVSNAVPAK 

RYIGGSPRRGFINSCNMPGIISPG 


29756 


60124 


A 


29939 


I 


114 




29757 


60125 


B 


29940 


1 


4191 




29758 


60126 


A 


29941 


512 


661 




29759 


60127 


A 


29942 


1 


1254 




29760 


60128 


A 


29943 


247 


855 


RKKPLP*QRD1SSSSLLSLRAFW 
ASAPVTATNPPDTLGNGFFRHD 
HKSSCMTRVPQVRSPTELNRSQ 
GASRPRGVIQQLGHRDPNGDDS 
HRVRIGLIKHMP 


29761 


60129 


A 


29944 


\ 


2313 




29762 


60130 


A 


29945 


2 


2687 




29763 


60131 


A 


29946 


1 


936 




29764 


60132 


A 


29947 


1 


966 




29765 


60133 


A 


29948 


1 


675 




29766 


60134 


A 


29949 


J 


792 




29767 


60135 


A 


29950 




929 




29768 


60136 


A 


29951 


1 


969 




29769 


60137 


A 


29952 


1 


420 




29770 


60138 


A 


29953 


1 


549 




29771 


60139 


A 


29954 




450 




29772 


60140 


A 


29955 




606 





3828 



wo 01/075067 



PCT/USO 1/08631 



SEQ in 

NO: 


SEQ 10 NO: 
of ptptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/S40,2I7 


Nucleotidt 
localinn of lirst 
codon for peptide 
sequence 


Niiclcutide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=linknown, 
'-Stop codon, /=°possible nucleotide 
deletion, \=possible nucleotide insertion) 


29736 


60104 


A 


29919 


1 


1230 


MDAGWSDVGSWSSLWEISAHT 

AEGNVCHGDVIIMHKTENSYVY 

AESGLVTTVGVKDLVVVQTKD 

AVL1ADRNAVQDVKKVVEQIK 

ADGRHEHRVHREVYRPWGKY 

DSIDAGDRYQVKRITVKPGEGL 

SVQMHHHRAEHWVVVAGTAK 

VTIDGDIKLLGENESIYIPLGAT 

HCLENPGKIPLDLIEVRSGSYLE 

EDDVVRFADRYGRGNDMKKL 

TGFKAYDIRGKLGEELNEDIAW 

RJGRAYGEFLKPKTIVLGGDVR 

LTSETLKLALAKGLQDAGVDV 

LDIGMSGTEEIYFATFHLGVDG 

GIEVTASHNPMDYNGMKLVRE 

G A RPISGDTGLRDVQRLAEAND 

FPPVDETKRGRYQQIMLRDAYV 

DHLFGYINVKNLTPLKLVINSG 

NGAAGPV/VDAIEARFKALGAP 


29737 


60 J 05 


A 


29920 


1 


1398 




29738 


60106 


A 


29921 


426 


1861 




29739 


60107 


A 


29922 


863 


1388 


EPERTSIKSSGIFPGFSRQCVAPS 
Gl'MDVVFTKQFDITlNGDFCRS 
RDNHPVFRAVMVHLYRQALAR 
FHGDAFHLVAVARVDRVIFAPR 
TIHFAMHPMLMATIGFDLLDHF 
FHILYRVTVGNQHRIFGLHHYQ 
IFHPDGGDQARFSIHIAVFSFVIN 
HIAVANVALGGVGADLP 


29740 


60108 


A 


29923 


1 


2055 




29741 


60109 


A 


29924 


1 


2047 




29742 


60110 


A 


29925 


1 


1294 




29743 


60111 


A 


29926 


1 


1020 




29744 


60112 


A 


29927 




1422 




29745 


60113 


A 


29928 




1698 




29746 


60114 


A 


29929 


210 


340 


YGDVEHESWLSCVRHAHVPRJP 
FA*PTLISLQKRLGKWSGVTGA 


29747 


60115 


A 


29930 


1230 


1404 


TFSDCQLRQQPGRNHHHFLWK 
GYGHHHYRNLP/VPNGPPLSLL 
P*YCKAKFKPSTSQVP 


29748 


60116 


A 


29931 


63 


281 




29749 


60117 


A 


29932 


345 


467 


LPTRCTYTNLTRRRSPPAWYY* 
♦YWHRDICRSTPARRQTE 


29750 


60118 


A 


29933 


29 


281 


MFGKELGRRDVSQLGAAE1TY1 
LKD*T*ES*EILCGGRFLLPLRG 
RTLGQGEWPSLYFHSDCSSHAE 
QCLLYG FADW A PLAFFR 


29751 


60119 


A 


29934 


520 


714 





3827 



wo 01/075067 



PCT/USOl/08631 



SEQID 
NO: 


SEQID NO: 
of peptide 
sequence 


Met 
hod 


SEQID NO: 
in USSN 
09/540,2 1 7 


Nucleotide 
localiun of firsi 
codon for peplide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possiblc nucleotide insertion) 


29724 


60092 


A 


29907 


3 


403 


LVFDDGDVQMGFWCGCPFCLL 
VFLLTVRSLSCRSVGVCWRSTR 
DL VCLG ISSGGCRT VN 1 A EQQM 
LLPDCSSG1FVSEGYLAV*GVSL 
PLLGGASQLGLGSMAIFMILILP 
IHEHGM FFNLF VSSFl LLSSCL 


29725 


60093 


B 


29908 


168 


863 




29726 


60094 


A 


29909 


340 


612 




29727 


60095 


A 


29910 


1 


834 




29728 


60096 


A 


29911 


92 


548 




29729. 


60097 - 


A 


29912 


1251 


1682 


VPVALAAARRSELSRTAAADT 

G*SAAAELVNPPDYVPDERKRH 

QSGCPASNSARDPSSYMHAPDD 

ARCRHRGSGFASIPGGRASRLP 

APDADQNRLSLAPVLLQSPPER 

TELHAGGQSSWAPFEWEGAPR 

GEEWTLVSVGALK 


29730 


60098 


A 


29913 


1 


1278 




29731 


60099 


B 


29914 


1 


2007 




29732 


60100 


A 


29915 


406 


615 




29733 


60101 


A 


29916 


52 


391 


SNRLLKLMHSSRSSCVMFFSSIR 

SFKDFSLVFDDGDVQMGFWCG 

CPFCLLSFPF*QSGPSAARSVGV 

CWRSTPDPVCLGVSSRGCQTV 

NIAEQQMLLPDRSSGSFVSEGY 

PAV 


29734 


60102 


A 


29917 


759 


1190 


VPVALAAARRSELSRTAAADT 

G*SAAAELVNPPDYVPDERKRH 

QSGCPASNSARDPSSY>^HAPDD 

ARCRHRGSGFASIPGGRASRLP 

APDA DQNRLS LA PVLLQSPPER 

TELHAGRRSALGQLSEWQSGQ 

SPAGAAIAAFDNR 


29735 


60103 


A 


29918 


84 


3661 





3826 



wo 01/075067 



PCT/US(H/(«631 



SKQ ID 

NO: 


SEQII) NO: 
of peptide 


Mel 
hod 


SEQ II) NO: 
inUSSN 
09/S40 217 


Nurleoiidc 
location of first 
codon for peptide 
sequence 


Nuclcutide location of Inst 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop cotton, /=possibk' nucleotide 
deletion, \=possiblc nucleotide insertion) 


29711 


60079 


A 


29894 


1 


1890 


MYSRFDIVVAEPICTLTTFGICET 

VVSDSQTRTTTTDDPLQVLQQV 

LDRADIRPTHNEDLPFQGGALG 

LFGYDLGRRFESLPDIAEQDIVL 

PDMAVGIYDWALIVDHQRHTV 

SLLSHMDVNARRAWLESQQFSP 

QEDFTLTSDWQSNMTREQVGE 

KFRQVQEYLHSGDCYQVNLAQ 

RFHATYSGDECQAFLQLNHGN 

RAPFSAFLRLEQGAILKLSPERFI 

LCDNSEIQTRPIKGTLPRLPDPQ 

EDSKQAVKLANSAKDRAENLM 

IVDLMRNDIGRVAVAGSVKVP 

ELFVVEPFPAVHHL\TITAQLPE 

QLHASDLLRAAFPGGSITGAPK 

VRAMEIIDELEPQRRNAWCG/SI 

GYLSFCGNMDTSITIRTLTAING 

QIFCSAGGGIVADSQEEAEYQE 

TFDKVNRJLKQLENYRRALRDL 

KEEVAIRJLSPFELSAFCSPSIASM 

ATRYPNG RHIPPDLRLPKERGl 1 1 

VFTGNGKGKTTAAFGTATRAV 

GHGKKVGVVQFIKGTWPNGER 

NLLEPHGVEFQVMATGFTWDT 

QNRESDTAACREVWQHAKRM 

LADSSLDMVLLDELTYMVAYD 

YLPLEEVVQALNERPHQQTVHT 

GRGCHRDILELADTVSELRPVK 

HAFDAGVKAQIGIDY 


29712 


60080 


A 


29895 


159 


475 


VKVNLPWAMLLHSGYADHPYS 
RFDI V V AEPICTLTTD/GRCSH IS 
LYAAGIINSDSKGAVIMPPIIGA 
AIRLITSEPAPVPHRIGSRPAIITA 
TVIAFGRTRRTAP 


29713 


60081 


B 


29896 


158 


810 




29714 


60082 


A 


29897 


1 


207O 




29715 


60083 


A 


29898 


1081 


1218 




29716 


60084 


A 


29899 


289 


1014 




29717 


60085 


A 


29900 


145 


297 




29718 


60086 


A 


29901 


452 


568 




29719 


60087 


A 


29902 


21 


185 


VHDQPSQEIQQRTEAPGAPRSS 

RRVAQCHPQPGES*SRAQ1PPAS 

TPKPGGGDL 


29720 


60088 


A 


29903 


1 


711 




29721 


60089 


A 


29904 


2 


825 




29722 


60090 


A 


29905 


812 


961 




29723 


60091 


C 


29906 


1 


1587 





3825 
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SEQ ll> 

NO: 


SEQ ID NO: 
or peptide 
sequence 


Met 
lioU 


SEQ ID NO: 
in USSN 
09/540.217 


Nucleotide 
location orflrst 
codun for peptide 
sequence 


Nucleotide location or last 
codon for InsI amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno>vn, 
*=Stop codon, /=possiblc nucleotide 
deletion, \==possible nucleotide insertion) 


29705 


60073 


A 


29888 


1743 


2013 


LQCTQYAVGENPAVNFAGRPK 

GSPCFGPGGGLIN*AAADIPVAS 

DNPAHYADAiRYNARTPLQAG 

VYFVRDGPGPLASVRNKERYF 

ANNYIYDMGRMKDGRQSTWY 

MGLGTDIDTGLPMSLSMNVYA 

KYQWQNYGAANENEWDGYRP 

KIKYFVPITDLWGGQLSYIGFTN 

FD WGSDLG DDSGN A ING I KTRT 

NNSIASSHILALNYDHWHYSVV 

ARYWHDGGQWNDDAELNFGN 

GNFNVRSTARGWLPGTICRPDK 

MRQHRIRHCAPIAGCGTGCRPD 

KTRQASHQAQMSNAYDYSEIQ 

PPSEGEILLDAQPLESWSSKAFA 

RKVAYLPQQLPPAEGMTVREL 

VAIGRYPWHGALALLGAADRE 

KVEEAISLVGLKPLAHRLVDSL 

SGGEPGVDRMLVAQDSRCLLL 

DEPTSALDIAHQVDVLSLVHRL 

SQERGLTVIAVLHDINMAARYC 

DYLVALRGGEMIAQGTPAEIM 

RGETLEMIYGIPMGILPHPAGA 

APMNTAHAAAIDPNRJVALEW 

LPVELLLALGrVPYGVADTINY 

RLWVSEPPLPDSVIDVGLRTEP 

NLELLTEMKPSFMVWSAGYGP 

SPEMLARIAPGRGFNFSVRNTP 

LARTLQLILREGPRGHPALVQV 

VDLLIFPPOl PLl VPWOTRIPRT 

OPOSHPAHGVNFAVRNPTVWV 

APFIDEIISSIHKYSI 


29706 


60074 


A 


29889 


] 


1584 




29707 


60075 


A 


29890 


1 


1188 




29708 


60076 


A 


29891 


728 


970 




29709 


60077 


A 


29892 


2447 


2665 




29710 


60078 


A 


29893 


255 


1360 





3824 
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SEO ID 

NO: 


SEQIDNO: 
of peptide 


Met 
hod 


SEQIDNO: 
in USSN 
09/540*2 17 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon Tor Inst amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknuwii, 
*=Stop codon, /=possible nucleotide 
deletion, \~possible nucleotide insertion) 


29691 


60059 


A 


29874 


463 


889 


fFGLVTSSPSADSPAMLDTRNV 

SHTGLGPIIPLTFEAGIHTRPTPN 

SPPRSCLAPAIICA*FFSPAARITT 

CCASLYRSPLKTLRSVRFWRSS 

ASVLMRRSSSAAPMPEATLRVL 

SGLRGSRSDKAFTPHPT1*CLEA 

FPGSRAFVASAP*CLTLRANQR 

KGCW 


29692 


60060 


A 


29875 


524 


1006 


SLLAWLSGINIFASSRIAIASPLA 
ASVPLSMDNISLCTPSGVPEKV 
TST VLTS VPQSCKLMMKDFSG P 
* FP* EKR VSETSPNCTLICLLSC A 
STHVLRRNDPLMLTVPSWANS 
SQPH VN PNKNRIQI 1 PFNITPSLV 
NQIKIETRRAFTPLLPLCGLITK 


29693 


60061 


A 


29876 


2005 


2517 




29694 


60062 


A 


29877 


1 


470 


MQRRDGDIAUYRSKIGPRTSIT 

FTARRANPVQRIAARILLRDHLI 

CRMSCTAARHAMTFDLIQGSG 

ADNFAAIYGGANDRITRADAA^ 

SRGCWKLAPVRDIKRQTVAAF 

YHQD1QPGSCHDQNAL»STGFW 

REQSGGQ*P*AG*TNSRTRCCIT 

GR 


29695 


60063 


A 


29878 


734 


1306 




29696 


60064 


A 


29879 


743 


901 




29697 


60065 


A 


29880 


77! 


1013 


RLGTVGTDSLWCYQYQLCYQ* 
ALPFSTLPAKLAGNGCQRRRCA 
GTHSLWHADLGSVWPDADSLF 
QRDGRAGGGATRLLRR 


29698 


60066 


A 


29881 


1094 


1345 




29699 


60067 


A 


29882 


2 


751 




29700 


60068 


A 


29883 


239 


483 


PTPQHLTYHALTGSTIMSQRGV 
DIPCHWHDITCGHAHSLPHRRG 
RKA*SMGNR*YSCTWCYCEGG 
TEKAIWPGDGCPGLSV 


29701 


60069 


B 


29884 


228 


803 




29702 


60070 


A 


29885 


488 


636 




29703 


60071 


A 


29886 


1 


2117 




29704 


60072 


A 


29887 


665 


795 





3823 
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SKQ ID 

NO: 


SEQIDNO: 
or peptide 
sequence 


Met 
hod 


SEOII) NO: 
in USSN 
09/540,217 


Nucleotide 
location or first 
codon Tor peptide 
sequence 


Nucleotide location or last 
codon fur last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possiblc nucleotide 
deletion. \=possible nucleotide insertion) 


29666 


60034 


A 


29849 


102 


296 


YRNSHNLLOGWOIHRGDLLYH 
SSPHSR*KHRNRHNARAR1PAA1 
HDNLACVOPTLSAFHODMCS 


29667 


60035 


A 


29850 


1 


4185 




29668 


60036 


A 


29851 


1 


906 




29669 


60037 


A 


29852 


19 


195 


GEFDVN!AAVVLPDVA*TPYPA 
YRRDLIAIGOCVVIDOCVFLIRV 
TNPAGSFFELRIHH 


29670 


60038 


A 


29853 


2 


834 




29671 


60039 


A 


29854 


2 


193 


DYAFILOSKRTVALDIKOTGVI 

OGLPllLFSGNNLVKAlRSGT/H* 

RCTNATAGGRSYRKR*1RTG 


29672 


60040 


A 


29855 


1591 


3150 




29673 


60041 


A 


29856 


2 


222 




29674 


60042 


A 


29857 


16 


359 


TTHKTRWQAPVPLRGSPVVAL 

RIPSDQSEAV/HSLSGVLIALFRT 

HRFLSGRMFPDHRVWFRMIGSE 

LVPGYRLSWLSFFNRHYICFTRI 

RRFRWHRSSLFHGMNVKYRRS 

KINM 


29675 


60043 


A 


29858 


207 


470 


ATIL*GDFYP/GSRNWLGVSSSA 
IQMAGCVSLPGAGKRCSPMCW 

NGKTLRKSDSRWOO! I RR<^I IR 
R 


29676 


60044 


A 


29859 


3932 


4195 




29677 


60045 


A 


29860 


4424 


4594 


L1STPRKKVRT*SFAGLLRISSG 

VPTCTTSPFCIMAIRSPIRMASSR 

SWEIKTMVR 

^ WW 4^11^ 1 !▼! T IV 


29678 


60046 


A 


29861 


593 


1881 




29679 


60047 


A 


29862 


3 


198 




29680 


60048 


A 


29863 


1 


1590 




29681 


60049 


c 


29864 


1 


5421 




29682 


60050 


A 


29865 


63 


185 


LCOSHAPRKFPARPFRFFR*ROD 

A Mi\ A 1 VJ X ImlVl 1 IVl 1 JV IVV^lw^ 

COTSVFLLRPVANRAPA 


29683 


60051 


A 


29866 


1 


715 




29684 


60052 


A 


29867 


1 


1212 




29685 


60053 


A 


29868 


886 


1185 




29686 


60054 


A 


29869 


190 


433 


AFAKLFIMAAALTSGVAHLSSS 
GTPFRPFCLPSC*LSSSRAAAIST 

VJ 111 IVl 1 \^L^I hJV^ UVJ VJVJl Vl^/A/^ 1 vJ 1 

CSLYAAWFPLTLIRCRGIRKSPII 

V^*M#*^ A J^%J^% TT 1 ■ A 1 X V^i/1 VVhI ■ 1 Vl 1 11 

CGISRCRCWRQ 


29687 


60055 


A 


29870 


1 


439 




29688 


60056 


A 


29871 


14 


106 




29689 


60057 


A 


29872 


2518 


3024 




29690 


60058 


A 


29873 


448 


537 





3822 



wo 01/(>75»67 



PCT/US(M/08(>31 



SEQ ID 

NO: 


SEQ II) NO: 
or peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon Tor last amino acid 
of peptide sequence 


Amino acid sequence { X=Unknown, 
*=Slop codon, /==possiblc nucleotide 
deletion, V=possiblc nucleotide insertion) 


29653 


60021 


A 


29836 


3 


2037 


CTSSPDPPSGLPPGFAKLTSLIVT 

LVEVGVSPEPDEGWLYLAVVID 

LWSRAVIGWSMSPRMTAQLAC 

DALQMALWRRKKPRNVIVHTD 

RGGQFGDRWKGWLTRSIFRWI 

SFQPALAPTRKAALCYLAREVN 

PDMADYIKKLKLPGIHVREESR 

RYYPSGEVTAHLIGFTNVDSQG 

lEGVEKSFDKWLTGQPGERIVR 

KDRYGRVIEDISSTDSQAAHNL 

ALSIDERLQALXWRELNNAVAF 

NKAESGSAVLVDVNTGEVLAM 

ANSPSYNPNMLSGTPKEAMRN 

RTITDVFEPGSTVKPMVVMTAL 

QRGVVRENSVLNTIPYRINGHEI 

KDVARITTEEDFNHASAARFVC 

AAAERRCKTTINLVPENEVLNV 

LEGEDAETNALRAKRRCPKCG 

TAMDSYLIDPKRKLHVCGNNP 

TCDGYEIEEGEFRIKGYDGPIVE 

CEKCGSEMHLKMGRFGKYMA 

CTNEECKNTRKILRNGEVAPPK 

EDPVPLPELPCEKSDAYFVLRD 

GAAVAARFNDDRHRRGLAVLY 

ADQADLYGVADSVSAGDSLSA 

LYKHERRLVVPLLVSSSLLFLY 

RHGIRLPCGPSGGIWAPWQIRR 

GRQAVNCLAPM/HHPGKNRAW 

1CTYCSQ*A1VPQLPVCG1*PRSD 

SYHDYQRDPRCQPLRALWRRS 

DSPIGGYSSAIGI*TERHCRSGNP 


29654 


60022 


A 


29837 


993 


1832 




29655 


60023 


A 


29838 


124 


276 


QEGRCQVTITRKMPLSSDLGSL 

HGLAGNHSPPICARTPHVATVL 

RQLLELEDKHWNGSG*FARLG 

WKPQSPHLCQNPPCGHCPQTAP 

GA 


29656 


60024 


C 


29839 


64 


267 




29657 


60025 


A 


29840 


3 


86 




29658 


60026 


A 


29841 


I 


1481 




29659 


60027 


A 


29842 


217 


2040 




29660 


60028 


A 


29843 


1 


132 


LNTKSAK*VGGSSRVNVPQVFI 
SLVSQMFSENDLPLVRKRKTEP 


29661 


60029 


A 


29844 


115 


903 




29662 


60030 


A 


29845 


1194 


2311 




29663 


60031 


A 


29846 


368 


502 




29664 


60032 


A 


29847 


1156 


1359 


SEPVYPLCYLRQLAVQANPRR 

MRCIARHFNINGNRHLTTTrNFI 

♦SMVSLIANRLLIIDLIHTVDFY 


29665 


60033 


A 


29848 


1 


228 





3821 
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SEQID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location or First 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
or peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Slop codon, /^possible nucleotide 
deletion, V^possihte nucleotide insertion) 


29648 


60016 


A 


29831 


202 


918 


AVDTGLADHRDRTEHGGAFAA 

IVHRIVKHFITAWAICQQRNHA 

ALVVIRIILEANHRRHRTGRG\S 

VDRVSAARSLSSGTMPGNGVW 

RIGVFTQLSVA/WHQ*VDLLIVF 

QF VRDTTDDHD VG 1 FA LA AND 

RAAFDNILDPTGSVDVLLPLPG 

RHTsIlANALAAAALSMSVGATL 

DAIKAGLANLKAVPGRLFPIQL 

AENQLLLDDSFLVNAAQQNILS 

VHILNQQTGKPAADVTVTLQE 


29649 


60017 


A 


29832 


1184 


2409 


TLKACCLVRSMCRAVP*RC/GR 

QLVSSDNISNDPMNVIDWIMMY 

ALAVSEENAAGGRVVTAPTNG 

ACGIIPAVLAYYDKFRRPVNER 

SIARYFLAAGAIGALYKMNASI 

SGAEVGCQGEIGVACSMAAAG 

LTELLGGSPAQNMEGKIDRPEE 

YADIATKCVTNFREKNRDRCL 

VILSRNDEALNSQRTSEELHHY 

YEIVWDEEQTHKFKNISPHLQRl 

KAFKTLGGPHGNITVDMVISAQ 

ELLQEDMATFDGHIVEALMKM 

PEVNAMYPELKLHAIGWVKHK 

CI PG AK WPEIQAEM Rl WKKRRE 

GERKETGKYTSVVDLARARAN 

QQ YTEN STG Kl SPV I A A i H RE YK 

QTWKTLDDELAYGRCFADRQN 

LMVCLRSMPNVFTGSCARMRC 

CLSENLLYRHRNGHIQAEWP 


29650 


60018 


A 


29833 


\ 


3195 




29651 


60019 


A 


29834 


I 


621 


LLAGTALVGGVQPADAITVDA 

MIPNFNWAFLGVTTWIFMAAG 

GAESVA\CTLTTSKAVRNRSFK* 

SS^PGILSGYVSRSSGSPISSLISP 

ASLCAGHMRFFCSSSKPTCSNP 

RTFAAALSSAWSSPSPNEGFSSN 

PAFLGTSLMMFHLELRRCIAPIV 

TTDLLPLTSGDVGLVLLCVGLD 

GSLWSDCRMTESVSTTNTPPIIT 

SRNS 


29652 


60020 


B 


29835 


46 


893 
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SEQ II) 

NO: 


SKQ ID NO: 
of peptide 
sequence 


Met 
hud 


SEQ ID NO: 
ill USSN 

an/f jn 717 
uy/r>*tu,i I / 


Nucleotide 
locntion of first 

sequence 


Nucleotide location of last 
codon for last amino acid 


Amino acid sequence ( \-Unknown, 
*=Stop codon, /=possible nucleotide 

deletion V^ratc^ihl^ niirlentid^ insertion) 


29632 


60000 


A 


29815 


1252 


1906 


NTFKECKFSQAPFRFGNDPFLA 

SVVSRDGFVIAGGGGMVVVEE 

LEHALARGAHlYAEiVGYGATS 

DGADMVAPSGEGAVRCMKMA 

MHGVDTPIDYLNSHGTSTPVGD 

VKELAAIREVFGDKSPAISATK 

AMTGHSLGAAGVQEAIYSLLM 

LEHGFIAPSINIEELDEQAAGLNI 

VTETTDREVLTTVMSNSFGFGG 

TNATLVMRKLMIISASTTSILR 


29633 - 


60001 


A 


29816 


1 


2472 




29634 


60002 


A 


29817 


1 


469 


LFNREVCCLGQGOS*QMAL*LL 

GIESYIT*L*SGGDNUSIGV1PDP 

AA1AR*RPWRSACG**PKCPLA 

DVFAGHSGRKRPPSMAFTATLI 

SPGTGRRAFNSVLAQFKAGESNI 

WLSALPTPLTPTIRITNGALPSTF 

SGSSTFARISPISSFSRP 


29635 


60003 


A 


29818 


884 


1084 




29636 


60004 


A 


29819 


1 


1040 




29637 


60005 


A 


29820 


2711 


3854 




29638 


60006 


A 


29821 


1 


957 


MKIGTQNQAFFPENILEKFRYIK 

EMGFDGFEIDGKLLVNNIEEVK 

AAIKETGLPVTTACGGYDGWIG 

DFIEERRLNGLKQIERILEALAE 

VGGKGIVVPAAWGMFTFRLPP 

MTSPRSLDGDRKMVSDSLRVL 

EQVAARTGTVVYLEPLNRYQD 

HMINTLADARRYIVENDLKHV 

QIIGDFYHMNIEEDNLAQALHD 

NRDLLGHVHIADNHRYQPGSG 

TLDFHALFEQLRADNYQGYVV 

YEGRIRAEDPAQAYRDSLAWL 

RAGQVADKVHASYYCTRNDLE 

LVAVCDSRLSQAQALAEKYGN 

ASVWDDPQAMLLAVKP*FVGL 

V\GAGQVADKVHASYYCTRND 

LELVAVCDSRLSQAQALAEKY 

GNASVWDDPQAMLLAVKPDV 


29639 


60007 


B 


29822 


96 


821 




29640 


60008 


A 


29823 


3 


775 




29641 


60009 


A 


29824 


961 


2073 




29642 


60010 


A 


29825 


1 


849 




29643 


60011 


A 


29826 


319 


541 




29644 


60012 


A 


29827 


1142 


1756 




29645 


60013 


A 


29828 


44 


283 




29646 


60014 


B 


29829 


1 


1812 




29647 


60015 


A 


29830 


685 


1146 
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SEQID 

NO: 


SKQIDNO: 
of p<ptidc 
sequence 


Met 
hod 


SEO II) NO: 
in USSN 
09/540»2l7 


Nucleotide 
lucation of first 
codon Tor peptide 
sequence 


Nucleotide location or las 
codun for last amino acid 
or peptide sequence 


t Amino acid sequence ( X==IJnknown, 
*=Stop codon, /=possible nucleotide 
deletion, N'^possible nucleotide insertion) 


29613 


59981 


A 


29796 


1 


738 


MQPWALPTVGELWVCGRPGA 

ALRAGTEPSSRALGVSETALPA 

EIKLRVIRVGHSSPLAQLASFQK 

PVLFVLRLNSRRPLFLSLARSED 

G I LFAKSKHSSPLSLTPLRCI V L 

MRMYEQLMSGDLCQRVMMPS 

RNNPGYWNPQ**SEIFKGSPAQ 

TMATLTCSFKKPPPKIPYKAIAL 

ATVLFLIGAFLIHRLPSCCQGVI 

KORG G RPG PFOLLl 1 G H S WCS Y 

PGFYPPAHRFTMHPKGLPWVN 

PNE 


29614 


59982 


A 


29797 


1 


186 


DCRLRAODPRRSHCAVSPTGr;^ 
RALSGYRY*SVDQPRNDGVDQ 
*ATLRASAHLQTAVVEFSA 


29615 


59983 


A 


29798 


724 


1015 


RSHPQCGYLQNHTSSASFSAPA 

RKG*NRHYAFAR]MDRLVPAPCS 

I-iHHO*PAFPAPVHLH*PVDLST 

AIDAPAVNGDGICARPSKRRYO 

RLSVPEVVOY 


29616 


59984 


B 


29799 


1 


4182 




29617 


59985 


B 


29800 


1 


1191 




29618 


59986 


A 


29801 


167 


504 




29619 


59987 


A 


29802 


1541 


1852 


FALFANRVSLAANVSGRGSPC 

WWRRIAVVCCSTNR/RSALDIA 

HOVDVLSLVHRLSOERGLTVIA 

VLHDrNMAARYCDYLVAPCAA 

VK*LLRERLRKLCAAICPSK 


29620 


59988 


A 


29803 


407 


3584 




29621 


59989 


A 


29804 




150 




29622 


59990 


A 


29805 


1 


92! 




29623 


59991 


A 


29806 


300 


560 


IRDKNRVFLRESWRRLFTTAND 
OPHRPARRIISlAGIKWRYSDFLf 

NYCAGRAVF*RETGSVVERWH 
HHAGWKTPFRKRAGRTAGH 


29624 


59992 


A 


29807 


100 


315 


PIKITSALASASRYVRATLSCSR 
NSTLRWKK*RKMALTKPSTTN 
GSRSNS**MNFFL*OAPPG*PSA 
LPFVH 


29625 


59993 


A 


29808 


3 


116 




29626 


59994 


A 


29809 


1 


1469 




29627 


59995 


A 


29810 


1 


2760 




29628 


59996 


A 


29811 


284 


460 


RNROCYRARHLRWCLOYORA 
CSGR*VPNLRLPEVQSTDRLLS 
ORRRVSPDROWWLACH 


29629 


59997 


A 


29812 


438 


1942 




29630 


59998 


A 


29813 


1 


1464 




29631 


59999 


A 


29814 


3 


602 
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SEO ll> 

NO: 


SKQ ID NO: 
or peptide 
scQuence 


Met 
hod 


SEQIDNO: 
inUSSN 


Nucleotide 
location of first 

iuuun 1(11 |Hr|Jiiui. 

sequence 


Nucleotide location of last 
codon for last amino acid 


Amino acid sequence ( X^Unknonn, 
*=Stop codon, /^possible nucleotide 

deletion \=noccit)lp nur leotiHp incrrlinn) 


29595 


59963 


B 


29778 


16 


1058 




29596 


59964 


A 


29779 


715 


1234 


FTWIGFYANRHFHCPVTTNDFP 

HFMKWRAAAHGGENIAFKLAN 

LPFFGDIRESHYQVVINRADRG 

FNPDFFTGARQQQKFVLIAGGF 

P*QLL*TNAVJGREFRNVQECIG 

LHTAGFANAVTKHF/W*M/PRL 

HCTIWRSGSRTITGRSRWSTAII 

NCRVCSFCAISTLASRTSAR 


29597 


59965 


A 


29780 


938 


1250 


PGRVSGKADGSV/LAGNGLLPG 
FFCPLRLRGKYQPEV/IASTIRRR 
YQLLFLAVASHQATAAGCGVlsJ 
ALSDLRLCSVCRPDKTHSVASG 
NGCRMRALPSSPFSVIL 


29598 


59966 


A 


29781 


1 


1389 




29599 


59967 


A 


29782 


3059 


3537 


SEGKTANLFNKAITCSGAGECT 

RPWASDIKAQCAGGISRFATGN 

GFKRLCDTLRYLQAIENGLK>J 

WRLIHIATVRRCPFPT/LSPATID 

AINVIGQWLAQDDFSGEVPYQ 

ADCVILAGNAVMPTIDAACKIA 

RDQQILAEGDFGLRCEIRDWCA 

NFVSDIR 


29600 


59968 


A 


29783 


97 


610 


RCQTRQNAEYRVTMAVLVHHFH 

AITHIRQQSQITRYIKLLRHRRH 

TQRRFTACRLRVDAPFPGNHQC 

CALHCLRKIDRIQHNFNARFNIR 

lEKYRRRNTHTARSAA/DPPSGR 

H^FQFAVVKHGRNFAAPVQVL 

RPSPALPLFAGQTPPPRRVPLPA 

GYQRHMLLQYDQATVN 


29601 


59969 


A 


29784 


269 


753 


YRTPTLQLDQGRADARRGVW/ 

HVPFSHESV/\^NIVMTRQAQG 

ANFT*TLFCFGIGFAVIA*NCAI 

DPDISIRFFSKEETAT/GDRPDQI 

AAHLWRFPTPGGRFVHHRGAYX 

AAIIFRP*YLNGRSMAEQSMILV 

TGELLVELNLEPSQVGNEFAEK 

YYGPASQVV 


29602 


59970 


A 


29785 


762 


1182 




29603 


59971 


A 


29786 


3703 


5889 




29604 


59972 


A 


29787 


925 


1130 




29605 


59973 


A 


29788 


658 


1212 




29606 


59974 


A 


29789 


904 


1473 




29607 


59975 


A 


29790 


1205 


2222 




29608 


59976 


A 


29791 


1 


194 




29609 


59977 


B 


29792 


83 


970 




29610 


59978 


A 


29793 


379 


1095 




29611 


59979 


A 


29794 


172 


367 




29612 


59980 


A 


29795 


557 


1475 





3817 



wo 01/075067 



PCT/USOl/08631 



SEQID 

NO: 


SEQID NO: 
of peptide 
sequence 


Met 
hod 


SEQID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( \=Unknown, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possible nucleotide insertion) 


29572 


59940 


A 


29754 


63 


202 


RGRSNSGSTSSVTSPVYT**PTA 
OGLSAROGCTKGHOVRRYGFR 
HD 


29573 


59941 


A 


29755 


66 


372 




29574 


59942 


A 


29756 


1 


992 




29575 


59943 


A 


29757 


] 


393 




29576 


59944 


A 


29758 


1 


3753 




29577 


59945 


A 


29759 


1 


1098 




29578 


59946 


A 


29760 


320 


703 




29579 


59947 


A 


29761 


2 


673 


AAFLRECKDPQTMVPKAINSVl 

WR(GLFYVGSV.VLLVMLLP\WS 

AYQAGQSPFVTFFSKLGVPYIG 

SIMNIVVLTAALSSLNSGLYCT 

GRJLRSMAMGGSAPSFMAKMS 

RQHVPYAGILATLVVYVVGVF 

LNYLVPSRVFEIVLNFASLGIIAS 

WAFIIVCQMRLRKAIKEGKAAD 

AHFTPYHATPLRNVMLHIYVLN 

GVSRFSVIDTNOIAORCNRFAL 

LCGA 


29580 


59948 


B 


29762 


51 


623 




29581 


59949 


A 


29763 


1184 


2406 




29582 


59950 


A 


29764 


103 


473 




29583 


59951 


A 


29765 


444 


699 


CWPGKMSWGGFPLFLLIGIVSE 
GIVPAPPCTSGRJOL*IRLVLDFF 
WLVGY*LLPQFQSLLLVYSGIQ 
LLPGLVLGGCMCRGIYA 


29584 


59952 


A 


29766 


3073 


3621 


GVDNWRIIPIISARLOR*AGSFFS 

FLGETGSLSCGLSLSFKSCCEAK 

NCSGSRGSSP/G*1PGVQEWNQ] 

FSRF/HGVGLASLRKQRAPGDQ 

SPTGLLGE*AHGEIPVGNGRSG 

KTRA/RGGPRGLEVSWSGSLTH 

SRG*ASLTSSHNSCHIRRGHGPQ 

KRSGDMTHASAGH*AEV1LAAP 

RRSCPL 


29585 


59953 


A 


29767 


362 


1850 




29586 


59954 


A 


29768 


1 


1401 




29587 


59955 


A 


29770 


1366 


1515 


YDQAELDQLIHGSSSN/EQDPR/ 
RLPKGLTPQTLR/TLCQWIDAH 
QDYEFSTDG 


29588 


59956 


A 


29771 


1 


1827 




29589 


59957 


A 


29772 


419 


1295 




29590 


59958 


A 


29773 


167 


451 




29591 


59959 


A 


29774 


94 


304 


SPAASLYVTGSDLCTARMGGL 
VTRTGGLSRRAAYPLCHPPSGS 
RPSATSRASVDSG*TCGELGDA 
GTRAN 


29592 


59960 


A 


29775 


345 


652 




29593 


59961 


A 


29776 


596 


2297 




29594 


59962 


A 


29777 


184 


283 





3816 



wo (H/(»75»67 



PCT/IIS(H/(>863I 



SEQ ID 

NO: 


SEQ ID NO: 
or peptide 
sequence 


Met 
hod 


SKQIDNO: 
in USSN 


Nucleotide 
location of first 

couon lur pcpiiuc 
sequence 


Nucleotide location or last 
codon for last amino acid 


Amino ucid sequence ( X=Unknown, 
"^Siop codon, /^possible nucleotide 

flfl^lilin \=ni\Kcihl^ niirlf^nliil^ incf*rtiAn\ 


29562 


59930 


A 


29744 


1 


2352 


MLPDSSVRLNKYISESGICSRRE 

ADRYIEQGNVFLNGKRATIGDQ 

VKPGDVVKVNGQLIEPREAEDL 

VLIALNKPVGIVSTTEDGERDNI 

VDFVNHSKRVFPIGRLDKDSQG 

LIFLTNHGDLVNKILRAGNDHE 

KEYLVTVDKPITEEFIRGMSAG 

VPILGTVTKKCKVKKEAPFVFR 

ITLVQGLNRQIRRMCEHFGYEV 

KJCLERTRIMNVSLSGIPLGEWR 

DLTDDELiDLFKLIENSSSE^VKP 

KRRPNRKQRASNVQSLRWKKR 

RKKAVARRPTQSSDDAIRGQQP 

DGVDCRDCRAGERQRQQTDSA 

MMELMVVHPHIFWLSLGGLLL 

AAEMLGGMGYLLWSGVAAVIT 

GLVVWLVPLGWEWQGVMFAI 

LTLLAAWLWWKWLSRRVREQ 

KHSDSHLNQRGQQLIGRRFVLE 

SPLVNGRGHMRVGDSSWPVSA 

SEDLGAGIRQCQQLVAHGLQLL 

NVSFDLRHLFQRGRLEFGCALR 

LLTDSQSRLSRKPRGWRGLYG 

YSPPCGDIVRYHHHDLSVATLH 

VHINHDDCLEIAVLKGDMGDV 

QHFADDVIAQRGFFFAFSYEDT 

VIKIIEKDFTMSGKPAARQGDM 

TQYGGSIVQGSAGVRIGAPTGV 

ACSVCPGGVTSGHPVNPLLGA 

KVLPGETDIALPGPLPFILSRTYS 

SYRTKTPAPVGSLGPGWKMPA 

DIRLQLRDNTLILSDNGGRSLYF 


29563 


59931 


A 


29745 


1 


3075 




29564 


59932 


A 


29746 


755 


1321 




29565 


59933 


A 


29747 


397 


576 




29566 


59934 


A 


29748 


1014 


1266 




29567 


59935 


A 


29749 


416 


724 


TPGLTKTPCPWEKVTLFSLQWS 
AYRQANTSGLRHSASSLLPLAC 
RY*R*WRWQKLAAVLTASARQ 
SVKSLAYCWQRFVTWRWGRFS 
LRRVQLPFPLKWGLRR 


29568 


59936 


A 


29750 


230 


1829 




29569 


59937 


A 


29751 


1 


474 




29570 


59938 


A 


29752 


137 


586 


KTKTN1KL*AAPITRMVMVRHA 

\PHSGSVKK*SD1TMSFATISV1G 

LGYIGLPTAAAFASRQKQVIGV 

DINQHAVDTINRGEIHIVEPDLA 

SVVKTAVEGGFLRASTTPVEAD 

AWLIAVPTPFKGDHEPDMTYV 

ESAARSIAPVLKKGAL 


29571 


59939 


A 


29753 


2 


557 





3815 



wo 01/075067 



PCT/US«1/()8631 



SKQ ID 

NO: 


SEQIDNO: 
of peptide 
sequence 


Met 
hod 


SEO II) NO: 
in USSN 
09/540,217 


Nucleotide 
location of Tirst 
codon fur peptide 
sequence 


Nucleotide location of last 
cudon fur last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


29561 


59929 


A 


29743 


3 


1307 


KYGFVHYTLHTLGGTARALVA 

TDYRPLTKLSLDNGFQTVDHLQ 

ISQCPYIPPYNFPTDTSPGTPGLL 

QPPEGHAYDAYWRCVRAVRG 

QRVSALHGPPVHLRSVYPSASA 

VWFAPRNPLGVWRSGYRIAPG 

YGSGVRSWVQPGGFARYKYDQ 

TGNASTVKCDY YRMAAFGH H 

AYRMQALTCSMTACPCTTRQE 

TSSAWGSVSSMGDSRPPQEILG 

QPLLGRRJKYNCTGIGPWDGKG 

DESGASRPRKQQASGWLWACP 

RIFLVIPHSSHPAARRTNGSVGG 

SNRNRFVIITGPGPQLAPKGLW 

QWPIGQDPVTEIATLIGTHDLIM 

FDCIGSVSAPTIQPLEKLLSIVRY 

PAQVGLFFATRRCQAGATGKQ 

SQQRNPVLFIFYQRGISVFTSAF 

APVAVTAPPRQSRRQFPRLSPL 

DAHQRMGDVSIQAVKEARTC 



3814 



wo 01/075067 



PCT/USOl/08631 



SEQID 

NO: 


SCQ ID NO: 
of pepridc 


Met 
hod 


SEQ ll> NO: 
in USSN 
09/540,217 


Nucleotide 
location orflrst 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( \=Unkn<m'n, 
*=Slop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


29547 


59915 


A 


29729 


1 


817 


MAFNEPLMLEPAYARVFFCAL 

AGQLGITRLTDTVSGITLDAGQl 

AEPLALFGEDDDMDPRPSRSYQ 

VANGIAVLPVSGTLVSKTRALQ 

PYSGMTGWGIIARLQQAISDP 

GVDGILLDMDTPGGMVSGAFD 

CADUARMRDIKPIWALANDMN 

CSAGQLIASSASRRLVTQTART 

GSIGVMMAHSNYGAALKTNGV 

EVTLIYSGDRKV\DGNPYEKLP\ 

KDVRADFQTR!DATR\SAYTGM 

SVQDV/LDTEAAVFSGQESWDN 

GLAE*LVHTDWL 


29548 


59916 


A 


29730 


68 


98 




29549 


59917 


A 


29731 


215 


871 




29550 


59918 


A 


29732 


1 


2360 




29551 


59919 


A 


29733 


5 


194 


RGADAGERLNMLTVAEGVETP 
EQRDGAGRFCSLAKETVTPQW 
*GVLTSLIIHSEACRIAANDE 


29552 


59920 


A 


29734 


3 


290 


WRIIGIPLLLGYSLVCSRVLLAC 
FWPGSDFWPRSRRXTSHLTVEA 
FP VA^ V I F VS WRN PQ V APTS A H 
QNRPSRNPVSRPPNTQRVARRK 
HYALADGY 


29553 


59921 


A 


29735 


403 


588 




29554 


59922 


A 


29736 


1 


743 




29555 


59923 


A 


29737 


5 


97 




29556 


59924 


A 


29738 


756 


935 




29557 


59925 


A 


29739 


1 


1056 




29558 


59926 


A 


29740 


1193 


1405 




29559 


59927 


A 


29741 


1 


2718 




29560 


59928 


A 


29742 


3 


357 





3813 



wo 01/075067 



PCT/USOl/08631 



SKO ID 

NO: 


SEO ll> NO: 
of peptide 
sequence 


Met 
hod 


SEQ II) NO: 
in USSN 

Oy/540,217 


Nucleotide 
legation of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*==Stop codon, ^possible nucleotide 
deletion, \=possible nucleotide insertion) 


29541 


59909 


A 


29723 


1244 


3261 


KTINRTSLWYWTLHDHWSVTG 

RCAFTDVTKVEDHHEPQTQTR 

G LVMTTS* ATT* KLTVSLTTAC 

VMNWV*MQV1PSPTAKIRI.*LR 

TSNWLTSTTTLTT/NNDVNGDSI 

DNGTEGSAVRVGLGTQFSFTK 

NFSAYTDANYLGGGDVDQDW 

SANDLTGITAKDAQMLSVVKP 

LQEFELFVLAALESRGTLADILK 

AAGATTANITQAIEQMRGGESV 

NDQGAEDQRQALKKYTIDLTE 

RAEQGKLDPVlGRDEEIRRTiQV 

LQRRTKNNPVLIGEPGVGKTAI 

VEGLAQRJINGEVPEGLKGRRV 

LALDMGALVAGAKYRGEFEER 

LKGVLNDLAKQEGNVILFIDEL 

HTMVGAGKADGAIDAGNMLK 

PALARGEWHCVGATTLDDIAS 

TVKRCWTSHQHQTKNRTRRTT 

TRNIRFPNQMIEQINIALEQKGS 

GNFSAWVIEACRRRLTTGGPHV 

MYVLHHADKPNLYHGLPENPE 

ISETVKFWKGIWKPLAAVGFAA 

TFAASIFHYERVIFLTGQVEDH 

IVIANLIVAQMLFLEAENPEKDIY 

LYINSPGGVITAGMSIYDTMQFI 

KPDVSTICMGQAASMGAFLLT 

AGAKGKRFCLPNSRVMIHQPL 

GGYQGQATDIEIHAREILKVKG 

RMNELMALHTGQSLEQIERDTE 

RDRFLSAPEAVEYGLVDSILTH 


29542 


59910 


A 


29724 


1487 


1821 


QYRPESVLEDPRRSDHHRRTDS 
FRETSFIVQSIVCRVSLSRAILQS 
KRL*EPGEFPPPDPSSPEQRWPV 
CYPPK*SDR*PEYPHSPPGRQES 
QSRYLPAFRHRYSYQTTAY 


29543 


59911 


A 


29725 


4063 


6544 




29544 


59912 


A 


29726 


174 


556 




29545 


59913 


A 


29727 


1 


1926 




29546 


59914 


A 


29728 


1 


1443 





3812 



wo 01/075l»67 



PCT/US«1/(>«631 



SKQ ID 

NO: 


SKQ ID NO: 
or peptide 
se<|iience 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon Tor last amino acid 
of peptide sequence 


Amino acid sequence ( X=lJnknown, 
*=Stop codon, ^possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


29533 


59901 


A 


29715 


107 


1315 


KCADLPVRGLRHCWRRREDPS 

GADRSFSALIHSGRAAFWPCR* 

QGALMSEDIFDAIIVGAGLAGS 

VAALVLAREGAQVLVIERGNS 

AGAKNVTGGRLYAHSLEHIIPG 

FADSAPVERLITHEKLAFMTEK 

SAMTMDYCNGDETSPSQRSYS 

VLRSKFDAWLMEQAEEAGAQL 

ITGIRVDNLVQRDGKVVGVEA 

DGDVIEAKTVILADGVNSILAE 

KLGMAKRVKPTDVAyGYKELI 

ELPKSVIEDRFQLQGNQGAACL 

FAGSPTDGLMGGGFLYTNENT 

LSLGLVCGLHHLHDAKKSVPQ 

MLEDFKQHPAVAPLIAGGKLV 

EYSAHVVPEAGINMLPELVQIP 

CIERNAINAVKAVNAARMAMR 

RTSAPRVSLDKVIETMYETGKD 

MNDKYRETSRGGLAIKV 


29534 


59902 


A 


29716 


3 


264 




29535 


59903 


B 


29717 


85 


737 




29536 


59904 


A 


29718 


171 


820 


LGVCAMTNSQCG/CDEYRSKN 

GYEGARKALTGLSPDEIVNQVK 

DAGLKGRGGAGFSTGLKWSLM 

PKDESMNIRYLLCNADEMEPGT 

YKDRLLMEQLPHLLVEGMLISA 

FALKAYRGYIFLRGEYIEAAVN 

LRRAIAEATEAGLLGKNIMGTG 

FDFELF VHTG AGR Y ICGEETALI 

NSLEGRRANPRSKPPFPATSGA 

WGKPTCVNNVETLCNVPAIL 


29537 


59905 


B 


29719 


1 


486 




29538 


59906 


A 


29720 


1 


605 




29539 


59907 


A 


29721 


285 


449 


TPAARDAQLSGGRGWY*CSAG 
NGLMQHRSQSGDWRAGRPFTE 
GW*PTPDWQIEA 


29540 


59908 


A 


29722 


411 


557 





3811 



wo 01/075067 



PCT/USOI/08631 



SEQ ll> 

NO: 


SEQ ID NO: 
or peptide 
sequence 


Mel 

hod 


SEQ ID NO: 
in USSN 
09/540,2 i 7 


Nucleotide 
location omrst 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X^Unknutvn, 
*=Slup codon, /-possible nucleotide 
deletion, V=possible nucleotide insertion) 


29524 


59892 


A 


29706 


I 


550 


MESGVATRPIADFDVYIDKLTE 

FVYKTNLFMKPIFSQARKAPKR 

VVLPEGEEARVLHATQELVTLG 

LAKPILIGRPNVIEMRIQKLGLQl 

KAGVDFEIVNNESDPRFKEYWT 

EYFQIMKRRGVTQEQAQRALIS 

NPTVIGAIMVQRGEADAMICGT 

VGDYHEHFSVVKNVFGYRDGV 

HTAGAIVfNALLLPSGNTFIADTY 

VNDEPDAEELAEITLMAAETVR 

RFGIEPRVALLSHSNFGSSDCPS 

SSKMRQALELVRERAPELM 1 DG 

EMHGDAALVEAIRNDRMPDSS 

LKGSANILVMPNMEAARJSYNL 

LRVSSSEGVTVGPVLMGVAKP 

VHVLTPIASVRRJVNMVALAVL 

FVNADETTVVNFHACFACVEV 

FTVRHTTNRYQHGVVTLRFSG 

CFFAFHRHFNAVFFRFNIQAVFV 

ALRPEVIAIMHICLREQGHRVVV 

LSNTNRLHTTFWPEEYPEIRDA 

ADHIYLSQDLGMRKPEARIYQH 

VLQAEGFSPSDTVFFDDNADNI 

EGANQLGITSILVKDKTTIPDYF 

AKDKARHRTRPLWAWLKLLW 

QRIDEDNMTTLAGNLAYVSLLS 

LVPLVAVVFALFAAFPMFSDVS 

IQLRHFIFANFLPATGDVIQRYIE 

QFVANSNKMTAVGAGQSGDQF 

LFALFNCQCFDADELKRIKNEL 

EPKMGMELNLVQLIAYTDWNE 

TQQKQPDGSWVNYNYDWMFK 


29525 


59893 


A 


29707 


898 


1163 




29526 


59894 


A 


29708 


81 


454 


NRJLLAGRJSSGTGDHFSGAAGI 

DSSLRPVW*T*TLRDQMSGGQS 

A KQPGRF AQWFYP* RLPETG * V 

PE*CL**CELIRAN/DHFLVSILPL 

RSPCVPLHLSTTPLRLAMDLTG 

LSGFPIPLSQSA 


29527 


59895 


A 


29709 


1321 


2973 




29528 


59896 


A 


29710 


1 


2218 




29529 


59897 


A 


29711 


68 


432 




29530 


59898 


A 


29712 


740 


859 




29531 


59899 


C 


29713 


1 


3126 




29532 


59900 


A 


29714 


642 


825 





3810 



wo 01/075067 



PCT/USOl/08631 



SEQID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for Inst amino acid 
of peptide sequence 


Amino acid sequence ( X^Unknotvn, 
*=Slop codun, /^possible nucleotide 
deletion, \=possi Me nucleotide insertion) 


29519 


59887 


A 


29701 


1 


753 


MLALDQREAMRMIFPAXAGAP 

APALSPYAS/ARILVDQQFCYRQ 

VVEQNAIAKSCAMIVAADEFIP 

GNGIPVDSVVIDRKINPLQIKQD 

GGKALKLLVLWRSDEDAQQRL 

DMVKEFNELCHSHGLVSIIEPV 

VRPPRRGDKFDREQAIIDAAKE 

LGDSGADLYKVEMPLYGKGPQ 

QELLC ASQRLNDH INMP WVILS 

SGVDEKLFPRAVRVAMTAGAS 

GFLAGRAVWASVVGLPDNELM 

LRDVCAPKSGEPIL 


29520 


59888 


A 


29702 


294 


479 


KIHFGFFCHCAESGSLDGRHFA 

PGV'RSEQHESGSGAVSGTGY 

WCSRDYRSREIDGLYRNW 


29521 


59889 


A 


29703 


1446 


2103 


IHTDHRPGEIAATTLANRAALS 

GAALRRRRRQNQTIAVGWRLA 

GTAHACNIiSIRGYGSDEDA/Q/ 

QRLDMVKEFNELCHSHGLVSII 

EPVVRPPRRGDKFDREQAIIDA 

AKELGDSGADLYKVEMPLYGK 

GPQQELLCASQRLNDHINMPW 

VILSSGVDEKLFPRAVRVAMTA 

GASGFLAGRAVWASVVGLPDN 

ELMLRDVCAPKLQQLGDIVDE 

MMAKRR 


29522 


59890 


A 


29704 


370 


1080 




29523 


59891 


A 


29705 


547 


928 


RLTKVEMPFYGKGPQQVELLCA 
SQGLNDH INMPWVl LSSG VDEK 
LEPRA VRVAMTAGASGFLAGR 
AVWASVVGLPDNELMLRDVC 
APKLQQLGDIVDEMMAKRRFIP 
LLRRWVDLALTRWLITVSKP 



3809 



wo (n/075067 



PCT/USOl/08631 



SEQID 

NO: 


SEO ID NO: 
or peptide 
sequence 


Met 
hod 


SEO ID NO: 
in USSN 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for Inst amino acid 
of peptide sequence 


Amino acid sequence ( X==linknown, 
*=Stop codon, /=po5siblc nucleotide 
deletion, \— possible nucleotide insertion) 


29505 


59873 


A 


29687 


1475 


2280 


NAPGIKTSWRTLRKRLLLLSRK 

TRMP/GFTNPRYGAGAATNPDP 

EVFSWAATQVVTAMEATHKLG 

GENYVLWGGREGYETLLNTDL 

RQEREQLGRFMQMVVEHICHKi 

GFQGTLLIEPKPQEPTKHQYDY 

DAATVYGFLKQFGLEKEIICLNI 

EANHATLAGHSFHHEIATAIAL 

GLFGSVDANRGDAQLGWDTD 

QFPNSVEENALVMYEILKAGGF 

TTGGLNFIMKVRRQSTDKYbL 

FYGHIGAMDTMALALNIAARM 

lEDWQLDKRIVQR 


29506 


59874 


C 


29688 


1 


2130 




29507 


59875 


A 


29689 


238 


1879 




29508 


59876 


A 


29690 


22 


219 


RIFPTMCSMPTPIKQPRRW*VR 
KSVRTQV\LSAADVRAKLFTLK 
VQDPKIDRANPTMVNMRWMM 
SA 


29509 


59877 


A 


29691 


596 


723 


MCASAP*WCELPAGVVRPPAST 
TADYFPLFTLVHGGCAHGRF 


29510 


59878 


B 


29692 


1 


441 




29511 


59879 


A 


29693 


1 


1422 




29512 


59880 


A 


29694 


1 


2856 




29513 


59881 


A 


29695 


2 


367 


QKAGAVQVLLSLWSSLSAAAA 

GTSLLKEPQWSQRIEALGDTGK 

ITEQGLSNTAIFSIRHTMAFLHS 

GSLDRPSALHSGTILSGKITSDIC 

CPHF*SPGRPCSKOHWAEMLV 

HHVCLPCRCT 


29514 


59882 


A 


29696 


735 


956 


SRLLGEITSPAIIFSPTLHSPAAH 
HQYRKALHGRFPARSRDPPALA 
PGWRSARRER*SSPARAAARW 
CRKFAG 


29515 


59883 


A 


29697 


217 


378 


ADGTGRRALGG*ATGPAGRWE 
SYSFTDSV 


29516 


59884 


A 


29698 


279 


732 


PPGATLPTVARGTPQMGKEGSS 

PAKSLAPPLCEQMGQEDGHWG 

AGWGLAQVLLIALDGLLDAQQ 

HGGEPLGPAGRWSRJPSPTRCS 

CPHSAPRGPLAIFSSTCIPGNQR 

KLGTAPHTFGQPAWR*ACRCRS 

GRGPP*RSSLWRCTEEGAVH 


29517 


59885 


A 


29699 


353 


2776 




29518 


59886 


A 


29700 


158 


605 


PERSGLQEAGGGSRGWGKRSL 

PPAETAGLSGYMCFRAWLSLSR 

WDSEDGHWGAGWGLAQVLLI 

ALGWSS*CASNGWLSHWFQPG 

R\* SRJ PFTDS V * L V H I LLP VGPL 

AIFFFNLAFPGIRESWEQLLILLE 

KPVGLEACPCKSGKGRP 



3808 



wo 01/075067 



PCT/DSOl/08631 



SEQIU 
NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of Tirst 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno>vn, 
*=Siop codun, /=possible nucleotide 
deletion, \=po$sible nucleotide insertion) 


29488 


59856 


A 


29670 


I 


1167 


MPWLSTGAAALITALAVVELN 

DDDDHHHRNNSPLPPTPPDDES 

DDTPVPPTPGGDEIIPDDPDDTP 

TPPKPVSFNNDVILDKTEKTLTI 

RDSVFTYTENADGTISLQDSNG 

RKATINLWQIDEANNTVALEG 

GNTSACRQALKIPKGSSDYTVT 

WKGGHFTFYRRWRCKVHKVV 

FEGSPPVTICRYVLNRKNSWHV 

AH 1 FRRH AKPEEQ/CSHLFPYPF 

HXHDLDEVLNDPDVKLVVVeT 

HADSHFEYAKRALEAGKNVLV 

EKPFTPTLAQAKELFALAKSKG 

LTVTPYQNRRFDSCFLTAKKAI 

ESGKLGEIVEVESHFDYYRPVA 

ETKPGLPQDGAFYGLGALFTNQ 

QGFFKSSLLSIFADSSSSVAGRS 

PHNLVKKRGGIVAISAFAG 


29489 


59857 


A 


29671 


285 


431 




29490 


59858 


A 


29672 


112 


314 




29491 


59859 


A 


29673 


1 


1191 




29492 


59860 


A 


29674 


282 


660 


GPSSSEPSWAVAPGKAGDPHHS 

AEWARNSTPSKDQA*RRPHTMC 

VTAYQGKVLLVGQSPNAELSA 

RAKQIAMGVDGANEVYNEIRQ 

GQPIGLGEASNDTWITTKVRSQ 

LLTSDLVKSSNVKVTTEN 


29493 


59861 


A 


29675 


720 


4525 




29494 


59862 


A 


29676 


218 


990 




29495 


59863 


A 


29677 


54 


723 




29496 


59864 


A 


29678 


1 


2229 




29497 


59865 


A 


29679 


2 


235 




29498 


59866 


A 


29680 


279 


1275 




29499 


59867 


A 


29681 


692 


1052 




29500 


59868 


A 


29682 


1 


515 




29501 


59869 


A 


29683 


21 


267 


TLRFGANSVLKPEIKRGFEYSD 
CWVDDARLVLANAQMVVRKG 
GEVLTRTRATSARRENGVGKKY 
SWQARGLESLSQPVERLSP 


29502 


59870 


A 


29684 


1 


1941 




29503 


59871 


B 


29685 


1 


4107 




29504 


59872 


A 


29686 


840 


1006 


CHESHRQTDGGAVFRVYPGGG 
PRRECWFGSSLDEATPGWLLQ/ 
LYERDRH*PASTG 



3807 



wo 01/075067 



PCT/USOl/08631 



SEO"> 
NO: 


SEQ ID NO: 
of peptide 


Met 
hud 


SEQ ID NO: 
in USSN 
09/>40 2 1 7 


Nucleotide 
location of Tirsl 
rfkdnn fnr ntnliilf 

sequence 


NticleutiUe location of Inst 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=llnkno\vn, 
*=Stop codon, /"^possible nucleotide 
deletion, \~possible nucleotide insertion) 


29476 


59844 


A 


29658 


1 


1126 


MHEVTLEDPSSAQILITVITGHG 

EIITLKRSSRRQNDIRMYCRRRP 

EAFRDHHQLRFLPGTDQA IG 1 L 

MMSKVGTARPPDKTNIREMSV 

HTVVLlCATRVFQCFlsTNAGNR 

DFIHRIAATRQAALHGREHRRT 

PRGVTTIGKMVRKTKTAAGWE 

HESGFYLDGVVKLNRFKSNVA 

GKMSSGGAANGSYHSNGLGGH 

lETGMRFTDGNWNLTPYASLTG 

FTADNPEYHLSNGMKSKSVDT 

RSIYRELGATLSYNMRLGNGM 

EVEPWLKAAVRKEFVDDMRVK 

VNSDGNFVNYLSGRRGIYQAG 

KDLDRFKMLVLVHAARYAADL 

SYLPLMQELEKRYEGKLRIQTV 

VSRETAAGSLTG\GYRH*LKVG 

NWKARLACR 


29477 


59845 


A 


29659 


1 


1989 




29478 


59846 


A 


29660 


3 


159 


YKELNLADSSLSEEALIQAMVD 
IPKLMKRPKVVANGKARIGRPP 
EQVLVEIVG 


29479 


59847 


A 


29661 


360 


744 




29480 


59848 


A 


29662 


1 


996 




29481 


59849 


A 


29663 


441 


446 


ICRQYPSPDDRTASGAGGGDHQ 
QYGAGLRQTFCLCQRLSARTC* 
RLSASVCAT 


29482 


59850 


B 


29664 


1 


1608 




29483 


59851 


A 


29665 


1 


2568 




29484 


59852 


A 


29666 


116 


283 




29485 


59853 


A 


29667 


207 


1270 




29486 


59854 


A 


29668 


114 


503 




29487 


59855 


A 


29669 


1124 


1216 


LSGKMVM*S1KATCQRVPLKYF 
FTFECYML 



3806 



wo « 1/075067 



PCT/lJS01/0«(i31 



SEO »> 

NO: 


SEQ ID NO: 
or peptide 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location or first 
codon Tor peptide 
sequence 


Nucleotide location of last 
codon Tor last amino acid 
or peptide sequence 


Amino acid sequence ( X=Unknovvn, 
^^'Stop codon, /=possiblc nucleotide 
deletion, \=possible nucleotide insertion) 


29468 


59836 


A 


29650 


1 


1253 


MVSVTALKAAFLELFIPPSGLV 

VSLASGVKLQTFAVSVTAHKG 

SVDPKSDQHGLVVSLASGVKL 

QTFARRAEFPASQQQREVPRHD 

GGNHADRFTHDHRQLMATGG 

RHFAIHFVDRFGVPANGARRAG 

NIITQTVTNRFAGVESFQQCQLF 

GIYAVCERQGAEIPGPYARLFL 

ATFFIYTSSFKPPLPWLRSLPRN 

TTPAVVRTAKGQVTAKYViVA 

GNAYLGDKVEPELAKRSMPCG 

TQVITTERLSEDLARSLIPKNYC 

VEDCNYLLDYYRLTADNRLLY 

GGGVVYGARDPDDVERLVVPK 

LLKTFPQLKGVKIDYRWTGNL 

QLTLSRMPQFGRQDTNIYYMQ 

GYSGHGVTGGSSRVGLMAGSQ 

ISRVSV/CINP*YHRFNLHWRYV 

ADAISADGAFRTVSGGGGRRSG 


29469 


59837 


A 


29651 


3 


354 


[FSRTDISLYQHTAEQKHPYCW 
YPYPADSAD1\SVNKHRRNATQ 
LHVSCSFFLLSDQRFHHEAVPR 
RVVLFTFNTCVDKYIADIRSRT 
NGLGFLYAFKQRNSHFVFNAQ 
RHRHSACLR 


29470 


59838 


A 


29652 


1164 


1273 




29471 


59839 


A 


29653 


1 


1161 


MK>JKLPPFIE!YRALIATPSISAT 

EEALDQSNADLITLLADWFKDL 

GFNVEVQPVPGTRNKFNMLAT 

RRHEGRYITCMQPLPIIAEQEQE 

PEMTVRYYISSADLTAEKFATA 

IRNHWHVENKLHWRLDVVMN 

EDDCKIRRGN A AELFSGI RHI Al 

NILTNDKVFKAGLRQGWEDIED 

FG ETH LDFLKQYGDFENGI P VH 

DTIARVVSCISPAKFHECFINW 

MRDCHSSDDKDV1A1DGKTLR>^ 

SYDKST/RRRGAIHWNNAFSTM 

HSLVIGQIKTDEKSNEITAIPELL 

NMLDIKGKIITTDAMGCQKDIA 

EKIQKQGGDYLFAVKGTQGRL 

NKAFEEKFPLKELNNPEHDSYA 

ISEKSHGREEIRLHIVCDVPDELI 

DFTFEWKGLM 


29472 


59840 


A 


29654 


2 


1587 




29473 


59841 


A 


29655 


236 


666 




29474 


59842 


A 


29656 


1 


1953 




29475 


59843 


A 


29657 


2202 


2333 





3805 



wo 01/075067 



PCT/USOl/08631 



SEQ ID 

NO: 


SKQIDNO: 
of peptide 


Mcl 
hod 


SEQ II) NO: 
in USSN 
09/540,217 


Nucleotide 
location oflirst 
codon for peptide 
sequence 


Nucleotide location uf last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible naclcotide 
deletion, \=possible nucleotide insertion) 


29457 


59825 


A 


29638 


59 


600 


KWSRSEAGIDELCS/RNRVIIDH 

CWTTAVACHQCEDAPCANVCP 

VDAISREHGHIFVEQTRCIGCKS 

CMLACPFGAMEVVSSRKICARA 

IKCDLCWHRETGPACVEACPTK 

ALQCMDVEKVQRHRPRLNFLR 

LWYVVHAHTLMRMRPRFIQPW 

EEVVPRHHQHAACFQALIELLG 

RNGQILKP 


29458 


59826 


A 


29639 


391 


812 


HSALCSCRMRRERLIRPTKTCK 

FNRLQRLCRPDKRSASGNFAVV 

IRLERVSLLAPFFYGVLLLKCL 

MPKRQCNEADHHQTHTCAGQ 

KKMATHPLPGENKFIIGEDREY 

RWALMFPNENAPVCWVGHVR 

♦KSPLHQHIDRA 


29459 


59827 


A 


29640 


589 


1075 




29460 


59828 


A 


29641 


1 


435 




29461 


59829 


A 


29642 


9 


661 




29462 


59830 


A 


29644 


403 


567 




29463 


59831 


A 


29645 


404 


706 




29464 


59832 


A 


29646 


114 


851 


CDHRNIVIRSAENISANFSHTGS 

V*GWMFTVP*SPSGRVVF*FCH 

L*ATCGN*LN*THSLSQGQRAF 

CILGFLPWHSRRIRSHVGLENEC 

KVLLSGRSSQQMGEP*GR*FSP* 

VGPLGGRALLQLPQPNSVA^VL 

PVSGLLVPAGE/CPLNV*PLVCS 

SANVLLSTSSCFCLCLARVSGF 

YRHRMGA/SGGFL/M*V*RKGS 

SFNFLHMAVASSWDSYSGHHFF 

♦AGADYFFASSVSSLPLVLLHSL 

HSFF 


29465 


59833 


A 


29647 


1 


1422 




29466 


59834 


A 


29648 


1 


768 




29467 


59835 


A 


29649 


1 


885 





3804 



wo 01/075067 



PCT/USOl/08631 



SEQID 

NO: 


SEQII) NO: 
or peptide 


Met 
hod 


SEQ ll> NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=S(op codon, /^possible nucleotide 
delccion, \=po$sible nucleotide insertion) 


29442 


59810 


A 


29623 

■ 


1 


3429 


MAAGGGSGGAGRRPIAAAGGS 

ICYSHGRDLAPARPAQPPQPRD 

QPQVRPLCSPHAAAAAAAAAL 

TWSCGPPAGFLTAPSAGSRVRL 

AARQQKAAPRKASAEPRDKKP 

LAPKLPQNALLVGKGESPRFIPL 

SVFFSKTFQRTARILKRSASDRL 

PWVTSRTCPGGIRTCPAEMTRY 

LRFANLTGGISEVSGFRDESGIN 

FGSWIAIPPVEKMVCEGKRSAS 

CPCFFLLTAKFY W! LTMMQRTH 

SQEYAHSIRVDGD 


29443 


59811 


A 


29624 


I 


2740 




29444 


59812 


A 


29625 


1 


1614 




29445 


59813 


A 


29626 


88 


540 




29446 


59814 


A 


29627 


2 


577 




29447 


59815 


A 


29628 


1 


2169 




29448 


59816 


A 


29629 


1 


1619 




29449 


59817 


A 


29630 


674 


867 


LDGDGIESINSLGQYGHFHDIDS 
SYP*AWNENVLPFVCILFYFVE 
Q WF VALL ED VLH VPCKLDS 


29450 


59818 


A 


29631 


746 


1985 




29451 


59819 


A 


29632 


1 


2211 




29452 


59820 


A 


29633 


139 


247 


KTSAAHEKPKWRKEVRNARG* 
KRKRRKMLQRSQVNR 


29453 


59821 


A 


29634 


335 


556 




29454 


59822 


A 


29635 


1 


586 




29455 


59823 


A 


29636 


908 


1260 




29456 


59824 


A 


29637 


222 


1686 


ICRTCEVACAVSHHENQDCAA 

LSPDEFISPVCWLARLVRWRCF 

FAQKAR*SPAKYGILGELTTGS 

KLVKANGLMEASTIAAILLGSV 

AGGVLAYWHVLVAWPHAHWP 

TVSRQQQQLMASTLPFTSPLAQ 

IFPWRAITQRTMRMPFVIDARD 

ALLQGVFAAVNPSAHLNDSRH 

RRINKNVIEPGISCQRPQHLDRJ 

AHPFGIHIHQLNAFTGRQFHRQ 

QLLYLRQTFVVDIDHHHPRRLY 

AAVNGVIDSANAHRTCTRQQC 

NIAARFDAHAMLINILRGVIIGM 

ISTNNAAHRLCQRRRSKIRSRDT 

GNTQPKLMQI 



3803 



wo (n/075067 



PCT/USOl/08631 



StQ ID 

NO: 


StQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
UV/54U»217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknovvn, 
*=Stop codon, /^possible nucleotide 
deletion. \=possible nucleotide insertion) 


29424 


59792 


A 


29605 


242 


945 


NGCIVRGKTSGSTFICVAMSVA 

ASTVRR*CWLPGRKAAAWRTC 

WAPMT*AVMC/WSRLMYGAR 

LSLLVGCLVVVLSLIMGVILGLI 

AGYFGGLVDNIIMRVVDIMLAL 

PSLLLALVLVAIFGPSIGNAALA 

LTFAGLPHYVRLTRAAVLNCL 

APLIVQASLGFSNAILDMAALG 

FLGMGAQPPTPEWGTMLSDVL 

QFAQSAWWVVTFPGLAILLTV 

LAFNLMGDGLRDAfcDPKLKQ 


29425 


59793 


A 


29606 


1 


2433 




29426 


59794 


A 


29607 


1 


1383 




29427 . 


59795 


A 


29608 


1 


218 




29428 


59796 


A 


29609 


1055 


1873 




29429 


59797 


A 


29610 


3 


823 




29430 


59798 


A 


29611 


183 


1163 




29431 


59799 


A 


29612 


4375 


5125 




29432 


59800 


A 


29613 


1800 


2031 




29433 


59801 


A 


29614 


2 


848 




29434 


59802 


A 


29615 


886 


949 




29435 


59803 


A 


29616 


123 


315 




29436 


59804 


A 


29617 


34 


343 


HLCSYGRVYAADPYHHALAPA 

PTYGVGAN4NAFAPLTDAKTRS 

HADDVGLVLSSLQASIYRGGY 

NRFAPY*MTKP*KPSNVGRKEA 

FRGLSIAIHAVVHHFSNS 


29437 


59805 


A 


29618 


1 


305 


AAAYRGAHLRGRGRTVYNTFR 
AAAPPPPIPAYGGVVYQDGFYG 
ADIYGWMLHTATPSLPLPLPLP 
TVTVTDEFMTFSPLSPLTCSSPH 
LRRWCHECFCTFD 


29438 


59806 


A 


29619 


I 


2115 




29439 


59807 


A 


29620 


1 


273 


FFSRVVPPVDSYQAQA/MVDIVT 
ALGWNYVLTLASEGNYGESGV 
EAFTQISREIGYPSLFGIQGCLHE 
CFAILCQVVYQFLLLMQLSDAQ 
TVY 


29440 


59808 


A 


29621 


1 


405 




29441 


59809 


A 


29622 


1 


582 





3802 



wo 01/075067 PCT/l)S01/0«63l 



SEQID 

NO: 


SEQ II) NO: 
of peptide 
S6()ucnce 


Met 
hod 


SEQ ID NO: 
in USSN 

AQ/^n 717 


Nucleotide 
location of first 

f^fwtnn Tai* ffu^nfiflf 

sequence 


Nucleotide location of last 
codon for last amino acid 
of nentidf seatience 


Amino acid sequence ( X=Unknown, 
*=Siop codon, /=:po$sible nucleotide 
delelion, \=possibte nucleotide insertion) 


29416 


59784 


A 


29597 


2 


1114 


SGRRGFFVALPERSGVCQVVSi 

MFSFNMFDHPIPRVFQNRFSTQ 

YRCFSVSMLAWPNDRSDVEKG 

GKIIMPPSALDQLSRLNITYPML 

FKLTNKNSDRMTHCGVLEFVA 

DEG1CYLPHWMMQNLLL\EEG 

GLVQVESVNLQVATYFQELSSC 

YLPHW\LMQNLLL\EEGGL\VQ 

VESVQPFKWATY\SNFQPQSPD 

FLDITNPKAVLENALRNFACLT 

TGDVIAINYNEKlYELRVVMEm 

PAKPVSIH\ECDMNVDFDA\PLG 

YKEPERQVQ\HEESTEGEADHS 

GYAGELGFRAFSGSGNRLDGK 

KKGVEPSPSPIKPGDIKRGIPNY 

EFKLGKITFIRNSRPLVKKVEED 

EAGG RFV AFSG EGQSLRKKG R 


29417 


59785 


A 


29598 


15 


569 




29418 


59786 


A 


29599 


30 


525 


YCLHHFFFQVSLLVFAWCSEM 

HGNRQLWE\RTGEMGRRTPGL 

SWTAKSPIGR/RSLRSARVPRTV 

AHSQRAKGSHSLWVLRPQKRR 

CAGKSPPPSRLARSPRCPEPLVA 

LARQPLCVRRAGPEERARAQR 

RPPRVPPLLSQPGRALLLLLLRS 

SFLRSPASGSEQQP 


29419 


59787 


A 


29600 


1121 


1420 




29420 


59788 


A 


29601 


758 


1076 


LPMNRPPRWTGTILAPIIELLLE 

LQQKENMALGSRTHHGSSPNS 

GSAFCQMACCSSLKPAL*SGRC 

SQP*WLWMSPLSRIFS1SNSTSA 

SSSIGNAIRRRRSRPGP 


29421 


59789 


A 


29602 


632 


835 




29422 


59790 


A 


29603 


428 


1214 


FIAITVLPHWRSPQWYYPYWRG 

PVTA/LVRKVPAVAGERSSLWS 

VVGLIWKPGLGLALQGVGFAVI 

GTFVSLYFASKGWAMAGFTLT 

AFGGAFVVMRVMFGWMPDRF 

GGVKVAIVSLLVETVGLLLLW 

QAPGAWVALAGAALTGAGCSL 

IFPALGVEVVKRVPSQVRGTAL 

GGYAAFQDIALGVSGPLAGML 

ATTFGYSSVFLAGAISAVLGIIV 

TILSFRRGQETAHQPDQQRAAY 

DLQRSNRRVLPASPASACRCSD 

AHSR 


29423 


59791 


A 


29604 


1 


825 





3801 



wo 01/075067 



PCT/USOl/08631 



SEO ID 

NO: 


SEO ID NO: 
or peptide 
sequence 


Met 
hod 


SEQ ID NO: 
inlJSSN 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid scquenct ( X^Unknown, 
*=Slop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


29408 


59776 


A 


29589 


524 


1318 


NGCDSSGEKSGRQRRQPGTASG 

TSGIAERDSGKWSRKKREFKKS 

LVNEILGKVMYDQGNNVPQQT 

PSHHPNLEHCPPFPKGEAGAGA 

WLRLRGLGSYEGLPGCALCFFF 

PSRVLGLRRCEQQEIAGQQQGR 

DTQHGQQ/RSAEGRGRPG*GPG 

RTGPPAAQLPQSLRTTRRSRPW 

GRRQ*GRGR*PPQGLMRC*RRP 

HHTGWSPQNEKRQPGRSFQQH 

KSH ♦ RE/RiR/RARPVGQQ VKAK 

RSQQFDDECGEDVRQEHSSRRD 

RVAVKS 


29409 


59777 


A 


29590 


2 


394 




29410 


59778 


A 


29591 


353 


693 


GSLFLVKRREPER/QVQHEELTE 

GEADHSGYAGELGFRAFSGSG 

NRLDGKKESPSPIKPGDIKRGIP 

NHEFKLGKTPFIRNACPLVKKF 

EEDEAGGRFVAFSGEGQSLSKK 


29411 


59779 


A 


29592 


1 


561 




29412 


59780 


A 


29593 


725 


922 


VFKRVY1PFRSKLSSFFKCFP*W 

TALWEMLYAEEANPFSTIRILF 

QLEQPALGTSQYKILCLSST 


29413 


59781 


A 


29594 


2 


704 


WRGGSGSGGWESGRRGFFVAL 

PERSGVCQVVSIMFSFNMFDHP 

IPRVFQNRJSTQYRCFSVSMLA 

GPND\RJMPPSALDQLSRLNITV 

PMLFKLTNKNSDRMTHCGVLE 

FVADEGICYLPHWMMQNLLLE 

EGGLVQVESVNLQVATYSKFQ 

PQSPDFLDITNPKAVYLFQISGV 

LLDKGECAGECVCRLENALRN 

FACLTTGDVIAINYNEKIYELRV 

METKPDKAVSIIECDMN 


29414 


59782 


A 


29595 


1 


1680 




29415 


59783 


A 


29596 


1 


2220 





3800 



wo 01/()75(>67 



PCT/LSO 1/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ M) NO: 
in USSN 
UV/54U,Z 1 V 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 


Amino acid sequence ( X— Unknown, 
*-Stop codon, /^possible nucleotide 

(Iflcfinn \=nnccihfc niii^lf^oliflf* incprlinn^ 


29399 


59767 


A 


29576 


142 


442 


PKGVGRALAAFPQDRAPGPAA 
RHA*ASHPLHELLCGQSLPDKR 
HPLLQG AQSHRPPKG • G VQAQ 
GTGTGRQLHLQPWCGIHWVKP 
AGLLSSLGPRCFYKL 


29400 


59768 


B 


29577 


1 


2464 




29401 


59769 


A 


29578 


985 


1292 


WIPHRGCRWSCLPVLCRALTFL 

SPWVVDGTGCRGAGGGAHRG 

GSGRTGAHGVGGR/PQAWQAA 

GPEPCPMGRQVRPGEKSSAVPV 

GQPGWGTQYTLRSHWLGC 


29402 


59770 


B 


29579 


1 


2598 




29403 


59771 


A 


29580 


1 


2028 




29404 


59772 


A 


29581 


5917 


6355 


QEAQPEES ANDAQGDG PPGGK 
PQPQPEERSSCAQGVGPPGGQQ 
ESQDEERSSDAPEDGPPGGQQK 
PQPEERSSDAPEHDPPGGQQQP 
QPEERSSDAPEHDPPGGQQQPQ 
SEERSNDAPGDGPPGGQQQP*P 
EERSSGAPGHSSPDV 


29405 


59773 


A 


29586 


875 


2090 




29406 


59774 


A 


29587 


228 


505 


MLGRKPNHTSASRNTRLRHCSR 

ARAQVKRMRQQRREEREAKXR 

QPGTASGTSGIAERDSGKCSRK 

RGVQKVPG**NTRQSKLRPREQ 

CTTADP 


29407 


59775 


A 


29588 


188 


592 


AAPPRSPSYRMIRXTR*MLGR/E 

AEPHVCQQEHQVEALQHGQGP 

GETDATAAERR/RGRQRRQPGT 

ASGTSGIAERDSGKCSRKRGVQ 

KVPG* *NTRQSKLRPREQCTTA 

DP*TLSTFPEGRGTELEPGFDSG 

ASVLMRGCRAALSASSSPXQGP 

GPQEM*ATRNSWGRRQ*GRHC 

KLPVLITGLQGDVVEGVHVGC 

ASQEPLIQNDQEDEVDAWQKA 

EPHVCQQEHQVEALQHGQGPG 

ETDATAAERRAGGKDASLVQH 

LVPAVLLSVTQGSVPEKEEFKK 

SL VNEILG KVN YDQGNM VPQQ 

TLEHCPPFPKGEARSWSLASTP 



wo 01/075067 



PCT/USOl/08631 



SEQID 

NO: 


SEQ ID NO: 
or peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540^17 


Nucleotide 
location or Tirsl 
codon for peptide 
sequence 


Nucleotide Incation of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X-Uoknovvn, 
*=Stop codon, /=possible nucleotide 
deletion, \-pussible nucleotide insertion) 


29391 


59759 


A 


29568 


195 


1899 


GSASGVVRSSRWARGLAGFRS 

EAADLHSECYSS'KQCGPKD'A 

EARFIAKSEGTKLPQCGRGPH*! 

QRfSTSPPDSGAQLASPSGSRTR 

AAGGAACQSWCRAP/STPQPLG 

GRWDWAPWSRGWRSSGTSGR 

TGAHGAGGR/PQAWRAAGPQP 

CPAGRQLRPETLKQNIILSLIQCI 

GASLVPTGTAELEPSPSLQLRGT 

TDA AQAIKN EFARVQKRNLCR 

RG PlCFEGDAifS WFFEKIN KIDR 

RLARRIKKKREKNQIEAIKNDK 

GDITTDPTEIQTTIREYYKHLYA 

NKLENLEEMDKFLDPYTLPRIS 

QEEVESLNRPITGSEIEAIINSLP 

TKKSPAPDGFTAEFYQRYKEKL 

IVLEVLARAIRQEKEIKGIQLGK 

EELKLSLFADDMIVYLENPIVSA 

QNLLKLISNFSKVSGYKINVQK 

SQAFLYSNNRQTESQIMSELPFT 

lASKRlKYLGIQLTRDVKDLFKE 

NYKPLLNEVKEDTNKWKNIPC 

SWIGRINIVKMAILPKIEKQTWN 

NSQTLQCQPFCESDVCTSTLQIQ 

ERFEVAPLHKKALSSEEITIDKT 

DPSPAIEELTV 


29392 


59760 


A 


29569 


77 


640 




29393 


59761 


A 


29570 


384 


746 


APWSRGWCSSGRLGLHRSPWS 

GWEAQAWRAAGPEPRPAGRQL 

GAMSCKVETGT*DSEQRHRFG 

ESWGHPWAGAQPTGPVLSGIL 

NVLSSFSVLALPRPTGWPRPCS 

AASPSRCPAQSHQH 


29394 


59762 


A 


29571 


189 


545 


GLSCLPAGQGSGPAARHV*ASH 

PLHGLPCGPSLPNEHHPLLHGA 

QSHRPPKG*GMQAHDAGLAGS 

STCSPG AGSTR* SQLGS* VCCTG 

RLVGTQQLRPESG*VSQPSPRL 

WAAAEGSC 


29395 


59763 


A 


29572 


87 


374 


A YSSQLGESRRYSLDQCL AK* 1 

CEGRTCIFEEPCNCSSLYVRSNG 

GNHSHSTTTFKYNGSNWIPRW 

QGPSGSTQPSKARRPVAFSQGN 

CAMEKGN 


29396 


59764 


A 


29573 


1 


2453 




29397 


59765 


B 


29574 


182 


1356 




29398 


59766 


A 


29575 


28 


340 


IWISIGGFLFGCNFLFGAVLCFS 

LGLSCLPVEQGSGPAARHA»AS 

HPLHGLLCGRSLPDEHRPLLHG 

AQSHRPPKG*GMRAHGAGLAG 

SSTCSPGAGSTRNREN 



3798 



wo 01/075067 



PCT/lJSOl/08631 



SEQID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 


Nuclcolide 
location of first 

kouon lor pcpiiuL 
sequence 


Nucleotide location of last 
codon for last amino acid 


Amino acid sequence ( X^Unknown, 
*=Stop codon, /=possible nucleotide 

tf1^il*tinn Vsnnccihir niipli*Ati(lp inc^rtiAii^ 

UCIWVIt/ti, t^UU^^fVIC iiuddflluc 1119CI 


29385 


59753 


A 


29562 


327 


890 


VMRJQVLLYYLRFADQGTGFH 

LVLCLRHTAGVQ*SWDS*SGLT 

PELV/HLDGSHV/LAASPRGSPG/ 

SPK*MGA1X?RSSESSPGPQPGG 

PRAEGPHH1QEAPRSA*AQGAG 

AEAARLGAGQASGCQSTRRPA 

GSRREPGVSLDGGHRAVVGIQF 

QAPSRRAAWGHPLHDAPGRRL 

MSRQLLTPRRRRH RGD 


29386 


59754 


A 


29563 


609 


972 


HPGQWLRKVYWVPQQCRPTG 

AVLDFSPGCSCfcPAGQQSGPAA 

RHA*ASHPLHGLLCGPSLPDEH 

HPLLHGAQSQRPPKG*GMRAH 

SAGLAGSSTCSPGAGSTR*SQL 

GS*VW*GRGESLCL 


29387 


59755 


A 


29564 


1 


2715 




29388 


59756 


A 


29565 


3 


644 


KMPASPLPSAIVfNGSLLRPPQKQ 

KLLHFLYSLQKGISPNAIPPHSP 

HPTTAPVYSSQCERRRRQVISAF 

PT/GD*SLHSN*E*QGGVEGEAP 

AGTWAVRGA*GPAGVPGGRGL 

GGLRTRSSWPALLAPGRQGSGP 

AARH/GLSLPQPPWAPVQPEPP* 

GAPPPAPRRPVPSATQGLRSAS 

ARRRTGRQLHLQPPCGIHLVKP 

AGLLSLVGTWRVFMS 


29389 


59757 


A 


29566 


i 


470 


MGQPLLLVRDSGGLQLWQKV 

KGEPVQQHERRI I PPAREEK VK 

RSPAGPPPSGGLDSSRHKIPSHE 

QA/SGVQPACRTNHQPRGIWCS 

PSLPDEKCPLLHSAQSHRSPKG* 

GVRAHGVGLAGSSTCSPSAGSN 

G*SQLGS*V*NKGR*IYPRTGRC 


29390 


59758 


A 


29567 


777 


1063 


QLPPPSVFPTTPKTELVLGTPGH 

GQPHRGGHESSDSAGGHLP/LR 

ALRSGWDPSPPSSVCATPTSSGL 

SSTPQLPLHQRTSSSTASWSPG 

WGMGSC 



3797 



wo 01/075()67 



PCT/USOl/08631 



SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540^17 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Onknovvii, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


29368 


59736 


A 


29544 


175 


355 


FSQQLLGQAD**SFLL\GCSRLL 

TAVSRPKRPGEAGITPRVRCLLS 

NMKDILVASKFWQL 


29369 


59737 


A 


29545 


482 


1196 




29370 


59738 


A 


29546 


196 


818 




29371 


59739 


A 


29547 


170 


370 




29372 


59740 


B 


29548 


147 


257 




29373 


59741 


A 


29549 


1 


1278 




29374 


59742 


A 


29550 


2 


152 




29375 


59743 


A 


29551 


2 


187 




29376 


59744 


A 


29553 




915 




29377 


59745 


A 


29554 


62 


430 


RQQDELALIAETLKCVDH*LSL 

DVLPRGCA*HRELCIHDLLKGN 

PLRRNILAG*TQERMQLOVESQ 

SIPEEILGLQPQLGPMGGLWNV 

RFLLIPTVLWGFHCSQERAFPR 

KLQVKSFPVAQG 


29378 


59746 


A 


29555 


149 


381 




29379 


59747 


A 


29556 


1 


656 




29380 


59748 


B 


29557 


146 


1320 




29381 


59749 


A 


29558 


629 


1417 


WCASHWGSGHAARHA*ASHPL 

HGLLCSPSLPEEHHPLLHGAQS 

HRPPKG*GM*AHGTGLAGSSTC 

SPAQGL*iHOSAPCV*LKVCECT 

NRHSVSSCSDEDVCICSLCLGQ* 

GP/ECI*CRJFLGPFNRLIEGAPH 

L/CRSAMLNPLQEGAREQASAR 

SGWLLRLLTQEQLLCRACIQTR 

RDREGKTRHRKGTPEIGKGRAF 

WKKSLKIILILFNCLRYWNAYM 

EIWVPALTGIPPNVTVNYATSSS 

KDSRTDGRVDLLMAVTDGM 


29382 


59750 


A 


29559 


318 


608 


ISQARRAAPWGPVQPEPSR*APP 

PASGHPVPSTTQRLRSAGARRG 

TGGQLHLQPRCGDPLGETSWA 

PESRRSAASLLKPARPRAHWEE 

QTTPDALL 


29383 


59751 


A 


29560 


88 


564 


SCLPVLRRALAFLSPWVVDGTG 

RRGAAGGGRWGGSGRTGAHG 

VGGRLRHGGLQVPSPALQEGS* 

GSVRNRAQ\PGGLALLGDPVHP 

LQPLARVLSPSLPG/DQQGWPA 

APSVGPTKPTPTRNSSWPPSAA 

HSPGSCSCLSLHTSLESCRCPSIN 

TSLHKHA 


29384 


59752 


A 


29561 


3 


339 


RYKDSPRPHQTQEPSWLHLVDP 

APRLQVELPASPALCARIPQPLG 

G\HGTGRRGQGAALVGEARAG 

LPSLPSFFFSFLLSFLSFFLPSFPL 

FFSLFFPFCPV>4CGEQCPIGKM 



3796 



wo 01/075067 



PCT/USOl/08631 



SEQID 

NO: 


SEQID NO: 
of peptide 
sequence 


Met 
hod 


SEQ 10 NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /"^possible nucleotide 
deletion, \=possible nucleotide insertion) 


29349 


59717 

• 


A 


29524 


33 


3339 


TDQAKVDNQPEKLVRSAEDVS 

TVPTQPDNPFSHPDKLKRMSKS 

VPAFLQDESDDRETDTASESSY 

QLSRHKKSPSSLTNLSSSSGMTS 

LSSVSGSVMSVYSGDFGNLEVK 

GNIQFAIEYVESLKELHVFGAP 

VEGLNSSGWKKTGVIPY* KG\Y 

LLPNKGQMGKKKTLVVKKTLN 

PVYNEILRYKIEKQIL^TQKLNL 

SI WHRDTFKRNSFLGEVELDLE^ 

TWDWDNKQNKQLRWYPLKJIK 

AKALQRFQLKAMGNS 


29350 


59718 


A 


29525 


946 


1183 




29351 


59719 


A 


29526 


2048 


3359 




29352 


59720 


B 


29527 


1 


300 




29353 


59721 


A 


29528 


1 


1495 




29354 


59722 


A 


29529 


1 


2769 




29355 


59723 


A 


29530 


450 


3061 




29356 


59724 


A 


29531 


421 


1464 




29357 


59725 


A 


29532 


238 


930 


RLSLVSSHCGTILSSEVVCAPPT 

AYIDFARQKLDPKIAVAAQNCY 

KVTNVAFTGEISPGMIICDCG/AT 

WVVLGHSERRHVFGESDELIGQ 

KVAHALAEGLRE*FACIG\EKL 

DER\EAGIH*GRLFFEQTKVIAD 

NVKD\WSKVVL\AYEPLLA!GT 

CKTSTPQQAQEVHEmRGWLK 

SNVSDAVAQSTRI1YGG\SVTGA 

TCKELASQP\DVDGRLVGGASL 

KPEFV\D1\1NAKQ 


29358 


59726 


A 


29533 


1 


929 




29359 


59727 


A 


29534 


3 


623 




29360 


59728 


A 


29535 


_) 


202 




29361 


59729 


A 


29536 


1 


1046 




29362 


59730 


A 


29537 


1 


1320 




29363 


59731 


A 


29538 


1 


1052 




29364 


59732 


A 


29539 


922 


1245 


NRCLGNSFKCFLCILQVGRAHA 
FLLCSDFMPCEAVCSSIIYSFIPV 
TKTQGAAPHTRVAHSLTPDPKPS 
CCCCCCPRPGEDPGHMCVVWP 
WQPS V I Y AK Y WTYEH AQ W 


29365 


59733 


A 


29540 


3 


130 


RPEPEGRGC*G1LGGGGGAGPS 
GHYALQEAQETSQSGRESQA 


29366 


59734 


A 


29541 


1364 


1916 




29367 


59735 


A 


29543 


1 


451 


ALPAPRRKVGLNLAPVTEPRDQ 

PWAMIIDVFSVRYSGSVEGSTSDP 

♦PKGEVLKVLMDKELPRLSLQS 

GKDKDAVDKLVLKJDPGRPMGD 

AQGGTFSEVHPCSVAAmSA\C 

HKYF\EKAGLKLMPWEMFTDF 

LGQSIGSQGFPKMFCLGIYFP 



3795 



wo 01/075067 



PCT/USOl/08631 



SEO ID 

NO: 


SKQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540^17 


Nucleotide 
location of first 
codon for peptide 

c^/i i 1 A n A 
aCtJ IIClll-C 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X-(Jnkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, V=possible nucleotide insertion) 


29336 


59704 


A 


29511 


1 


1497 




29337 


59705 


A 


29512 


199 


766 


EEPTSSCHPNISSRAVPEECKMF 

ACAKLAMRPPSLIRAGSRV\AY 

RP1S\ASVVISTQRLSRTG\EGST 

G I * MGPQNG VS\QLI PKGSFQTS 

CNQAGGHLITGCQIYLGAGCLQ 

Q*GVGWFLVAGIGNSLLGKPYP 

LGYGOKTLSPESOOLVPP*rYP 

GDFALALKL1CAMGL\FC\1 MVA 

FLILFADVTEITA 


2933»-^' 


59706 */ 


A - 


29513 


427 


840 




29339 


59707 


A 


29514 


1 


477 




29340 


59708 


A 


29515 


45 


344 


PKGT V 1 DL EKRRQ* DGTLLC\RR 
CGS*GLPTFKKSTCGKCGYPAK 
RKR KYN WSAKA KRRVNTFGTfi 
RMRHLKIVYRRFRHGFREGTTP 
KPKRAAVAASSSS 


29341 


59709 


A 


29516 


1 


668 




29342 


59710 


A 


29517 


649 


992 




29343 


59711 


A 


29518 


1 


2994 




29344 


59712 


A 


29519 


-\ 
-> 


486 




29345 


59713 


A 


29520 


2 


898 


NSRVDDFVCPRSRRSKRDLIEFS 

CRJILFPLPSLPPRISFHPSPTLAR 

VRIGGAVRRPHQSHSiSSSSFGA 

EPSAPGGGG\SPGSLPRPWGPKS 

CSSSLCGARS*FFWRDVKN\TGL 

VFGVTTLIMLLSLGSFSVSSVVV 

S\YLILGFSSSVHHQLSGI*QSSVI 

PSCNRKJFRKKGHPFQKPNWNV 

DITLSSKSFSINNMNAAMVHIN 

RALKUIRLFLVEDLVDSLKLAV 

FMWLMTYVGAVFNGITLLILAE 

LLIFSVPIVYEKYKTOIDHYVGI 

ARDOTKSIVEKIOAKLPGIAKK 

KAE 


29346 


59714 


A 


29521 


24 


93 




29347 


59715 


A 


29522 


2146 


2313 


VSSIFFMSMKLGFFFTOVANIIS 

VAWNLVFCIRFLENTVGIVTI*R 

RCPIPFSWAF 


29348 


59716 


A 


29523 


1 


4368 


mlfsylekyfyvadelshcvep 

epsqvpggssrdrqqgkppplp 

alkaktssrsgpyateikkstd 

dsifkvldwfnrssysddnk/li 

pptsprmrvqrknr\pk:sqvav 

dlvtddttlrengsktlspskje 

lkpvrsdspfqaegdmlvsesc 

qdnnvnikskfmnlsqkgtpk 

EGPGILQPFESYGTPSQGSKNM 
DYSQDSKSPGKGNGASPSNSNY 
SYSVLKESDAENQVPCNTNNIG 
NLGEEEPKFHAH 
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PCT/USO 1/08631 



SEQIU 

NO: 


SEQ II) NO: 

ofpcpCide 

sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,2 1 7 


Nucleotide 
location or first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=IJnknown, 
*-Slop codon. /^possible nucleotide 
deletion, ^possible nucleotide insertion) 


29326 


59694 


A 


29501 


1006 


1118 


rskypnlvslcpsplfpr.pdlls 

lwpnplflhpnllylcapipyfh 

aptsylctptpyfhdptpfplfw 

kelatcagnlatgtrnagspg 

fllsrvpsvwdptenrtvqlt 

wqplpeplelwpka/hltdsfp 

dllglaa\ed*hctiaseap*ti\ 

tdaelwvtl\tvegkpfpflint 

eathstlpffq\gpvslasmvv 

gidg\qa\skplktpq\lwcqh* 

tirrfkhsflvip\tcqvpli;g\e 

dtltklsasltipglqlyliaal 

lpnpkpplrpplvspdlnpqv*d 

igvewgkgd 


29327 


59695 


A 


29502 


6958 


7935 




29328 


59696 


A 


29503 


1 


486 




29329 


59697 


A 


29504 


1 


492 




29330 


59698 


A 


29505 


2 


502 


RRAHACARRRRK.KEMLGVNVL 

TSHSSQERMKLTFKKKAVNFA 

DAAAAQGPLLPAMVNPTMFFH 

lAVDGEPLGCVSFEVRGLESKK 

♦LLI*SIKLC*Q1G\LFADKVPKT 

AENFHALSTGEKGFGYKGSCFH 

RIIPGFMCQGGDFTRHNGTGGK 

TSKXITIADCGQLE 


29331 


59699 


A 


29506 


2 


727 


NRVLLAMVNPTVFFDIAVDGEP 

LGRVSFEVRGLDTKK* LLI * SIK 

LC*Q1G\LFADKNAPKPAENFR/A 

L*SIEEKGFGL*GVPCFHR\!IPGF 

Y VSRGGDFTPP* MAPGGQVHL 

MGKKFER*RTSSLKHTG\PGHL 

VPWANAWTQTQMGSQFFICTA 

\K'nEWLDGK\HVVVLAKVKER 

HEILWEAMXERFWVPGNGKTyS 

KKIISIADCGQLLISFDLCFYLNH 

QDHSLLCSPLRESTPLPH LLAGS 


29332 


59700 


A 


29507 


1 


380 


LCCSPCRRRLLGREEAGEEPTSP 
VTQYLQPRSPEECKMFAC A KL 
ACTPSLIRAGSRVAYRPISASVL 
SRPEASRTG/EGAATVGVAGSG 
AGIGTVFGSLIIGYARNPSLKQQ 
LFSY A I LGFALSEAMG 


29333 


59701 


A 


29508 


76 


385 


EEPTSPVTQYLQPRSPEECKML 

ACAKLACTPSLIRAGSRVAYTP 

TSASVLSRPEASRTGEGSTAFN 

GAQNGALHLMQRELHTSAIRRD 

IDTAVCKPIGCSAATE 


29334 


59702 


A 


29509 


2 


230 




29335 


59703 


A 


29510 


242 


427 


SAPDLTCNSKTWKNGRllCFHP 
ASLVSLY*QPQLASWTMKKQD 
ENTQEGKSWDSFSRDVIHI 



3793 



wo 01/075067 



PCT/USOl/08631 



StQ ID 

NO: 


StQ ID NO: 
or peptide 
sequence 


Met 
hod 


SKQIDNO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid , 
of peptide sequence 


Amino acid sequence ( \=Unkno\vn, 
*=$top codon, /^possible nucleotide 
deletion, \=pos5ible nucleotide insertion) 


29315 


59683 


A 


29490 


1 


704 


AALLALGPRNPWTLWTPLTPN 

YPDRQPWTDKHPDLLTCGRCL 

QTFPLEAITAFMDHKKLGCQLF 

RGPSRGQGSEREELKALSCLRC 

GKQFTVAWKLLRHAQWDHGL 

SIYQTE\QRPRRPRSWAWPRWL 

QPCRQWWGQQLRPRAPV/HSG 

SGLTRRSPTCPVCKKTLSSFSNL 

KVHMRSHTGERPYACDQCPYA 

CAQSSiCLNRHKKTHRQVPPQSP 

LMADTSQEQASAAPPEPAVHA 


29316 


59684 


A 


29491 


3 


1605 




29317 


59685 


A 


29492 


I 


453 




29318 


59686 


A 


29493 


2 


128 




29319 


59687 


A 


29494 


1 


543 




29320 


59688 


A 


29495 


39 


1092 




29321 


59689 


A 


29496 


165 


439 


PPRQAKMQNLAAPGSHSQSPW/ 
TLRPKAL* LTPSQIFS A * RLKTD 
TARSPRKPPSFQGPVSLASITVV 
GIDGQASKPLKTPQLWCQLRQ 
YSFK 


29322 


59690 


A 


29497 


1 


281 


VSDHAGTPALVLHP*RQVPLF* 

GRGKYPSTPSPSPLAELATSAR 

NLTTRPRNACSPGFLPSRVPSVR 

DPTGNRTVQLTWQPLPEPLEL 

WPKAL 


29323 


59691 


A 


29498 


1 


542 


MRAPPKSGQLQHCRPSRGALRS 

GDLPWEINPLSSCSLLHEKDPP 

MTSGPQTNQPKEHLTNFKSGV 

RP/LQGRLPWSFTLSGKSRFSGE 

GASTPTPYIS/GAPIPYFRTPTSY 

LCAPIPYVRTPTSYLCALTPFPL 

FWRHIRTSKRLN/LQQPGIPPEPP 

PPG/CLLQVPEI*PPGQGMPAAQ 


29324 


59692 


A 


29499 


I 


1044 




29325 


59693 


A 


29500 


596 


833 


LLLDLPAED*CCLIASEAP*T1TD 
AEL*VTLTVEGKSVPFLINTEAT 
HSTLPSFQGPVSLASITVVGIDG 
QASKPLKNE 
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SEQ ID 

NO: 


SEQ ID NO: 
or peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 


Nucleotide 
location of first 
coiion lor pcpiiiic 
sequence 


Nucleotide location of last 
codon for last amino acid 


Amino acid sequence ( X=Unknovvn, 
*=Stop codon, /=posstble nucleotide 

dplptinn V=rwiccihlp niirlmliilA incprliAn^ 


29308 


59676 


A 


29483 


13 


945 


NRGPAGVPAAAAMQKYEKLE 

KIGEGTYGTVFKAKNRETHEIV 

ALFCRVRLDDDDEGVP\SSALRE! 

CLLKELKHKNIVflLHDVLHSDK 

KLTLVFEFCDQDLKKYFDSCNG 

DLDPEl\VKSFLFQLLKGLG\FCH 

SRNVLHRDLEAPATWLINREW 

GSWKLG\DFGPGVRAFWGFPV\ 

RCYSAEV/VSHLW\YRSPDV\LF 

GAKLYSTSIDMWSAGCIFAELA 

NAGRPLFPGNDVDDQLKRIFRL 

LGTPTEEQRPSMTKLPDY KPYP 

MYPATTSLVNVVPKLNATGRD 

LLQNLLKCNPVQRJSAEEALQH 

PYFSDFCPP 


29309 


59677 


A 


29484 


92 


265 


SFELFADKVPKTA/WLDGKHVV 

FGKVKEGMNIVEAMERFGSRN 

GKTSKKITIADCGQLE 


29310 


59678 


A 


29485 




1225 




29311 


59679 


A 


29486 


1 


864 




29312 


59680 


A 


29487 


1 


1413 . 


MVNPVFFDITVDGEPLGRISFEL 

FADKVPKTTENFRALSTGQKGF 

GCKSSCFHRIIPGFMY/QGGDFT 

RHNGTGGKSI\HG EKFDDEN FI L 

KHTGPGTLSMAIAGPNTKGSQL 

FIYTAKSEWLDGKHVVFGKLSR 

GDSLKEPTSIAESSRHPSYRSEP 

SLEPESFRSPTFGKSFHFDPLSSG 

SRSSSLKSAQGTGFELGQLQSIR 

SEGTTSTSYKSLANQTRNGSLS 

YDSLLTPSDSPDFESVQAGPEPD 

PPLGYTSPFLSARLAQQREAER 

HPRLVPTGPTHREPSPVRYDNL 

SRHIVASLQEREKLLRQSPPLPG 

REEEPGLGDSGIQSTPGSGHAPR 

TSSSSDDSKRSPLGKTPLGRPAV 

PRFGKPDGLRGRGVGSPEPGPT 

APYLGRSMSYSSQKAQPGVSET 

EEVALQPLLTPKDEVQLKTTYS 

KSNGQPICSLGSASPGPGQPPLSS 

PTRGGVKKVSGVGGTTYEISV 


29313 


59681 


A 


29488 


1 


3126 




29314 


59682 


B 


29489 


46 


114 





3791 



wo 01/075067 



PCT/US01/(>8631 



SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540^17 


Nucleotide 
location of Tirst 
codun for peptide 
sequence 


Nucleoridc location oriast 
codon for Inst amino acid 
of peptide sequence 


Amino acid sequence ( \=Unknown, 
*=Slop codon, /^possible nucleotide 
deletion, V=possible nucleotide insertion) 


29296 


59664 


A 


29471 


611 


1215 


RWCVWSLFLQMiyEMCPEFLPS 

GGFVVSLTSGVKLQTFTVNVTA 

HKGSVDPKRVKLKTLAVSVTA 

LKAACLELFLLPGGFVVFAGFR 

SEAADLCAEGASSGLGQPREGL 

PRCSGGLKGSSSAARMGAEAK 

GAPRASQGCEGRHHAVTSHRS 

DMGEEEGESQRYLSCPQPSCPl 

NLLQEDASKVlVFAESGITsIPDSV 

LDLIMLH 


2^297- 


59665^ ' 




29472' 


335 


453 


KYIWNVNLQHSVSMLL*F1TS*L 
SGMDSLFPAAHCV 


29298 


59666 


A 


29473 


1 


1041 




29299 


59667 


A 


29474 


-» 


874 


TEGQKNLIVEVTSNDAVRFYP 

WTIDNKYYSADINLCVVPNKFL 

VTAEIAESVQAFVVYFDSTQKS 

GLDSVSSWLPLAKAWLPEVMI 

LVCDRVSEDGINRQKAQEWC! 

KHGFELVELSPEELPEEDDDFPE 

STGVKRIVQALNANVWSNVVM 

KNDRNQGFSLLNSLTGTNHSIG 

SADPCHPEQPHLPAADSTESLS 

DHRGGASNTTDAQVDSIVDPM 

LDLDIQELASLTTGGGDVENFE 

RLBSKLKEMRDKAATLPHEQR 

KVHAEKVAKAFWMAIGGDRD 

EIEGLSSDEEH 


29300 


59668 


A 


29475 


1 


1773 




29301 


59669 


A 


29476 


1 


1023 




29302 


59670 


A 


29477 


2 


616 




29303 


59671 


A 


29478 


1 


972 




29304 


59672 


A 


29479 


1 


339 




29305 


59673 


A 


29480 


3 


441 


PLTCTSRAAAAMHKYEKLEKIG 

EGTYGTVFKAKNRETHEIVALK 

RVRLDDDDEGVPSSALREICLL 

KELKHKNIVRCAGGGCSLPVW 

PLGGGGG*HWTSVRRTCLAEPF 

FCPRLHDVLHSDKKLTLVFEFC 

DQVKGGVWRTVALGR 


29306 


59674 


A 


29481 


1 


843 




29307 


59675 


A 


29482 


1 


873 





3790 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
uv/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Slop codon, ^possible nucleotide 
deletion, \=possible nucleotide insertion) 


29278 


59646 


A 


29453 


1 


599 




29279 


59647 


A 


29454 


1 


504 


MWNCLTNKLLFQESLQKTATR 

LSAFSWEEAKVQLSWVVLNLA 

TSAMLPKFYPNEIKVTYLRCTG 

DEVGATSVLAFKISPLGLSSA^K 

ALKEPPRARKKQKT!KHSG\NIT 

FDEIVNVAQHMWHRSLARELS 

GIIKEILGTPQSVGCNVDGCHPH 

DIIDDINGGAVECPAN 


29280 


59648 


A 


29455 


I 


1269 




2928r 


59649--^-^' 


A^ 


29456 


434 


655 


PFSSPASSSGR*KTTSFPAKL-FN 
ACRISLLASAEVNPNISAYLAT 
WISQJPSCSCRVPSDFLIWSTNR 
YSIRF 


29282 


59650 


A 


29457 


1 


801 




29283 


59651 


A 


29458 


2 


722 


GRVGGGGQGANYLRVVPESGV 

YSTPSRLPPLPPKVRPPTRPKSV 

YLEVAPKGE\VGA\TSALGPQRI 

GP\LGPVSICKKLG\DDISKA\TG\ 

DWKGP*GITVKLTVIQNRQAQD 

*GGCLSASALIIKALK\EPPRDR 

KKQKNIKHSGNITFDEIVNIVAR 

QM\RHRSL\ARETLWNHLKRSL 

GTAQSVGCNVDGRHPHDIIDDI 

NSGAVECPAVSDIFJVTVGVKG 

GPPSVFTEISWEVLEMVTGGVG 


29284 


59652 


A 


29459 


1 


330 




29285 


59653 


A 


29460 


J 40 


214 




29286 


59654 


C 


29461 


181 


381 




29287 


59655 


A 


29462 


427 


957 




29288 


59656 


A 


29463 


3 


241 


WLRAERAPEGSPETKGS\PPPPP 
RSVLHLSA\SSPGLRPPEGL*TC 
RGSPSADSPRRGKHGGKTTHLV 
SWLSOQKIPMAR 


29289 


59657 


A 


29464 


122 


473 




29290 


59658 


A 


29465 


I 


771 




29291 


59659 


B 


29466 


1 


1017 




29292 


59660 


B 


29467 


1 


2568 




29293 


59661 


A 


29468 


1680 


1899 


NASRMSAGGRTAQNAD*LSE*I 
SQ*PQQRYECRDNQQPLDQLA^/ 
EQFIQTLEKAITQHRQQLNQWT 
QKVDIARRR 


29294 


59662 


A 


29469 


1343 


1714 




29295 


59663 


A 


29470 


321 


2645 





3789 



wo 01/075067 



PCT/USOl/08631 



SEQ ID 


SKQ ID NO: 


Met 


SEQ ID NO: 


Nucleotide 


Nucleotide location of la«kl 


Amino acid sequence ( X=Unknown, 


NO: 


of peptide 


hod 


inUSSN 


location of first 


codon for last amino acid 


*=Stop codon, /-possible nucleotide 




sequence 




09/540,217 


codon for peptide 


of peptide sequence 


deletion, \=possibte nucleotide insertion) 
















29252 


59620 


A 


29427 


1 


1774 




29253 


59621 


A 


29428 


3 


184 


MSENMRCLVFCPCDTLLRMMV 














SSFIHVPPKDMMSIFSICLSAASI 














SSL*ASVCSYPSLNF 


29254 


59622 


A 


29429 


667 


834 




29255 


59623 


A 


29430 


1 


738 




29256 


59624 


A 


29431 


39 


230 


QMAQHLPHLVFGSHSGSLWEL 














LSH*VYLL1LSLPPPHTPQQAPV 














WDVPLPVSKCSHCSIPTYK 


29257 


59625 


A 


29432 


985 


1205 


IPGSRGKNWVVTGTGQGCHRG 














PAESDGPAG\GARHWEQPPA'^Y 














LVLFLCSQRRWPGRQQRGQSG 














RSWPSVRAAP 


29258 


59626 


A 


29433 


339 


592 


PLQAWGPSLCS*AIGTPSRKPSP 














STAHVKHRRLCIPTRRGFSSDN 














WDPVSSPTCNDARQLHAQVDL 














E 1 P VRTCS V WFFVLV 1 VC 


29259 


59627 


A 


29434 


633 


894 


FA EN DG FQLHPCPFFQG S* LLCI 














GLAHAPLAQRSLLLSTF*CLLLS 














IHQTHSPSSFCPLLARSCDPLEE 














KRHSGFRNFQPFCSGFSS 


29260 


59628 


A 


29435 


517 


603 




2926! 


59629 


c 


29436 


1 


1188 




29262 


59630 


A 


29437 


1 


1722 








A 


294'? 8 


1064 


1330 


MCGIISRGSVI FHWSISI FWYO 














YHAVLVTVVL*YSLKSGSVMPP 














A LFF WL RIDS A M R A LP WFHMN 














FKVVFSNSVKKVIGSLIVfGMAL 


29264 


59632 


A 


29439 


1 


1308 




29265 


59633 


A 


29440 


162 


377 


YSHCSIYTRKIQFLCCPSIKTHL 














GTNLTS*TFFT*VN1ISIYLEASLF 














FSFLDLGRADKGSSLTGVRSIIT 


29266 


59634 


A 


29441 


1 


480 




29267 


59635 


A 


29442 


731 


850 




29268 


59636 


A 


29443 


531 


845 




29269 


59637 


A 


29444 


11 


649 




29270 


59638 


A 


29445 


1 


2433 




29271 


59639 


A 


29446 


1247 


2420 




29272 


59640 


A 




29 


94 




29273 


59641 


A 


29448 


1637 


1830 




29274 


59642 


A 


29449 


3769 


4263 


RGGRRSSTSGKGTAGCPQSPCF 














CRCSTLRRTAASPGISPPCPKICS 














CSPLESIWMSNGLCRSCPPSEDS 














TCGC*GCCCCCCCCCCCCCCCR 














RRCPSLGSDAGTELETQRPGAG 














TG PG PT V A PATFLQSRRLM VGA 














GTPTLGVRTPGFGLQLGFFYWL 














EDVERDTS 


29275 


59643 


A 


29450 


492 


585 




29276 


59644 


A 


2945! 


2909 


3174 




29277 


59645 


A 


29452 


1 


1617 





3788 
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SEQ II) 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 


Nucleotide 
location of first 

sequence 


Nucleotide locntion of last 
codon for last amino acid 

Arrwnfiflp c^niirnrf 


Amino acid sequence ( X=Unknown, 
^^'Stop codon, /-possible nucleotide 
deletion, V^possible nucleotide insertion) 


29232 


59600 


A 


29407 


1 


1483 


MFVLADFGHTRJITNRSLGHNIL 

PARIAPDAIMKV/LSGFFSREVQ 

LRWVGPQMTRRVKRHNTVPLS 

FADGYPYLLANEASLRDLQQR 

CPASVICMEQFRPNLVVSGASA 

WEEDRWKVIRIGDVVFDVVKP 

CSRCIFTTVSPEKGQKHPAGEPL 

KTLQSFRTAQDNGGGEGEARA 

ANTGATHRGRHRSPSAVRYRD 

RLNMYVLRRMDLLYRVKTLW 

AALRGTMHYTWPAIDITLPGNRH 

FHLIGSIHMGSHDMAPLPTRLL 

KKLKNADALIVEADVSTSDTPF 

ANLPACEALEERISEEQLQNLQ 

HISQEMGISPSLFSTQPLWQIAM 

VLQATQAQKLGLRAEYGI DYQ 

LLQAAKQQHKPVIELEGAENQI 

AMLLQLPDKGLALLDDTLTHW 

HTNARLLQQMXRAGGWSVKEG 

REKEYFQSPRGWGRSLMPSLGI 

1 1 RPP* RKPKNTENRRCISAS VTS 

EKEAPETINQYKAAVRRPFLFL 

ATALAQSEVRVCIAWTN 


29233 


59601 


A 


29408 


2 


1406 




29234 


59602 


A 


29409 


I 


1818 




29235 


59603 


A 


29410 


441 


583 


GVYRFPWRFSSAGYGRSGLLV 
QVEPRLDA*HPGLHEARPGLSS 
VSSR 


29236 


59604 


A 


29411 


835 


1143 


RQLPVSLYVRAVAFENGCFGSC 
SVGG*GPPAARLGEEQVRGGSS 
SPCIIRAPRRLHSFLLLLLLLLLL 
LLLLLLLLLLLLFHLSSSSSFSST 
SSSSSCSRSFM 


29237 


59605 


A 


29412 


3 


1487 




29238 


59606 


A 


29413 


149 


534 




29239 


59607 


A 


29414 


1002 


1145 


GVYRFPWRFSSAGYGRSGLLV 
Q VEPRLD A* H PG LHE ARPG LSS 
VSSR 


29240 


59608 


A 


29415 


2 


289 




29241 


59609 


A 


29416 


1 


919 




29242 


59610 


A 


29417 


329 


405 




29243 


59611 


A 


29418 


48 


268 




29244 


59612 


A 


29419 


2 


4625 




29245 


59613 


A 


29420 


I 


867 




29246 


59614 


A 


29421 


1 


684 




29247 


59615 


A 


29422 


409 


543 




29248 


59616 


A 


29423 


1 


1128 




29249 


59617 


A 


29424 


2 


664 




29250 


59618 


A 


29425 


3 


202 




29251 


59619 


A 


29426 


222 


296 


RSPRD* LPFKFSDPSLQSLKRGH 
S 



3787 
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PCT/USO 1/08631 



SEQID 

NO: 


SKQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 

inUSSN 

09/540,217 


Nuclcdtide 
location of first 
codon for peptide 
sequence 


Nucleotide location or last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=llnknown, 
*=Slop codon, /^possible nucleotide 
deletion, V^possibie nucleotide insertion) 


29221 


59589 


A 


29396 


1 


318 


MEKKSPAYFCCRDMQVIHSDA 

ALQRLLTRPNDPEGWSNLAKN 

QYLSTSMKQKIWQRALSHRKN 

NPKADSDAYETSADMILSELIS 

HGEVDDQMLLNATALIRSDDW 

DFLESALISWDNLPAVVLKELQ 

QNTPRNDIWAKFFLRQENSSRA 

QVDEALRVYYALDPDALAQLD 

VLAKRPYKTAAFRGEKTHRVP 

RRSVRQNIIDQADRLHGAQRLV 

INTNRTRVVDQLIEFLHHQHVN 

AHLAEIVRHHQPNRAGTSDRHL 

NAMVNSRLDVRNNEQTEYKTV 

RGLTRGLMLLNMLNKLDSTSP 

CRMLVCCVPRAPPNPGGLNPR 

AHSLNRSP*NPLKLLSPTGPFEG 

MRPLGTHFWGGIGHGQGPEWG 

PQFGLGMNLLVKSLGHWATW 

VLARAK 1 LRFELG ASMM V AST 


29222 


59590 


A 


29397 


2 


4002 


WQE*VHY1WGVMHGDLG1SMK 

SRIPVWEEPVPRFQATLELGVC 

AMIFATAVGIPVGVLAAVKRGS 

IFDHTAVGLALTGYSMPIFWW 

GMMLIMLVSVHWNLTPVSGRV 

SDMVFLDDSNPVTGFMLIDTAF 

WGE/DHGTFMGAAPIRILPAYG 

LGTIPVAGFGRMTRSSMLEVLG 

EDYIRTARAKGLTRMRVIIVHA 

LRNAMLPVVTVIGLQVGTLLA 

GAILTETIFSWPGLGRWLIDALQ 

RRDYPVVQGGVLLVAT 


29223 


59591 


A 


29398 


187 


1710 




29224 


59592 


A 


29399 


I 


791 




29225 


59593 


A 


29400 


353 


646 


FYWNWVPFTNWQNPRLMGQK 
*HARWLHLRSLLPAM*ATLL*R 
ENNR*LLLLTLTSIFKTFRIRRLS 
VSKP*VKAKKKTRLIIWSTSKFL 
SCMMLKFT 


29226 


59594 


A 


29401 


406 


1023 




29227 


59595 


A 


29402 


1 


1129 




29228 


59596 


A 


29403 


1759 


2100 


FAGIGRSPGEALVLLLIEKMRES 

GDIHSHHGWLHLPDHKAGFSE 

EQQAIWQKAEPLFGDEPWWVR 

DSPGYFALMVRAKFNNCVIVFR 

R* AQQRHRYTDV WEI ACRI KR 

VAALA 


29229 


59597 


A 


29404 


86 


426 




29230 


59598 


A 


29405 


657 


3595 




29231 


59599 


A 


29406 


1973 


2582 
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SEQID 

NO: 


SEQ ll> NO: 
of peptide 
st<|uence 


Mel 
hod 


SEQ ll> NO: 
in USSN 


Nucleotide 
location of first 

/•ik^lrkn fin** n^ntin^ 

cuuun lur pc|fiiuc 
sequence 


Nuckolide location of last 
codon for last amino acid 


Amino acid sequence { X=Unknown, 
*=Sfop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


29204 


59572 


B 


29379 


54 


275 




29205 


59573 


A 


29380 


2 


215 


IFLLLLPPHHLLLLLLLLLLLLLL 
LLLLLLLQ/MIPLEFCRLYRKQG 
CICFWGSLGEILLMAEGEAGAS 
PSH 


29206 


59574 


A 


29381 


100 


393 


FLLLLLLLLLLLLLLLLLLPLLL 
LFSSSFLLLSSSFFFFL\SSFSFSSF 
SFSSSPSSPSPSPSFFLLSSSFFGV 
ISLDVVTLAWQSARITGVSHRT 


29207 


59575 


A 


29382 


264 


911 


ILGFLRDGNFWRJCSQSFFPVHH 

LLICLLRKSSETMQLTDEHLIHD 

HPKRPPITELVVPGLHEHLRSN 

VGDYRCEPPHLTKRNIFCILSEA 

TDlTY*LTSiSFPGFCFRLT*LLPL 

TEITGEAVVQIPIKFCPMCFFQS 

CAKIWTRGMQWHLEAWRCQK 

PQSPKGGVTALAQEAPKSGLLE 

GQFMPMPPQYLAVQKKVVWF 

DVSVDESKLVNRVYG 


29208 


59576 


A 


29383 


1 


261 




29209 


59577 


A 


29384 




195 




29210 


59578 


A 


29385 


\ 


399 


LERLSAPCISLLLSRSLSSLSLSS 
LLFFFFFFLLLLLLLLLLLLLLLL 
LL/SPPPLLLLLLLLLLLLLLLLL 
LLLLLLLLLLLLLDPPGDTIQGA 
PSRGYHPRDTIQGAPSRGHHPG 
DTIQGVPSRGYHPGGTIQGAP 


29211 


59579 


A 


29386 


15 


159 


SPLHLSLV*VKQLLLLLLLLLLL 
LLLLLLLLLLLLLLLLLLLLLLL 
LLLLLLSSSSFLPS 


29212 


59580 


A 


29387 


17 


429 


SFFFFFFFFFFFFFFFFFFFFFFF/C 

LLLLLLPLLLLLHRKHLICVTLG 

CLRWLGQLCVRLQGSCAWLQT 

LGWVHTYACVCTFFLDQQVAG 

R! LLVEDPRSSLLQCCLLLDA\P 

LCCRFQKNMHFIRT*R*VHCSG1 

TSIQFNLEP 


29213 


59581 


A 


29388 


3 


282 


RELLRGGNVY1GP*SILSFFLLLL 
LLLLLLLLLLLLLLLLLLLLLLL 
LLLLVM*GVCCTLLSGPE1SCRS 
DFAQGPTPLQGAPQTALGNLAS 


29214 


59582 


A 


29389 


3 


264 




29215 


59583 


A 


29390 


296 


421 




29216 


59584 


A 


29391 


3 


210 




29217 


59585 


A 


29392 


1 


252 




29218 


59586 


A 


29393 


1 


1731 




29219 


59587 


A 


29394 


1102 


1362 


NLGTAATLFFLFFFFFFFFFFFFF 
FFFFFFFFFFFFFFFFFFFLFLFLF 
LA^PLLLLLLLLLLLLSSSSCSSP 
PPSSSSLEKLYLSl 


29220 


59588 


A 


29395 


3 


2368 
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SEOID 
NO: 


SE Q ID NO: 
of peptide 
sequence 


Mel 
hod 


SEO ll> NO: 

inUSSN 

09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location uf last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=l)nknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


29193 


59561 


A 


29368 


1 


1815 


STLEDPHYYHIAEVSPVVIIISIY 

GATGEKYGFITYRCSEHAALSL 

TKGAALRKRNEPSFQLSYGGLR 

HFCWPRYTDYGYFELQINRLAL 

FSTNVTAETPYMHLAPPVGTQL 

PLPHLSHDNSSKNSGGCLPGAS 

VSCNYREPAVRLALASTLPLLR 

AQSPFFMHKDKDPLFWFLTVPP 

KWFRKGEVILSSRPRKKTEGSW 

FPKTFFGFGKSHVLVKEFYNRK 

HHIAKQQHAVER'nRELFCPKG 

LG\YSKPQTQGDYAIAQHF/L*T 

NLPTGCWAKYAVISFMRTD/TV 

DDKH\WPEEHLAKN*LGLLADS 

GMRMKLPWGAPHEEERAKRLA 

EGFAYVEVLPKMSLEGVARVL 

AGAKFVVSVDTGLSHLTAALD 

RPNITVYGPTDPGLIGGAPENG 

DSDSALYRLRKEMEEFHLVVG 

SDIFGKHQHGTETDSTTCPSTLE 

EFETQWFITGGINRILLATDGDF 

NVGIDDPKSIESMVKKQRESGV 

TLSTFGVGNSNYNEAMMVRIA 

DVGNGNYSYIDTLSEAQKVLNS 

EM RQMLITV A KJD VKAQI EFNP 

AWVTFYROIGYFKROT RVFHF 

NNDNVDAnninAriKHTTI 1 FPI 


29194 


59562 


A 


29369 




1993 




29195 


59563 


A 


29370 


1 


1782 




29196 


59564 


A 


29371 


1 


3858 




29197 


59565 


A 


29372 


1 


705 




29198 


59566 


A 


29373 


104 


471 


LWWAGA/SYLCWMGYQMLRG 
ALKKEAVSAPAPQVELPKSGRS 
FLEA 1 1 YFGSVFSLFVGDN VGTT 
ARWCIFALIIVETLAWFTWAS 

LFALPOMRRGYORl AlCWIDGF 
AGALFAGFGIHLIISR 


29199 


59567 


A 


29374 


50 


620 




29200 


59568 


A 


29375 


194 


767 


LWW/AGGLYLCWMGYQMLRG 

ALKKEAVSAPAPQVELAKSGRS 

FLKGLLTNLANPKAilYFGSVFS 

LFVGDNVGTTARWGIFALIIVE 

TLAWFTVVASLFALPQMRRGY 

QRLAKWIDGFAGALFAGFGIHL 

lISRLALlVPGLLOKNrifiWRRM 

AIISAVIAI VCHAIALFARJLPDfi 

D^iGONT ^1 I ^JVG<^I V*; 


29201 


59569 


A 


29376 


1 


1038 




29202 


59570 


A 


29377 


1 


513 




29203 


59571 


A 


29378 


485 


1166 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in IISSN 

A A te Alt 1 *T 

09/54 U, 2 1 7 


Nucleotide 
location of Hrst 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=llnknown, 
*=Stop codon^ /=pussible nucleotide 
actciioii^ \^pos5iDic nucicoilue inscriion) 


29188 


59556 


A 


29363 


1 


986 


MKVTFEQLKAAFNRVLISRGV 

DSETADACAEMFARTTESGVY 

SHGVNRFPRFIQQLENGDIIPDA 

QPKRITSLGAIEQWDAQRSIGN 

LTAKKMMDRAIELAADHGIGL 

VALRNANHWMRGGSNGWQA 

AEKGYIGICWTNSIAVMPPWVP 

KECRIGTNPLIVAIRSTPITMVD 

MSMIKHTLPQRAAGTDRKLAM 

SREAQLLERHGYAFNELDLGK 

REPVTEEEKLFVAVCRGEREPV 

TEAERVWSKYMTRJKRPKRFH 

TLSGGKPQPGKKIVIRPLPGLPV 

IRDLVVDMGQFYAQYEKIKPA^ 

PVE*WTKSASSRAFTDARAARK 


29189 


59557 


A 


29364 


99 


375 


THQPARRFPAYHYAHPAAAAA 

PGDPLGADLQLCARHYHRQRH 

CVPRHAGYPRSDGLHPQPRGR 

WRIRCSDCLRVPVSDRGDAGDY 

FHL*LADR 


29190 


59558 


A 


29365 


871 


1206 




29191 


59559 


A 


29366 


1784 


1966 


RPLDVSFMSSFTSNSPLTDLVG 

YLTFSAIFLSWRLSLLSDAA*TP 

YPPWGSVHCRRFCSL 


29192 


59560 


A 


29367 


1 

r' 


1276 


FHIICLVLTGATWTALPYCHSHV 

GLRASLKPTPPFWGRAPLGTRP 

SQQKTECRLINFPETPIFGNSFK 

YDIEVSNKSPDEEVKLRRHHLA 

RCMKNFKTDIYFVSTFEPSTKS 

VDLLTVETFAGTVCEYADMPK 

EWTTTRGLYDPTHLISASCHKV 

EGLFSFEDRTVATLIRLFIHPVK 

SMRGIGLTHALADVSGLAFDRI 

FM (TEPDG A DJ A VKTFTG f RLKV 

PCPPDHPAFSITNHQTEVTALV 

VFECDIAVRGSDRLRLSPGPGG 

SNTDWVIFGLLIKENPGSLLAV 

GVNLLGKILLSVVAAVSESGQN 

FLSVLPVRSEGPCFVVIDVDVEL 

PGLRDIADEVKTGVIAVTPAVIP 

ALWEAEVDVNIAAFRSQKAYIS 

GQVNKSGQQAITN/DATDYSRG 

HQKLPCLQSECFHGIYHRJDVA 
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SEQID 


SKQIDNO: 


Met 


SKO 10 NO: 


Nucleotide 


Nucleotide location of last 


Amino acid sequence ( X=Unknown, 


NO: 


of peptide 


hod 


in USSN 


location of first 


codon for last amino acid 


*=$top codon, /^possible nucleotide 




sequence 




09/540,217 


codon for peptide 


of peptide sequence 


deletion, \=possible nucleotide insertion) 
















29170 


59538 


A 


29345 


1 


1425 




29171 


59539 


A 


29346 


918 


1022 


lOTMOAACSPYOTGLSGHCW* 














W*GSHRPLEPPFH 


29172 


59540 


A 


29347 


1 


1203 




29173 


59541 


A 


29348 


918 


1021 


lOTMOAArSPYOTCil SPiHTW* 














W*GSRRPLFPPFH 


29174 


59542 


A 


29349 


656 


1629 


G UN V RKN RHTG SPG H RG KPGT 














REDEHGV/ELRDRRLNFEWWK 














PEYGINLYQDYYKQDGFVEIPD 














ONNPSLGDMVIMOIGONVPVW 














NHAGIYLGDNQILHHAFGSQT 














MNDVKLIKLSGSLGRRFGVFHR 














FAVDSYPEAIRA! SSOVnCiFfCF 














YMQSEIGSRSKFAIFVDGVNVG 














H H F F F K FICr A K FI Rl VPI PTH ^^fC 














TGGLFOVVLGAAIMVAAFYTG 














GASLALMGTMSSSLFMMGGA 














MVl GGVMOMI^nPOPGWRNFFV 














OSSKNKPSYAFGGAVNTTGGGI 

iV I ^ IV i 1 ill VJVJfV V 11 1 1 VJVJVJI 














PSPGPVWISRRRWRNFLSRFI C 

I t^A \J I V VT 1 kJJViVrv VT IVH 1 L^OLvJ L«v^ 














RGYELKLTRLARVFFRLYNEST 


29175 


59543 




29350 


1 


8041 




29176 


59544 


A 


29351 


] 


876 




29177 


59545 


A 


29352 


2020 


2224 


C V ES RCC H ATRCG SK ♦ Y SG P\PF 

\— > T LrfkJIVV.'V^i m 1 lVV^V.f*.JlV 1 kJVJ 1 IE 














DTDLKTEAAGAGVACDAAFAP 














DEAPPAKLHVLPPIIPEIVLICITI 

1^ 1_# fA ■ 1 / • 1 VXi« 1 i T M-/ 11 111 1 T iV All 


29178 


59546 


A 


29353 


1 


2346 




29179 


59547 


B 


29354 


50 


340 




29180 


59548 


A 


29355 


284 


520 




29181 


59549 


A 


29356 


2 


304 




29182 


59550 


A 


29357 


79 


177 




29183 


59551 


A 


29358 


236 


373 




29184 


59552 


A 


29359 


1693 


1961 


RRLAIFHDQVGGKRRLCQLKAF 














MQSIAVALNHDRHHWHVGNRE 














NKVNCOLICVDIIINTAOPITSES 














/DQRQH/TLLRRQTRRDRRHWS 














HEP 


29185 


59553 


A 


29360 


2 


388 


YTVSFLLVITQLGFCSVYFMFM 














ADNLQQMVEKA/TRDLQHLPA 














OGDSDADPHPGHSFI HADNPA 














LPDPVGVYPEPQGAVRLLDIGQ 














HHHPWEHGSDL*VYHGGDSIS 














QQPTLDGKLEDLLAVLWYSHL 


29186 


59554 


A 


29361 


467 


3014 




29187 


59555 


A 


29362 


1 


1174 
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si:q id 

NO: 


SKQIDNO: 
or peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 


Nucleotide 
location ofTirst 
codon for peptide 
sequence 


Nucleotide location or last 
codon Tor last amino acid 

nf n^ntlHc *iPfiiii*ncp 


Amino acid sequence ( X==Unknown, 
*=Stop codon, /=possibIe nucleotide 
deletion, \=pos5ible nucleotide insertion) 


29149 


59517 


A 


29324 


1 


1545 




29150 


59518 


A 


29325 


443 


1041 


LSSLKIVKLLRSTANSQVIDFQR 

WLGHDKRATLLLWKLEAAGSP 

LRPLSVQVTTPQEVAETDNHAD 

NSYNAGLFIVNSLYTAEGVMD 

KHSLWQRYVPLVRHEALRLQV 

RLPASVELDDLLQ AGG IGLLN A 

VERYDALQGTAFTTYAVQRIR 

GAMLDEL\AAVTGCRAACDAT 

RVKWHRQ*GNWSRNLAAKPR 

KLR»RNV-'>- - 


29151 


59519 


A 


29326 


1 


2349 




29152 


59520 


B 


29327 


I 


747 




29153 


59521 


A 


29328 


275 


729 




29154 


59522 


B 


29329 


1 


2469 




29155 


59523 


A 


29330 


1 


969 




29156 


59524 


A 


29331 


148 


1180 




29157 


59525 


A 


29332 


56 


170 


VHA*GSLFFPELSMHQDLSQGH 
EVQLPPVNRSLKPNQK 


29158 


59526 


A 


29333 


1 


3246 




29159 


59527 


A 


29334 


482 


765 




29160 


59528 


B 


29335 


1 


1713 




29161 


59529 


A 


29336 


123 


287 


GDCSGCVEKQERCCNRNTT**A 
SAPGN/ARWNS YVG* KHHVSCQ 
WGDYRRQCFRGE 


29162 


59530 


A 


29337 


1 


3189 




29163 


59531 


A 


29338 


1 


1344 




29164 


59532 


B 


29339 


1 


1233 




29165 


59533 


A 


29340 


1 


1572 




29166 


59534 


A 


29341 


1 


3591 




29167 


59535 


A 


29342 


1 


843 


MNYSHDNWSAILAHIGKPEELD 

TSARNAGALTRRREIRDAATLL 

RLGLAYGPGGMSLREVTAWAQ 

LHDVATLSDVALLKRLRNAAD 

WFGILAAQTLAVRAAVTGCTS 

GKRLRLVDGTAISAP/GGGSAE 

WRLHMGYDPHTRTDFELTDSR 

DAERLDRFAQTADEIRIADRGF 

GSRPECIRSLAFGEADYIVRVH 

WRGLRWLTAEGMRFDMMGFL 

RGLDCEVPDPKRRTNSLWRITK 

MVIWSLQVAIRGTVSLTAYKTQ 

LKNARHRLNEAPRRRILQMVQ 

PLS 


29168 


59536 


A 


29343 


2 


3203 




29169 


59537 


A 


29344 


227 


634 


IKTLPLSPDKLTRISKSIYRKQR 

AALFTHSFTTWVLAILEHRRFF 

AK*TRSISKAHVISCVAGHTLA 

AAPQPHYFTRETYSPERVSTLM 

TSPICTNSGTLTTAPVDRVAGLP 

PVPAVSPFRPGSVSTISSSnCFG 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 

hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of Tirsl 
codon for peptide 
sequence 


Nucleotide locution of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=l)nknown, 
*=Stop codon, /=possible nucleotide 
deletion* \=possiblc nucleotide insertion) 


29140 


59508 


A 


29315 


1 


2237 


MLTGYRAVSRHKSQRYTADDA 

EEMIGKLTGMPIPLMSLRQWIL 

GLPGDATDYKLDDQYRLSEITY 

SQNGKNWKVVYGGYDTKTQP 

AMPANMELTDGGQRJKLKMD 

NWIRADGYHTLQTLFQFLDYG 

DTISIELRDDGDIRLLTPVEGVE 

HEDNLIVRAARLLMKTAADSG/ 

LSSDGKR/RSSSCARVQSPVSFF 

GNWWMLGQTTRVSPLCHWAIS 

SAISHRRAFAQVINIRFKRQTKA 

GDFQFTGAFIGSRQAISHRRFHL 

IDNPERFVIVHFARGTDKPRLLG 

VLCHDKPRFNSNAVTAHARAR 

LKNINARVTIRQANQFPDVNPLI 

GTNQRHFISKSDIH1AEAVFEPS1 

lAADRLNPLVNELIlMPDIEKRL 

DAFVRJAHEELLYLLGILMNPA 

NKDHVLPLILTGPKESADYFRV 

LDEFVVHTLGENARRHYRJIIDD 

AAEVARQMKKSMPLVKENRR 

DTGDAYSFNWSMRIAPDLQMP 

FEPSHENMANLKLYPDQPVEVL 

AADLRRAFSGIVAGNVKEVGIR 

AIEEFGPYKfNGDKEIMRRMDD 

LLQGFVAQHPGSYNDLLLMEL 

LPHLLVEGMLISAVSAESLPWL 

HLSCVANISKRQLICAVPLPKPP 

KAGLLGKNIMGTGFDFELFVHT 

GAGRYICGEETALINSLEGRRA 

NPRSKPPFPATSGAWGKPTCVN 

NVETLCNVPAILANGVEWYQNI 


29141 


59509 


A 


29316 


1 


2892 




29142 


59510 


A 


29317 


19 


649 




29143 


59511 


A 


29318 


2471 


3036 


KVTWVTCSILPMTLSPSAAFSSL 

FRMK1LSLK**KRJLR/SSGKPAA 

RQGDMTQYGGSIVQGSAGVRJ 

GAPTGVACSVCPGGVTSGHPV 

NPLLGAKVLPGETDIALPGPLPF 

ILSRTYSSYRTKTPAPVGSLGPG 

WKMPADIRLQLRDNTLILSDNG 

GRSLYFEHLFPGEDGYSPQRVT 

VACAPRRGKTG 


29144 


59512 


A 


29319 


1 


1476 




29145 


59513 


A 


29320 


688 


1578 




29146 


59514 


A 


29321 


1 


1653 




29147 


59515 


A 


29322 


1 


218 


ML]VFSLPSDTLVLSPL*PNFRT 
RPFRPSS VPR* * PKKDLKI ATS A 
MMEAAYSSVIANVVLVPVMDA 
KWLAR 


29148 


59516 


A 


29323 


3 


260 
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SEO in 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of Inst 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( \=Unkno\vn, 
*=Slop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


29139 


59507 


A 


29314 


2 


2104 


STLAQQWQAGDSIWSRPAIRVF 

ATYAKWDEKWGYDYTGNADN 

NANFGKAVPADFNGGSFGRGD 

SDEWTFGAQMEIWCSYLLALR 

QCQADIHSAGCICHGVVLVND 

QCLPPVKCWGRCGAKSPFCAIT 

FRVRWTIRKSTKCCANRAYKR 

NITVGRIRRLRRIRQPLPDATLC 

VLSGLQTEHNRRWPNSVCHFSP 

DSTFYNDLSGRMKNVRLMFNG 

IHRDNGFSKRPTDLNYTRKPLV 

LAFQTAWFITVRVEJVGFRGINR 

LSLMLEQNNVLIGENAWGKSS 

LLDALTLLLSPESDLYHFERDD 

FWFPPGDINGREHHLHIILTFRE 

SLPGRHRVRRYRPLEACWTPCT 

DGYHRIFYRLEGESAEDGSVMT 

LRSFLDKDGHPIECRGI*PIKAR 

HLV\RLMP\VL\RLRECPVLMRR 

!R\NGTVPNVPNVEVTARQLDF 

LARGGQARYRLMRRRASNEQR 

SWRYLDIINRMIERPETRYTREI 

GFTSTNIDLIYGLPKQTPESFAF 

TLKRVAELNPDRLSVFNYAHLP 

TIFAAQRKIKDADLPSPQQKLDI 

LQETIAFLTQSGYQFIGMDHFA 

RPDDELAVAQREGVLHRNFQG 

YTTQGDTDLLGMGVSAISMIGD 

CYAQNQKELKQYYQQVDEQG 

NALWRGIALTRDDCIRRDVIKS 

LICNFRLDYAPIKKQGDLHFAD 

YFAEDLKLLAPLAKDGLGDVD 
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SEQID 

NO: 


SEO ll> NO: 
of peptide 
sequence 


Met 
hod 


SEQ II) NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon Tor peptide 
sequence 


Nucleotide location of last 
codon Tor last amino acid 
or peptide sequence 


Amino acid sequence ( X=Unlinuwn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


29135 


59503 


A 


29310 


1 


776 


MELAALRSENPQPDEKPLGETL 

KDLFSRPVLPEMTDVHLPLNLN 

lEEFMGEQLHVTGDTDlYREHH 

AAEMSNIDGNTKLDALDIDSSQ 

GIVDASGTAHLSDNWPVDITLN 

STLFVEPLKGDKVKLKMGGAL 

REQLEJ G VNLSG P V DMDLRAHT 

RLAEAGLSLNVEVNSKQLYC/L 

AHCMSSMPKESGADEKNSDNR 

WCRVYWLGAGALYHQRNERR 

€GSGR* ADLRRKPDVAGTGRA 

KRALCL*ES*YLRSGRTGTR1H 


29136 


59504 


A 


2931 1 


955 


1095 


HRRHPIPFLIHHRDOPFRHOLRK 
SFP*RPNAKCITRCQQTHS*FFIR 


29137 


59505 


A 


29312 


1029 


1490 


RLPPAVDPTARLRRPASGRRYP 

C! PAF VGTPA VSLLG WPTG ADD 

SYCRKSLFRRWRGIRAAGKAAF 

RGWSGL\DRQANPAQVE!JEIRQ 

L/VRKSPQTAHSPARIWRRLRSA 

SSRTYARRCCRFOCSKGPADGF 

PSVGSGKYQRSRRARRPASAG 


29138 


59506 


A 


29313 


22 


443 


RRRHSCN SPTDEG ASHTWTQTL 

SLSDKCRQGTVSGRLSLRKSDC 

TPISHASCSSSSLHGH*VSVAVR 

LRMTDFSRTVGKDVQRFDAGL 

GWTLERLLSAHAAFRVALKAG 

DMAILASRPPTVTPNSMRLLGR 

LYRSGVYGR 
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SEQID 

NO: 


SEQ ID NO. 
of peptidt 
sc<|ucncc 


Met 
hod 


SEQ ID NO: 
in USSN 


Nucleotide 
location of first 

sequtnce 


Nucleotide location of last 
codon for last amino acid 
Af ncDtidf seoucnce 


Amino acid sequence ( X=llnknown, 
*=Stop codun, /^possible nucleotide 
delctioot \=possiblc nucleotide insertion) 


29124 


59492 


A 


29299 


669 


887 


VYRSSVYRDSGCLSGGDLRSGN 
ASGHAKRQSDGDLRSRAATGG 
DHSAGDWCGRRVQTSAG*LWR 
KARPWPNR 


29125 


59493 


A 


29300 


2353 


2758 


SQAYHQVLPVCEAAPIPDDNHT 

LAALR*HGVYEKHMDQDCWA 

SFLPEERLFWRPIPAPRSDRVEC 

VDSLPLTAVGKVDKKQLRQWL 

ASRASARAQRRSPLAEARKPQY 

VHQGMDNARTALQKPEQARA 

HTEVHW.T - - 


29126 


59494 


A 


29301 


5 


793 


FLQRFVADLPCGAQVVKFSTFR 

TQCRQTEATLKVLFLHGTFNVV 

TSIGATTQVTNDARTDLRKQLV 

IDILFGIRRQTLLHFLDRHMRHF 

CRCRSRNTFLFQLLRMIRDFND 

FELV/NPLSLDSVLGMQPLREEI 

QQADRDDDKHHQGAGLLELET 

ANRFPQGDADPACADHADDGR 

RADVGFEAIEGVGDQQWHHL 

WQHAVEDLFELVGTGGANAGP 

GSIASTASESSLESTPVVWINSA 

STPARQRTGRGRRRPRTAWRRP 


29127 


59495 


A 


29302 


1 


2457 




29128 


59496 


A 


29303 


1 


292 




29129 


59497 


A 


29304 


1 


440 




29130 


59498 


A 


29305 


593 


864 


RTSAEPrNPAPPVIRIFLlSARLC* 
WTLSPLITLN*L*STSITSTSAVA 
SASSSCARVQSPVSFFGNWWM 
LGSTTRVSPLCHWAISSADF 


29131 


59499 


A 


29306 


2 


696 


VPAGRYTGRDLHLHI/ILPFRES 

LPARHRVRRYRPLEAC*TPCTD 

GYHRIFYRLKGESAKDGSVMT 

LRSFLDKDGHPIDVEDINDQAR 

HLVRLMPVLRLRDARFMRRIR 

NGTVPNVPNVEVTARQLDFLA 

RELSSHPQNLSDGQIRQGLSAM 

VQLLEHYFSEQGAGQARYRLM 

RRRASNEQRSWRYLDIINRMID 

RPGGRSYRVILLGLFATLLQAK 

GTLRLDKDARPLLLIE 


29132 


59500 


A 


29307 


3 


1405 




29133 


59501 


A 


29308 


1204 


141 1 


LRPALYQPARLSDAAVRKTG*F 
AVVSGSEHAESDAG*SGELLEQ 
LSEVLR*PDEIFLWRCRAEREQL 
GL 


29134 


59502 


A 


29309 


236 


645 
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SEQ II> 

NO: 


SEQ 11) NO: 
of peptide 
sequence 


Met 
hod 


SEQIDNO: 
in IISSN 
09/540,217 


Nucleotide 
location of Tirst 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=iinknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


29099 


59467 


A 


29274 


65 


562 


DFRWTHGDSRKVHRKNRLIKPL 

MILLTRLSNRTNWPLTAAVIWP 

GICV*SACRKSANAPKN1RRLCV 

SGWKSANWMSTQSSSSSSSTSS 

SIIIIIINSSSSLQCQPCASKYLAH 

YFTVSSIAAYSTPVVSTDFPWA 

TRHHPHHQQTDRRRPATRKSPR 

QYHNETNRQ 


29100 


59468 


A 


29275 


1409 

^ 


1641 


PENGRPVYAGGRDAAWRDVY 
AEFPRLSLPDGFRAAAVHRADA 
ALHHADL*HHE*APSALG1 CI ♦ 
RLAGGDWCRDYSL 


29101 


59469 


A 


29276 


-j 


3252 




29 1 02 


59470 


c 


29277 





2760 




29103 


59471 


A 


29278 


1 


723 




29104 


59472 


A 


29279 


14 


338 




29105 


59473 


B 


29280 




1201 




29106 


59474 


B 


29281 


■j 


1866 




29107 


59475 


A 


29282 


1067 


2753 




29108 


59476 


B 


29283 




1144 




29109 


59477 


A 


29284 


3 


724 


LAQLYGDPPAWPTPTRGVSEIR 

LALRFKSNDSLLRHFKDTSTLY 

LEIVDYPGEWLLDLPMLAQDY 

LSWSRQMTGLLNGQRGEWSA 

KWRMMSEGLDPLAPADENRLA 

DIAAAWTDYLHHCKEQGLHFI 

QPGRFVLPGDMAGAPALQFFP 

WPDVDTWGESKLAQADKHTN 

AGMLR/ERFNYYCEKIVLVD/CL 

O/PLMSGHSIYDMRWPDALIKFS 

YG/ORTVORCFITPRAOSA*SGT 

TSGDl TRR 


291 10 


59478 


A 


29285 


1 


1863 




291 1 1 


59479 


B 


29286 


"j 


813 




291 12 


59480 


A 


29287 


1 


546 




291 13 


59481 


B 


29288 


■j 


2691 




291 14 


59482 


A 


29289 


■j 


1212 




29115 


59483 


A 


29290 





2328 




29116 


59484 


A 


29291 




531 




29117 


59485 


A 


29292 


188 


358 




291 18 


59486 


A 


29293 


2545 


2713 


LLVVOFFFOHL*VPSGTSP*L*H 
LSGILWHFI LOALLYPRVFLVI 
LCRSI GAVCLY 


291 19 


59487 


A 


29294 


1 


2046 




29120 


59488 


A 


29295 


3 


654 




29121 


59489 


A 


29296 


2 


182 




29122 


59490 


A 


29297 


1 


1215 




29123 


59491 


A 


29298 


141 


266 
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SEQID 

NO: 


SEO ID NO: 
or peptide 


Met 
hod 


SEQID NO: 
in USSN 
09/540^17 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide tocalion of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codun, A=possible nucleotide 
deletion, \=possible nucleotide insertion) 


29090 


59458 


A 


29265 


1 


2416 


MLAQSLQALEQDGFLNRJAYPV 

VPPHVEYSLTPLGEQVSEKVAA 

LADWIELNLPEVLAVRDERTRY 

DIAVPRKRYGHAVSRNTFALRS 

QERYGHSVLETVGNSGSSKQFS 

M DILDPC ARC PGQISLITVM HKL 

HVRCESIAYSVQTMVVKGGSA 

FAAFFIAVVLWMIGYVPNVEQS 

TQALLGMQFJMIALPTLFFMVT 

LILYFRFYRLNGDTLRRIQIHLL 

DKYRKVPPEPVHADIPVGARLS 

FAERVMEGLSDGGQSLQSPSAL 

FSKQTLKNMSIYKIPLPLNILEA 

ARERJTWTLNTLPRVCVSFSGG 

KDSGLMLHLTAELARQMGKKI 

C VLF! D WEAQFSCTFN Y VQSLR 

ELYTDVIEEFYWDALPLTTQ>JS 

LSQYQPEWQCWEPDVEWVRQP 

PQDAITDPDFFCFYQPGMTFEQ 

FVREFAEWFSQKRPAAMMIGIR 

ADESYNRFVAIASLNKQRFADD 

KPWTTAAPGGHSWYIYPIYDW 

KVADIWTWYANHQSLCNPLYN 

LMYQAGVPLRHMRICEPFGPEQ 

RQG L WL YH VI EPDRWA A IGSP 

ADREEDAEEYLEAIMEARVTV 

AGMGLVMEVQDYFDGEA\DRL 

AKAWLPVEYTPQIKSLKDERKE 

AYRQiVEMSTEPQDVDLVRPA 

NKFEMTRVREGEKEADLPVWK 

HHLLCDESGNYPALLNHWETK 

VFEIETKREGFAFWYRNPQYTG 


29091 


59459 


A 


29266 


786 


1265 




29092 


59460 


B 


29267 


1 


10161 




29093 


59461 


A 


29268 


1 


882 




29094 


59462 


A 


29269 


1 


2484 




29095 


59463 


A 


29270 


548 


945 




29096 


59464 


A 


29271 


17 


352 


DLQDTGCFMLMNTGEKAV/KS 

ENGLLTTIAC/GPTGEA^NYALE 

GAVFMAGASi/QWLRDEMKLIN 

DAYDSEA'FATKVQNTNGVYV 

VPALPGWSLLWTRTCHRJFPRH 

RISGAAGYK 


29097 


59465 


A 


29272 


799 


984 


QGDIALVIATNQFCIKLAPIIELN 
TDFLCLINHMVVGQHIAFTGVD 
DDTGA*TFEGLCRLIR 


29098 


59466 


A 


29273 


1 


975 





3775 
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PCT/USO 1/08631 



SKQ ID 

NO: 


SEQIDNO: 
of peptide 
sequence 


Mel 
hod 


SEQIDNO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /^possible nucleotide 
deletion, V=possiblc nucleotide insertion) 


29074 


59442 


A 


29249 


468 


935 


VPLAVPYGRLWRTIFSPLPSSFR 

STRVR*EVSGRSSPS!SSLASLVR 

PIT/SLLIVNAHPVELLQVVFPTL 

DKHIAAARJHAVFDNRHFATRL 

FTRRVFRTVNFCAAOVTT FNPTF 

AVDLFFHFNAVTKOFHI ROnn 

KEGYVOAHTNNGDLRVRTSMP 


29075 


59443 


A 


29250 


407 


2145 




29076 


59444 


A 


29251 


1 


177 




29077 


59445 


A 


29252 


1 


1767 




29078 


59446 * ' 


A 


29253 


1 ~ 


2499 




29079 


59447 


A 


29254 


2 


607 




29080 


59448 


A 


29255 


2 


314 




29081 


59449 


A 


29256 


2977 


3913 




29082 


59450 


A 


29257 




2091 




29083 


59451 


A 


29258 


■j 


751 




29084 


59452 


A 


29259 


■j 


927 




29085 


59453 


A 


29260 


■j 


1 1 13 




29086 


59454 


A 


29261 


1 


875 




29087 


59455 


A 


29262 




450 




29088 


59456 


A 


29263 




522 




29089 


59457 


A 


29264 




912 





3774 
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SEQ ID 

NO: 


SEQ ID NO: 
or peptide 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location or Tirst 
rndnn fAr n<*ntidt 

sequence 


Nucleotide location of last 
codon Tor last amino acid 

of ncntidf cmiifncf 


Amino acid sequence ( \=Unkno>vn, 
*=Slop codon, /^possible nucleotide ■ 

d^l^tinn Vsnnccihl^ niirlmlidp ■nCAi*fiAn) 


29066 


59434 


A 


29241 


1 


1605 


MKVPRGDVMFQLNLRKDDGQ 

FEDQLLLLVLLPKHRGHLLLQV 

ADDVWFKNRRAKCRQQRQQO 

KQQQQPPGGQA KA RPA KRXAG 

TSPRPSTDFRSRDG 1 PEKATRTS 

CPSDSSVFSLQRPPLSSTGRGSS 

LSWDSSQVLVILSTLTPSGTIVT 

AEPKYPFEKRLEVVNHYFTTDD 

GYRIISARFGVPRTQVRTWVAL 

YEKHGEKGLIPKPKGVSADPEL 

RIKVVKAVIEQHMSLNQAAAH 

FMLAGSGSVARWLKVYEERGE 

AGLRALKIGTKRNIAISVDPEKA 

ASALELSKDRRIEDLERQVRFL 

ETRLMYLKKLKALAHPTKKVT 

LSLHREGKQINHKAVQRJLMGT 

LSLKAAIKVKRYRSYRGEVGQT 

APNVLQRDFKATRPNEKWVTD 

VTEFAVNGRKLYLSPVIDLFNN 

EVISYSLSERPVMNMVENMLD 

QAFKKLNPHEHPVLHSDQGWQ 

YRMRRYQNILKEHGIKQSMSR 

KGNCLDNAVVECFFGTLKSECF 

YLDEFSNISELKDAVTEYIEYYN 

SRRISLKLKGVLTPI 


29067 


59435 


A 


29242 


-> 


1119 




29068 


59436 


A 


29243 


1 


846 




29069 


59437 


A 


29244 


1 


3383 


MSEKLQKVASARAGHGSRREIE 

SIIEAGRVSDDGEIAKLGDNVE 

AWYRARLAGAFTLQECVMAA 

STFFIPSVNVIGADSLTDAMNM 

MADYGFTRTLSVTDNMLTKLG 

MAGDVQKALEERNIFSVIYDGT 

QPNPTTENVAAGLKLLKENNC 

DSVISLGGGSPHDCAKGIALVA 

ANGG Dl RDYEG VDRS AKPQLP 

MIAINTTAGTASEMTRFCIITDE 

ARHIKMAIVDKHVTPLLSVNDS 

SLMIGMPKSLTAATGMD 


29070 


59438 


A 


29245 


104 


1381 




29071 


59439 


A 


29246 


1 


375 




29072 


59440 


B 


29247 


I 


5082 




29073 


59441 


A 


29248 

• 


119 


343 


RMPKRRRWGKLSTIRCSTTCKK 
RLT*IVLPVRTPGRLCSSLKSVP 
ASHCLASCKAYSNKPWKRQPS 
KRHYVTMR 



3773 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


iMcc 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possib)e nucleotide insertion) 


29047 


59415 


A 


29222 




29 


MQTEQQR/AVTRJLCIQCGLFLL 

QHGAESALVDELSSRLGRALG 

MDSVESSISSNAIVLTTIKD/GOC 

LTSTRKNHDRGINMHVVTEVQ 

HIVI/LAEHHLPDPEP*EQQRR 


29048 


59416 


A 


29223 


5 


307 




29049 


59417 


A 


29224 


5 


948 




29050 


59418 


B 


29225 


1 


696 




29051 


59419 


A 


29226 


1 


1083 




29052 


59420 


A 


29227 


817 


978 


LAGCYTMLPGNGPAGMHACIS 

KLDK*AAVKKR1SE1IHENRGRY 

GYRRVPLSLH 


29053 


59421 


A 


29228 


198 


362 




29054 


59422 


A 


29229 


1 


2907 




29055 


59423 


A 


29230 


I 


2541 




29056 


59424 


A 


2923! 


1 


1566 




29057 


59425 


A 


29232 


3 


601 




29058 


59426 


A 


29233 


] 


1347 




29059 


59427 


A 


29234 


940 


1326 




29060 


59428 


A 


29235 


1 


2547 




29061 


59429 


A 


29236 


527 


1383 


SWRSVQLLPATSIPSWQTETNQ 

FMGRDRPTPTAESPYAVLLRQP 

LAKLNIIQ/RPVMNMVENMLDQ 

AFKKLNPHEHPVLHSDQGWQY 

RMRRYQNILICEHGCGVTPIMS 

MRRWLAKNRPQADVRVIY>JVR 

TPQDVIFADEWRNYPVTLVAE 

NNVTEGFIAGRLTRELLAGVPD 

LASRTVMTCGPAPYMDWVEQE 

VKALGVTRFFKEKFFTPVAEAA 

TSGLKFTKLQPAREFYAPVGTT 

LLEALESNNVPVVAACRAGVC 

GCCKTKVVSGEYTVSSTMTLT 

DAEIAEGY 


29062 


59430 


A 


29237 


1 


2496 




29063 


59431 


A 


29238 


3 


2056 




29064 


59432 


A 


29239 


1135 


2067 




29065 


59433 


A 


29240 


1 


1566 
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SKQ ID 
NO: 


SKQIDNO: 
or peptide 
sequence 


Mel 
bod 


SEQ ID NO: 
in liSSN 
09/540,217 


Nucleotide 
location orfirst 
codon for peptide 
sequence 


Nucleotide location or last 
codon for last amino acid 
or peptide sequence 


Amino actd sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=pos5ible nucleotide insertion) 


29037 


59405 


A 


29212 


514 


1136 


ILRIMQRGMKQFAGLLRLSGIK 

M LPSA *.*LGELLH A AGSFFQRG 

CLLFSTGGKIGVARRNFTGTGI 

DGI*TFADMSDGVSQRALHM* 

NALRQVAHFTAPVNGQGIRQV 

TTG DFAN VSNNFCQRSKQHTA 

NAVPRHQQNQYHHQRDNRQLP 

LGKSyilCVVSDDIAIQFFTAEG 

VLSKRFAHCLMPSLGGLSKIGP 

SMPLFRJISQFS 


29038 


59406 


A* 


29213 


1 


2992 


— 


29039 


59407 


A 


29214 




168 




29040 


59408 


A 


29215 




537 




29041 


59409 


A 


29216 




1881 




29042 


59410 


A 


29217 


1532 


2160 


KHWSDSIPGTEADWSASTTSGC 

AGFAAFACSSS*VICLLSGAVA 

AYAPQLRHQAl RKVHRRTSAFP 

LMD*TWSFLSSTNGLASCSASIS 

SAGSGAGSASGVTKVSVDTAS 

G WPIFVTDRLSSCSTRFTLPG AN 

RLITVEPSLKRPISWPFSSATEPS 

FSPAGQVQRLMIPSRGGVMVP 

AQTVSMLPTIVAPTGPYSSHLL 

GSFTLSPP ' 


29043 


59411 


A 


29218 


1 


1713 




29044 


59412 


A 


29219 


2159 


2715 


TI PAKP VPSM VASGTVRFGFLTI 

PVLTAADSTPTKAHRQSRILLMI 

A*PSVVSAVFQLAA*VAASNQC 

QPTIAVITTGIRTSTRPIVA/CITG 

FVTGAVEIVLVANSVIDISVGSP 

FSIPQMFSARLGIATMAICPIMV 

SFSVAAINSASHNRQGFALQFFF 

N DAACGSGEFRILMQEEHPDSV 

VFC 


29045 


59413 


A 


29220 


2 


102 


DFADFGTTIKQDFRLLGQTSVD 

RLLQLSQGQAVKGNQLLPVSL 

VKRKTTLAPNTQTASPRALADS 

LMQLARQVSRLESGHHWRSGE 

SGVPAACINLVCSALYAAGNM 

S VDLCHRDFADFGTTI KQDFRL 

LGQTSVDRLLQLSQGQAVKGN 

QLLPVSLVKRKTTLAPNTQTAS 

PRALADSLMQLARQVSRLESGM 

IGGAGSLAFPLPALIWCAVRYT 

PQVTCLLTFVTGILPISEPPSNRI 

FACWGKPAWTACCNSLRARR 


29046 


59414 


A 


29221 


1 


1464 
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SEQIO 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /==possible nucleotide 
deletion«Wpos$ibtc nucleotide insertion) 


29031 


59399 


A 


29206 


1782 


3667 


HRRRCRHGYPVPAYRCRIWKC 

GQFHPTGIAGCGRTGHRRLPW* 

RRLSAEQTWRTFYGALCAERQ 

RPGGP*RG\SRSIM1EIREGRGCD 

GPWGPHAKLKLDHLGKEVLES 

RLPGILELSRTFAHVDPSRFRLS 

HLSLHDGRYSDQSYRYMDTRD 

MVPINGSIHRIGREPHYHYQRG 

QQYIGLCRNCNVIDTHICIYLVD 

QPIMDDIRRLLLYSEiSSAIIWLL 

PVVQGEWYMLVDPDTNEREER 

GRSETRGFPRVPLGRTVSTV^WY 

PLSNAATLAATRCSRSPHAFAE 

PSSNNGFITATPLGRTHFLGMA 

FPPSACWRLLRAEPERVEAVLS 

ASGMNKAMRCGVSLICNFRLD 

YAPIEKQWDLHFADYFAEDLK 

LLAPLAKDGLVDVDEKGIQVT 

AKGRIRRLRRIRHLSMMPDAAL 

VASYQAYDFLRIRHKQRASAK 

QPNHCGTQHGSNGSLRTLWNSI 

DSGSVLTWCASLIFSSRKSLSPl 

QLVRSVDRGDVKKRYSMREFS 

LGETHSEAEFRELLEQNPSFVFF 

KPQSFAPVKGASAVPLVGRASV 

ASDRSIIPPGTTLLAEVPLLDNN 

GKFNGOYELRLMVALDVGGAI 

KGQHFDIYQGIGPEAGHRAGW 

YNHYGRVWVLKTAPGA 


29032 


59400 


A 


29207 


1351 


1806 


VIVGITSNSVTVAAVSSWCRTW 

VPVSVLCLNCYPASMALVRGVI 

RGV*TCLSLCPNCAAIF1FAFGA 

VIFCITSVGFLFPPMVYKSGLRF 

FVFT*MRDTGVPORLRAPRRSL 

SAKLGPACPFAYIVPHIWCRWl 

GWGTCVCLAICVCVCVAD 


29033 


59401 


A 


29208 


1308 


1647 


RSWEVSIVEFYVVRPTGHV*HA 

SGNLSHHRKRHPLADQAARKG 

ETVPPRGRRS\WRTQAHP*HLR 

OHRGOHPASLPTRTGTPOPGRR 

AIYRIPVRTAGOFORIEVGDFOR 

VGHQ 


29034 


59402 


A 


29209 


1 


2184 




29035 


59403 


B 


29210 


81 


1356 




29036 


59404 


A 


29211 


i 


2349 
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SEQID 

NO: 


SEQ ID NO: 
of ptpli Jt 
sequtnce 


Mel 
hod 


SEQ ID NO: 
in USSN 


Nucteottdc 
location of first 

sequence 


Nuclcoliile location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=!Jnknown, 
*=$top codun, /^possible nucleotide 
deletion, \=po$stble nucleotide insertion) 


29021 


59389 


A 


29196 


21 


432 


GPGCNGVHRLCTE\QRDVRGTV 

RIVLKTFNNCRDTVFVAFEVNN 

TVSLLVATTDMTSGDTAIVVTT 

TGFVSAANEVQILAFFQGDVSF 

FPVATTTDTLSVTFNFPFNYQG 

VNDFDFDFKQFLHSSFDFCFGR 

VFSNFE 


29022 


59390 


C 


29197 


1 


1743 




29023 


59391 


A 


29198 


2005 


2571 




29024 


59392 


A 


29199 


170 


486 


LQTQKDGIPAVVERLEYDPNLP 
RTSRWFRNDFSVRVLQLLGSP* 


29025 


59393 


A 


29200 


I 


1713 




29026 


59394 


A 


29201 


1 


6729 




29027 


59395 


A 


29202 


1 


753 




29028 


59396 


A 


29203 


1 


1470 




29029 


59397 


A 


29204 


665 


1773 


ASSQVKSGWLSAKIPVISSIYGP 

LLSVRLLSHAWPNSLCPQLHCF 

LPGAIWSASSLLKSGNRPLIRLA 

SIVLPVPGGPISKRLCPPAAV/HF 

QSSLSLFLTDN1TE1ML*RPDTW 

THVMYVLHHADKPNLYHGLPE 

NPEISETVKFWKGIWKPLAAVG 

FAATFAASIFHYVGVGPNRADE 

EENNLH EEKDEERKCSQDIQLV 

KERVIFLTGQVEDHMANLIVAQ 

MLFLEAENPEKDIYLYINSPGG 

VITAGMSIYDTMQFIKPDVSTIC 

MGQAASMGAFLLTAGAKGKR 

FCLPNSRVMIHQPLGGYQGQAT 

DIEIHAREILKVKGRMMELMAL 

HTGQSLEQIERDTERDRFLSAPE 

AVEYGLVDSILTHRN 


29030 


59398 


A 


29205 


948 


1620 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of Tirst 
codon for peptide 
sequence 


Nucleotide location of las) 
codon for last amino acid 
of peptide scQuencc 


Amino acid sequence ( X=llnknovvn, 
*=Stop codon, /^possible nucleotide 
deletion, \~possible nucleotide insertion) 


29002 


59370 


A 


29177 


2268 


2684 


RCRRCKRRLLRRFRRSLLSLAG 
SPENHARFYCRNSLPDEWFFRH 
HPRST*PPRSREIRRCHCG*RQC 
SSDGRKITSVHRGRNADGRELT 
HQAVRLLAYLSDRFARHHRHL 
RNAHRRGPDRIPKERHFPATKL 
RHTPAV 


29003 


59371 


A 


29178 


1 


2142 




29004 


59372 


A 


29179 


1 


2463 




29005 


59373 


A 


29180 


3 


126 




29006 


59374 


A 


29181 - 




2013 




29007 


59375 


A 


29182 


891 


1000 


FDSFHWHSHPMLCCDRGQHKE 
NPQSRGPISCQ*1QQ 


29008 


59376 


A 


29183 


1 


846 




29009 


59377 


A 


29184 


90 


411 




29010 


59378 


A 


29185 


1 


1580 


MSKPKYPFEKRLEVVNHYFTT 

DDGYRIISARFGVPRTQVRTWV 

ALYEKHGEKGLIPKPKGVSADP 

ELRIKVVKAVIEQHMSLNQAA 

AHFMLAGSGSVARWLKVYEER 

GEAGLRALKIGTKRNIAISVDPE 

KAASALELSKDRRIEDLERQVR 

FLETRLMYLKKLKALAHPTKK 

AAEIPRSTFYYHLKALSKPDKY 

ADVKKRISEIYHENRGRYGYRR 

VTLSLHREGKQINHKAVQRLM 

GTLSLKA A 1 KVKR YRS YRGEVG 

QTAPNVLQRDFKATRPNEKWV 

TDVTEFAVNGRKLYLSPVIDLF 

NIMEVISYSLSERPVMNMVENM 

LDQAFKKLNPHEHPVLHSDQG 

WQYRMRRYQNILKEHGIKQSM 

SRKGNCLDNUVVECLFGTLKS 

ECFYLDEFSNISELKDAVTEYIE 

YYNSRRISLKLKDLYASCLTVQ 

LFGVSTVMGLLIRILGSIFQKAL 

NISKIESFVAVTTIFLGQNEIPAI 

VKRFMIAESHEVLPHLYGMGH 

CGSRRWYAEWRPLHRVHEPSG 


29011 


59379 


A 


29186 


1375 


3174 




29012 


59380 


A 


29187 


604 


1268 




29013 


59381 


A 


29188 


1 


288 




29014 


59382 


A 


29189 


1 


2412 




29015 


59383 


A 


29190 


82 


405 




29016 


59384 


A 


29191 


1287 


1472 




29017 


59385 


A 


29192 


1 


3156 




29018 


59386 


A 


29193 


1 


1824 




29019 


59387 


A 


29194 


1 


1922 




29020 


59388 


A 


29195 


1369 


1743 
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iviei 




Nucleotide 




Amifin a<'id ^^atifint^ i \=lfnknown 


NO: 


of peptide 


hod 


in USSN 


location or Tirst 


codon for last amino acid 


*=Siop codon, /-possible nucleotide 








09/5^0,217 


codon for peptide 


of peptide sequence 


deletion, \=possible nucleotide insertion) 










sequence 






28986 


59354 


A 


29161 


2 


501 




28987 


59355 


A 


29162 


1 


1347 




28988 


59356 


A 


29163 


3 


2461 




28989 


59357 


A 


29164 


1419 


1640 


IFCASLSLGLYAGIEARILTKGY 














TRX*IQQ*APSDQKRDFLVPHG 














ADSAMAKHGGSHRAVLPQGC 














DPHMESLI 


28990 


59358 


A 


29165 


1135 


2067 




28991 


59359 


A 


29166 


1 


1364 


MAGNRRFMCTPKTHGLSISQH 














GTFPEHAGCKIRCAGRSGRVRP 














AELLAPYTGDIAAEGISKAMRG 














GAKFLHHGIKRQQRYVAEAITE 














EWRMAPGPLEVAWFAGVIYHL 














YYYRARFFCAAQPLVSGFHEAE 














LSLDDAKWVLHPGPDAGFHVF 














DVDGRFVLAWMLFQGSYLAG 














ALGDQPVHIHLGQLLALWRPL 














QITQLIEVMLVGRGGDQAVGQ 














ATLGIDTNGGLYAKGPLIAFLG 














LMHLRIALLLFVLGRTGCAYDG 














GRPQLAEKLYSELRAQGIEVLL 














DDRKERPGVMFADMELIGIPHT 














IVLGDRNLDNDDIEYKYRRNGE 














KQLIKTGDIVEYLNAALLIAVT 














VLTSMEASDLVDLGMTLSPAD 














YAERLAALTQKCGLDGVVCSA 














QEAVRFKQVFGQEFKLVTPGIR 














PQGSEAGDQRRIMTPEQALSAG 














VDYMVIGRPVTQSVDPAQTLK 














AINASLQRSA*CRDAGTLRLRA 














WLC*FLQRRYHRYKGPAVPQV 














ELCQICQRNEFCTQRVPGMCHV 


28992 


59360 


A 


29167 


627 


854 


NAGDRRNRNPSCTAARQYG*S 














RFYNCRR*RHGRKNLSAERNGL 














PEYRNCNPDHRPSVFLAAGRCF 














APTMCHDASE 


28993 


59361 


A 


29168 


1 


1593 




28994 


59362 


B 


29169 


1 


3789 




28995 


59363 


A 


29170 


940 


1326 




28996 


59364 


A 


29171 


1 


1377 




28997 


59365 


A 


29172 


1 


2547 




28998 


59366 


A 


29173 


561 


845 


AKIVQLRPRILRPSRSARRCPSA 














PRSRRQRRRSGPLPEPAPRVS*Q 














IFPSQYWRYRQSTENQKQRLDP 














RGQIVNVPARRIIRQKRKCCKV 














AGSA 


28999 


59367 


A 


29174 


1 


1284 




29000 


59368 


A 


29175 


624 


866 




29001 


59369 


A 


29176 


1 


1384 
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StQID 

NO: 


SEQ II) NO: 
or peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location omrst 
codon Tor peptide 
sequence 


Nucleotide location of last 
codon Tor last amino acid 
of peptide sequence 


Amino acid sequence ( \=Unknown, 
*=$top codon, A=possible nucleotide 
deletion, \=pos$ible nucleotide insertion) 


28978 


59346 


A 


29153 


1 


1308 


MMPLIDLEDPRLLVRREIGMLL 

HVDYLDLVHEKVTCRGRNGGQ 

DREKTTMEKVRSSGTICPQAPE 

VVNHYFTTDDGYRIISARPGVP 

RTOVRTWVALYEKHGEKGLIP 

KPKGVSADPELRJKVVKAVIEQ 

HMSLNQAAAHFMLAGSGSVAR 

WLKVYEERGEAGLRALKIGTK 

RNIAiSVDPEKAASALELSKDRR 

lEDLERQVRFLETRLMYLKELK 

ALAHPTKKVTLSLHREGKQINH 

KAVQRLMGTLSLKA A 1 K VKRY 

RSYRGEVGQTAPNVLQRDFKA 

TRPNEKWVTDVTEFAVNGRKL 

YLSPVIDLFNMEVISYSLSERPV 

KWMVENMLDQAFKKLNPHEH 

PVLHSDQGWQYRMRRYQNILK 

EHGIKQSMSRKGNCLDNAVVE 

CFFGTLKSECFYLDEFSNISELK 

DAVTEYIEYYNSRRISLKLKGVL 


28979 


59347 


A 


29154 


1 


836 




28980 


59348 


A 


29155 


1 


1566 




28981 


59349 


A 


29156 


297 


936 


RTSSSLMRSSSSLLRICSGVSPRS 

1PRWFTSVSLPSSFIR\RJTTFRYT 

PGHVAPASRRSCYKYRR*PMRL 

YTMIQSLSA/GSRPSGLRAFSSD 

CSPLPRTCSLSRRRVLMITTSRS 

♦SLTYGVDPSVRPVLAAASEYF 

SRR\YAGFQNPHNLLVSG*YQG 

NYRHFGILRGYPG/TLKNSNFQL 

TRSARISLSSRSSICTSTGGNTTL 

PPSSPPDC 


28982 


59350 


A 


29157 


5 


861 


SWRSVQLLPATSIPSWQTETNQ 

FMGRDRPTPTAESPYAVLLRQP 

LAKLNIIQ/RPVMNMVENMLDQ 

AFKICLNPHEHPVLHSDQGWQY 

RMRRYQNILKEHGCGVTPIMS 

MRRWLAKNRPQADVRVIYNVR 

TPQDVIFADEWRNYPVTLVAE 

NNVTEGFIAGRLTRELLAGVPD 

LASRTVMTCGPAPYMDWVEQE 

VKALGVTRFFKEKFFTPVAEAA 

TSGLKFTKLQPAREFYAPVGTT 

LLEALESNNVPVVAACRAGVC 

GCCKTKVVSGEYTVSSTMTLT 

DAEIAEGY 


28983 


59351 


A 


29158 


1818 


1991 


SPSHJRRTAPNGLRHYQR*IQQ* 
APSDQKRDFLVPHGADSAMAK 
HGGSHRAVLPQGW 


28984 


59352 


A 


29159 


3 


601 




28985 


59353 


A 


29160 


415 


549 





3766 



wo 01/O75(»67 PCT/US01/()8631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 


Nucleotide 
location of first 
codon for peptide 
sequence ' 


Nucleotide location of last 
codon Tor last amino acid 

Ol pcpilUC 5C<|UCIK!C 


Amino acid sequence ( \=Unkno\vn, 
*=Siop codon, /=possible nucleotide 
ucicilun, \— po^siDic niicicuiiuc inscriiun^ 


28970 


59338 


A 


29145 


1 


469 




28971 


59339 


A 


29146 


780 


1052 




28972 


59340 


A 


29147 


617 


2408 




28973 


59341 


A 


29148 


2 


488 




28974 


59342 


A 


29149 


1 


1083 




28975 


59343 


A 


29150 


527 


3213 


SWRSVQLLPATSIPSWQTETNQ 

FMGRDRPTPTAESPYAVLLRQP 

LAKLNIIQ/RPVN4NMVENMLDQ 

AFKJCLNPHEHPVLHSDQGWQY 

RMRRYQNILKEHGCGVTPIMS 

MRRWLAKNRPQADVRVIYNVR 

TPQDVIFADEWRNYPVTLVAE 

NNVTEGFIAGRLTRELLAGVPD 

LASRTVMTCGPAPYMDWVEQE 

VKALGVTRFFKEKFFTPVAEAA 

TSGLKFTKLQPAREFYAPVGTT 

LLEALESNNVPVVAACRAGVC 

GCCKTKVVSGEYTVSSTMTLT 

DAEIAEGYAVVALIKPGAQIGR 

SPVNCDVASCHVISFNLRVELAI 

MRRLLCRJAVLMSYRIEQRLMF 

LERLRHVGLIAHPAKKAfKKTR 

KPGMKVTFEQLKAAFNRVLISR 

GVDSETADACAEMFARTTESG 

VYSHGVNRFPRPIQQLENGDIIP 

DAQPKRITSLGAIEQWDAQRSI 

GNLTAKKMMDRAIELAADHGI 

GLLRLAGGGKRLYWHLLDQLH 

RRNDNISLDLGNNAEAVILRED 

MLPRENFRPGDRVRGVLYSVRP 

EA RG AQLFVTRSKPEMLIELFRl 

EVPEIGEEVIEIKAAARDPGSRA 

KIAVKTNDKRIDPPTQHEDEED 

EGLYDDPFPLNECSVGPGHRHR 

FAPPEAQFRRPETLKGAPTSRIP 

ETSVGVSAGSDFEPHLMRELTC 

RLTALTWCYPGSAYAVHQPDE 


28976 


59344 


A 


29151 


1 


812 




28977 


59345 


A 


29152 


1 


1830 





3765 



wo (H/075(»r)7 PCT/US(»1/0«631 



SEQIl> 
NO: 


SEO in NO; 
or peptide 
sequence 


Met 
hod 


SEQII) NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid stqutncc ( X=Unknotvn, 
*=Slop codon, /=pos!>iblt nucleotide 
dclelion, \=possible nucleotide insertion) 


28957 


59325 


A 


29132 


1 


1114 


MAEACNIGLEPLIKHNIPALTRH 

RLSWVKQNYLRAETLVSANAR 

LVDFQSTLELAGRWGGGEVAS 

ADGMRFVTPVKTINSGSNRKYF 

GSGRGITWYNFVSDQYSGFHGI 

VVPGTLRDSNFVLEGLLEQQTG 

LNPVEIMTDTCGCLEKQEEPPS 

LLRLNNRJKQLLPPVDLTELLLE 

IDAQTGFTHEFAHVSESGARAQ 

DLHISLCAVLMAEACNIGLEPLl 

KHMIPALTRHRLSWVKQNYLR 

AETLVSANARLVDFQSTLELAG 

RWGGGEVASADGMRFVTPVK 

TINSGSNRKYFGSGRGITWYTJF 

VSDQYSGFHGIVVPGTLRDSNF 

VLEGLLEQQTGLNP/D*NHDRH 

LRLSGETGRAT1IASSK*SDQTA 

TPTGRFNGTVTVEIDAQTGFTHE 

FAHVSESGARAQDLH!SL\LRY* 

WLKPVIS/ALEPLIKHNIPALTRH 

RLSWVKQNYLRAETLVSANAR 

LVDFQSTLELAGRWGGGEVAS 

ADGMRFVTPVKTINSGSNRKYF 

GSGRGITWYNFVSDQYSGFHGI 

VVPGTLRDSNFVLEGLLEQQTG 

LNPVEIMTDTCGCLEKQEEPPS 

LLRLNMRIKQLLPPVDLTELLLE 

IDAQTGFTHEFAHVSESGARAQ 

DLHISLCAVLMAEACNIGLEPLl 

KHNIPALTRHRLSWVKQNYLR 

A ETLVSAN ARLV DFQSTLELAG 

RWGGGEVASADGMRFVTPVK 


28958 


59326 


A 


29133 


1 


2908 




28959 


59327 


A 


29134 


735 


932 




28960 


59328 


B 


29135 




1413 




28961 


59329 


A 


29136 




1469 




28962 


59330 


A 


29137 


177 


361 




28963 


59331 


A 


29138 




849 




28964 


59332 


A 


29139 




564 




28965 


59333 


A 


29140 




1593 




28966 


59334 


A 


29141 


1164 


1635 


EGPNRQNGRDYRSVMPTNLXLL 

RRFHEATAQNAPDVVVWGSGT 

PM REFLH VDDM A A ASIH VM EL 

AHEVWLENTQPMLSHINVGTG 

VDCTIRELAQTIAKVVGYKGRV 

VFDASKPDGTPRKLLDVTRLHQ 

LGWYHEISLEAGLASTYQWFLE 

NQDRFRG 


28967 


59335 


A 


29142 


538 


1116 




28968 


59336 


C 


29143 


1 


2967 




28969 


59337 


C 


29144 


1 


2214 





3764 



wo (H/075(»67 PCT/US01/(»8631 



SEQID 

NO: 


SEQ ID NO: 
or peptide 

SCI|IICRCC 


Mel 
hod 


SKQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon Tor last amino acid 
of peptide sequence 


Amino acid sequence ( X=tInknown, 
*=Stop codon, /=pos,siblc nucleotide 
deletion, \=possible nucleotide insertion) 


28952 


59320 


A 


29127 


143 


523 


NQTLMIKGAAHGIFNPLCIKAT 

AGUGAYHGARKRLCANAALA 

N*RNAGISVSCATTAPLSLALFT 

GAGQIAASNTGELDVLQQLGFS 

PIPRLILPGRSSARNRSARPRIGS 

AGAAVMFSNNELMDA 


28953 


59321 


B 


29128 


1 


4107 




28954 


59322 


A 


29129 


1892 


2720 


PTAWSPPRPTSMTSISWVICCM 

ERSNLSQPMPATKGRXQARGAG 

\EVDVDWLIAERPGKVRTLKQH 

PRKNKTGINIEYMKASIRAQVE 

HPFRIIKRQFGFVKARFKGLLK 

NDNQMGDVFHAGQPVSGGPN 

DTIGKFADVACAGPLLAAELDA 

LGKALKEPARPMVAIVGGSKIV 

GALILLIAGFAILRLLFRALISTA 

SALAGLILLCLFGPALLAGYITE 

RITRLFHIRCAGSAYFIKNIQQN 

GITPEDISKRNGRVFLLVFILPFS 

LRRVGHAHH 


28955 


59323 


A 


29130 


1332 


1635 




28956 


59324 


C 


29131 


1 


1677 





3763 



wo 01/075067 



PCT/USOl/08631 



SEQID 

NO: 


SEQIDNO: 
of peptide 
sequence 


Met 
hod 


SEQ lU NO: 
in USSN 
09/540,217 


Nucleotide 
location of First 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


28940 


59308 


A 


29115 


184 


985 


LGKRLVTYHTDANGQPVNQIL 

VEAATDIAKELYLGAVVDRSSR 

RVVFMASTEGGVEIEKVAEETP 

HLI HKV A LDPLTGPM PYQG REL 

AFICLGLEGKLVQQFTKIFMGLA 

TIFLERDLALIEINPLVITKQGDL 

ICLDGKLGADGNELFRSLILRE 

MRDQSQE\DPREAQAAQWELN 

YVALDGNIGCMVNGAGLAMG 

TMDIVKLHGGEPANFLDVGGG 

ATKERVTEAFNPPGYIGPYQGV 

PPAGPGVTRMGKSVRRJVQVG 

CQVAAGSH 


28941 


59309 


A 


29116 


1825 


3186 




28942 


59310 


A 


29117 


366 


1903 




28943 


59311 


A 


29118 


1 


2139 




28944 


59312 


A 


29119 


345 


431 


AASGSADDNLHHQYM*GD1AF 
CLHALLP 


28945 


59313 


B 


29120 


1 


2616 




28946 


59314 


A 


29121 


1 


1521 




28947 


59315 


A 


29122 


1 


783 




28948 


59316 


A 


29123 


96 


215 




28949 


59317 


A 


29124 


1 


292 


MWWGGLLYWLAALVTLLWA 

ASQIQALKKLTCAISQTLEEQPV 

LNSKSWLTSLQNDYSLPDSLTE 

RIWLTLISQRJSRGELREF*TGRR 

KLVTEQCLV 


28950 


59318 


A 


29125 


3 


529 




28951 


59319 


A 


29126 


1 


884 


MVDSLIARVGVMARGNAITLP 

VCGRDVKFTLEVLRGDSVEKTS 

RVWSGNERDQELLTEDALDDLl 

PSFLLTGQQTPAFGRRVSGVIEI 

GDGSRRRKAAALTESDYRVLV 

GELDDEQMAALSRLGNDYRPT 

SAYERESRSEGLDLLRMKVEEG 

DVILVKKLDRLGRDTADMIQLI 

KEFDAQGVSIRFIDDGISTDGEM 

VLDKLARGYADLSKAESQWDE 

MMRTAGSLKLGTIHASELIRSL 

LKSSRPSGLAQAIMEVGRVNKT 

L YLLN YIDDED Y RRRI LTQLN R 

GEGRHAVARAICYGQRGEIRKR 

YREGQEDQLGALGLVTNAVVL 

WNTLYMEEALSWMRRNGEEII 

DEDIARLSPLMHGHIMMLGHYT 

FTLPEDILKGELR* RHLPPPSSS A 

SPALPIGIHVHKHLLGDNRYPl 

WIMQPSAHHPARQPEHDNHFR 



3762 



wo 01/075067 PCT/USOl/08631 



SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN. 
09/540^17 


Nucleotide 
location of Hrst 
codon for peptide 
sequence 


Nucleotide location of last 
codon Tor last amino acid 
of peptide sequence 


Amino acid sequence ( X'^'Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


28929 


59297 


A 


29104 

- ' ' ■ 


234 


930 


KRAFLCSFCANRRNAANSALAL 

PGNCPVAHAQKRHSAPGTLSPD 

ARNEKQPLYG\GAAPETPNPRL 

PPLDSGILGGYIAPDNLTITLSV 

GHSLFDERJGLAPQMPKKLQK 

MTRPPNDSLDAALCHGDVLLQI 

CANTQDTVIHALRDIIKHTPDLL 

SVRWKREGFISDHAARSKGKET 

PINLLGFKDGTANPDSQNDKLM 

QKVVWVTADQQEPAWTIGGSY 

QAVRLNQFRSVMN 


28930 


59298 


B 


29105 


I 


837 




28931 


59299 


A 


29106 


1 


1701 




28932 


59300 


A 


29107 


733 


1323 




28933 


59301 


A 


29108 


1 


736 


MKPSVILYKALPDDLLQRLQEH 

FTVHQVANLSPQTVEQNAAIFA 

EAEGLLGSNENVNAALLEKMP 

KLRATSTISVGYDNFDVDALTA 

RKILLMHTPTVLTETVADTLMA 

LVLSTARRVVEVAERVKAGEW 

TASIGPDWYGTDVHHKTLGIVG 

MGRIGMALAQRAHFGFNMPI/R 

L*RAPPP*RSRRTLQRPLLRFGY 

SVTRVRFRLPDPAVN**DASSV 

WRRTIRGPSLGLSPGWNTRVSL 

CAFFG 


28934 


59302 


B 


29109 


] 


1359 




28935 


59303 


A 


29110 


874 


1926 




28936 


59304 


A 


29111 


1 


777 




28937 


59305 


A 


29112 


137 


376 




28938 


59306 


A 


29113 


1197 


1391 


EIRATIVRSSTEGGRNSGLQSGN 

FC*RHGS*KITAGYIVPLPEESA 

TATGASWTHPWGRQDASW 


28939 


59307 


A 


29114 


1846 


2126 


LMELIEKHVSFGGWQNMYRHY 

SQSLKCEMNVGVYLPPKAANE 

KLPVLYWLSGLTCNEQNFITKS 

GMQRYAAEHNIIVVAPDTSPRG 

SHVADADRYOLGQGAGFYLNA 

TQAPWNEHYKMYDYIRNELPD 

LVMHHFPATAKJCSISGHSMGG 

LGALVLALRNPDEYVSVSAFSP 

IVSPSQVPWGQQAFAAYLAEN 

KDAWLDYDPVSLISQGQ/LRCG 

MHG*SGVE**FLRRQLRLQI*KD 

WPQ*EAAHVH 



3761 



wo 



01/075067 



PCT/US01/U8631 



SEQID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SKQIDNO: 
in USSN 
09/540^17 


Nucleotide 
location or first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possib!e nucleotide 
deletion* \=possible nucleotide insertion) 


28924 


59292 


A 


29099 


1 


1567 


MKLNKAGFNVPESYSLLKMPP 

VGCLISALKKAEDRQEVILRLF 

NPAESATCDATVAFSREVISCSE 

TMMDEHITTEENQGSNLSGPFL 

RVRAGESIKFFNVLLADTPGLDI 

DTMDKDVAHDSRSIQLAMLRD 

DEILTHPVFNRYHSETEMMRY 

MHSLERJCDLALNQAMIPLGSCT 

MKLNAAAEMIPITWPEFAELHP 

FCPPEQAEGYQQMIAQLADWL 

VKLTGYDAVCMQPNSGAQGE 

YAGLLAIRHYHESRNEGHRDIC 

LIPASAHGTNPASAHMAGMQS 

RKTAGICCVHLWAGFGKVAllG 

AGPAGLQASVTLTTQGYDVTIY 

EKEAHPGGWLRNGIPQFRLPQS 

VLDAEIARIEKMGVPMKCTTEV 

G\NTLTLEQVKAENRAVLVTVG 

LSSGSGLPLFEHSDVEIAVDFLQ 

RARQAQGDISIPQSALIIGGGDV 

AMDVASTLKVLGCQAVTCVAR 

FFI DFFPA^sFKFFTSARFI CiVSH 

DGFTPVAVEGNKVTFKHGDLR 

TAPFLGVADKRNKSAGNHP 


28925 


59293 


A 


29100 


107 


892 


LAICTGTYSGRQVLPRFVDRGA 

SLIAEERNGAGRRRAGIRTTSA 

GGGLCAYAiVEF*CWRNCARFE 

LN/AGISVPi/SEFIGATMQQTVH 

AEQSAISHAWLSGEKALAAITV 

NYTPCGHCRQFMNELNSGLDL 

RIHLPGREAHALRDYLPDAFGP 

KDLEIKTLLMDEQDHGYALTG 

DALSQAAIAAANRSHMPYSKSP 

SGVALECKDGRIFSSEYAENAA 

FNPTPDIORAVLAEKADAPLIO 

WDATSATLKALGCHSI DRVLL 


28926 


59294 


A 


29101 


1 


3100 




28927 


59295 


A 


29102 


1878 


2699 


GTARNLTVSLSLSYSSSGTPSNA 

PNARMEELGPHPGEASSLFHPE 

SPLLDELFLPEYKAGRTPNPDIV 

GHYVRRADV\DGKSRLLRGLDS 

NKDQSYFLYTLSHEQIAQSLFP 

VGELEKPQVRKIAEDLGLVTAK 

KKDSTGICFIGERKFREFLGRYL 

PAQPGKIITVDGDEIGEHQGLM 

YHTLGQRKGLGIGGTKEGTEEP 

\\/TVVDlCDVENNILVVAQGHE 

FTGTMRCTVKTRYRQTISLGPL 
RKPPHNRCLEI 


28928 


59296 


A 


29103 


358 


1160 





3760 



wo (M/075(»67 PCT/US«l/(»863 1 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
scQucncc 


Met 
hod 


SEQ ID NO: 
iitUSSN 


Nucleotide 
location of first 

cnHnn far n^ntiilp 

s«qtience 


Nucleotide location of last 
codon Tor JasI amino acid 
nf nf Dtide seaucnce 


Amino acid sequence ( X=lJnkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


28919 


59287 


A 


29094 


1 


725 


MHPRFQTAFAQLADNLQSALE 

PILADKYFPALLTGEQVSSLKSA 

TGLDEDALAFALLPLAAACART 

PLSNFNVGAIARGASRRSAKNIP 

RAVRQVFWRILLFYVFAILIISLI 

IPYTDPSLLRNDVKDISVSPFTL 

VFQHAGLLSAAAVMNAVILTA 

VLSAGNSGMYASTRMLYTLAC 

DGKAPRlFAiaSRGGVPRNALY 

ATTVIAGLCFLTSMFGNQTVYL 

WLLNTSGMTGFIAWLGIAISHY 

RFRRG Y VLQGHDINDLPYRSGF 

FPLGPIFAFILCLIITLGQNYEAF 

LKDTIDWGGVAGTYIASGGEPA 

VNSHAFGVLRNVVSIAVFFHQF 

GDAIKRLFPTDLLPFIRTWRTVF 

RKLQTA FG VDEIHQASAFRTKC 

TAVDRVIRIAFDMDRLDFFSWR 

SGYISRIPLIGLYFACALERHQN 

ERQPllLLSDQNAIATINQLAIER 

DVLNCRVIIARSLSELVAIREEIE 

PLLIINNSHYLLDDAVNNYITVK 

NIITAAGIEQIKHFLATAFIRQQP 

ERFFSAPGSFHYSNVRGESWQH 

ITRQICAQLVAQHHITADEAQRI 

lAREGEGENLIVNRLAIPHCWSE 

QERRFR»TVAWWRAA*CAVCD 

DGDCRSVLPDLHVWQPDGIPV 

AAEHLRDDGFYRLAGDCH 


28920 


59288 


A 


29095 


3 


453 




28921 


59289 


B 


29096 


1 


3684 




28922 


59290 


A 


29097 


1 


231 


LLVFINQEEADFHTQRGGPVFQ 
QATFTL*QLALFAIEPGLMTDP 
DIQVRGTTLPYGRGAAHGVYT 
SNWKLTFRRILY 


28923 


59291 


A 


29098 


1 


2862 





3759 



wo 01/075067 



PCT/USO 1/08631 



SEQlD 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SKQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possibIc nucleotide 
deletion, \-possible nucleotide insertion) 


28904 


59272 


A 


29079 


IS86 


2329 


PLLVWrNTRPSLTTGRESASPAT 

LVCHATVPSLVIASHVLSFL*W 

SFTVLVISRJGVAFAHAIFWSIT 

ASLAIRMAPAGKRAQALSLIAT 

GTAL A M V LG L PLG RJ VG Q Y FG 

WRMTFFAIGIGALITLLCLIKLL 

PLLRRTVKYTSGC 


28905 


59273 


A 


29080 


1 


2319 




28906 


59274 


A 


29081 




194 


STSSL A AQS LRFG Y ETSQTG LA 
TYCGEKl Q* FFADLQQPVCA DS 
YPLLVQMKKLGPIVFFFDl 


28907 


59275 


A 


29082 


3109 


3384 




28908 


59276 


A 


29083 


703 


1000 


DCFLRRLI KRPFGTSMKDQ A VR 

FEEGFMAMGALGLAMVGMTA 

LAPVLAHVLGPVUPVYEMLGA 

NPSMFAGTLLA\WiWAAVFLAK 

ELAGGVRLLVLIF 


28909 


59277 


A 


29084 


2040 


4603 




28910 


59278 


A 


29085 


3 


94 




2891 1 


59279 


A 


29086 


3 


148 


YAEHMLEVMSSIGDYT/NPRPA 
SRPVTKFDORGHRLGHGVWNL 
MFERVK 


28912 


59280 


A 


29087 


27 


227 




28913 


59281 


A 


29088 


344 


1067 




28914 


59282 


A 


29089 


798 


1049 




28915 


59283 


A 


29090 


1 


1473 




28916 


59284 


A 


29091 


1 


720 




28917 


59285 


A 


29092 


45 


208 




28918 


59286 


A 


29093 


1 


2499 





3758 



wo (» 1 /075(»67 PCT/US(H /«863 1 



SEQID 

NO: 


SEQ ID NO: 
or peptide 
sequence 


Met 
hod 

_ 


SEQ ID NO: 
in USSN 

ai\/£Afk '917 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
ni pcpiitic 5Ci|Uciicc 


Amino acid sequence ( X=Unknu«vn, 
*=Stop codon, /^possible nucleotide 
deletion, V=possible nucleotide insertion) 


28889 


59257 


A 


29064 


498 


707 




28890 


59258 


A 


29065 


510 


554 




28891 


59259 


A 


29066 


600 


734 


PECLSAPDH*YKHCCSTGTQAR 
QPDADCPLLPPRLAAHNERQTR 


28892 


59260 


A 


29067 


1 


1295 


MCCNRCRNYAPGKGFSDVSFD 

LWPGEVLGIVGESGSGKTTLLK 

SISARLTPQQGEIHYENRSLYA 

MSEADRRRLLRTEWGVVHQHP 

LDGLRRQVSAGGNIGERLMAT 

GARHYGDIRATAQKWLEEVEIP 

ANRIDDLPTTFSGGMQQRLQIA 

RNL VTH PKLVFM DEPTGG LDV 

SVQARLLDLLRGLVVELNLAV 

VIVTSSPDQDWGFTPEPRLAAR 

FPGSTHSSRSRRNRGRRHPRPRS 

LPTPSAPHSRAPGDGVKLVPPP 

ARVTRNEPAPSDSVTLGVPHEP 

GACIGTPILTFVRPSTSAINAAA 

EESTGTILFGAGGFKRTDLNDT 

ESDSTTLVASRYWDLSSGWQR 

AINLRWSLDHFTQGEITNTTML 

FYPGVMISRTRSRGGLMPTWG 

DSQRYSIDYSNTAWGSDVDFSV 

FQAQNVWIRTLYDRHRFVTRG 

TLGWIETGDFDKVPPDL*LKSR 

VGQRSELGSQYTPRARVEPPKL 

LSRKVRAHFGSRAPGAGRA*RH 

LRAPDCGVRWVWAGSGAGDG 

GGRGCGGSGTSEWTLGSGRRGE 


28893 


59261 


A 


29068 


84 


128 




28894 


59262 


A 


29069 


1547 


1822 


CSRCSIPAFRVKPAPLKPRVFSP 
A WN VPERL WHL APSTFSGG EQ 
QRVNIAR/ELYRRLPHSAA*RN 
YRLP*RQNSAALSRLYAAFLPR 
PQYHH 


28895 


59263 


A 


29070 


1520 


1656 




28896 


59264 


A 


29071 


563 


976 




28897 


59265 


A 


29072 


1 


1011 




28898 


59266 


A 


29073 


1 


1097 




28899 


59267 


A 


29074 


1 


2490 




28900 


59268 


A 


29075 




879 




28901 


59269 


A 


29076 




1317 




28902 


59270 


A 


29077 


1428 


1619 


YAARRRALCGSPCPFPGGClsiGE 

NCRLPPQLHADLTARIFYETRG 

WWWWSPRRWILNE*LPGWQ 


28903 


59271 


A 


29078 


468 


638 


AQTSPDCGRCPWLSDYAKSG* 
HQLWARWQNNGLAHTPRADS 
THQQSALDGRISSLT 



3757 



wo 01/075067 



PCT/USO 1/08631 



SEQID 

NO: 


SEQID NO: 
or peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location or first 
codon Tor peptide 
sequence 


Nucleotide location oflast 
codon Tor last amino acid 
of peptide sequence 


Amino acid sequence ( X-Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, V=possihle nucleotide insertion) 


28882 


59250 


A 


29057 


2 


1760 


KSQLHDPCCAPIQQEAVRAVV 

GQPPQQHLGFPVERGVCQREC 

DFEKELEARJASLSDSVSNAREE 

RMALRQEQEQLQSRJQSLMQR 

APVWLAAQNSLNQLSEQCGEE 

FTSSQRTHGHSEGNITKRGLLG 

ELRFENGDPSNDQSYGRHKDG 

N4AEIGTFHGGDLRGLTNKLDY 

LQQLGVNALWISAPFEQIHGW 

VGGGTKGDFPHYAYHGYYTQ 

DWTTsftDANMGNEADLRTLVD 

SAHQRGIRILFDVVMNHTGYAT 

LADMQEYQFGALYLSGDEVKK 

SLGERWSDWKPAAGQTWHSFN 

DYINFSDKTGWDKWWGKNWI 

RTDiGDYDNPGFDDLTMSLAFL 

PDIKTESTTASGLPVFYKNKMP 

THAKAIDGYTPRDYLTHWLNQ 

WVRDYGID/GFRVDTPKCLRCN 

PSITIGTNYSAS*PQWSSIPGAL* 

G*/PAWAG/GLPWAPSVLLLDH 

LRQGFTMLEENLGNTIQDIGMG 

KDFMSKTPKATVTKAKIEKWN 

LIKLKSFCTAKETTIRVNRQPTE 

WFkTiPA iv^<inkrr;i i^i?ivk:'Pi 
w cr^ir/\i T ooL/i^.vjL'ioivt i n.cLjI^ 


28883 


59251 


A 


29058 


1 


1119 




28884 


59252 


A 


29059 


3 


2599 




28885 


59253 


A 


29060 


225 


1245 


RGSTGAHPRSAGKHYAKTSAG 

NA AGDP* YGQMGPHHRGCGKP 

VPLPDHQSENLRWW*RRAWCG 

SGGYRVMAEGRHAAQGIIDWLG 

LDVDKLGALEERRKVLQVKTE 

NLQAERNSRSKSIGQAKARGED 

lEPLRLEVNKLGEELDAAKAEL 

DALQAEIRDIALTIPNLPADEVP 

VGKDENDNVEVSRWGTPREFD 

FEVRDHVTLGEMHSGLDFAAA 

VKLTGSRFVVMKGQIARMHRA 

LSQFMLDLHTEQHGYSENYVP 

YLVNQDTLYGVGLYPLGALAS 

AHriNl FT PFR^FriPRAPiflPPRR 
RTG H TOK n S PO R OOTP PK G P 


28886 


59254 


C 


29061 


201 


1244 




28887 


59255 


A 


29062 


1 


2530 




28888 


59256 


A 


29063 


675 


920 


RTYRLAGRQKQRRGGGTDSRS 
ONPWRSHRRHLP*RSSGAGKR 
GGKRFAGGAERRNPRLCRICPEP 
PAGGDGRRRRLAAAGAD 



3756 



wo «l/»75()67 



PCT/1)S01/(I8631 



SEQ 10 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in (JSSN 

lfV/540,2 1 7 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location or last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=IJnknovvn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possibIe nucleotide insertion) 


28866 


59234 


A 


29041 


1 


1339 


MTGKCGKFGNFLESWRAQKTG 

ICGKVWNFLENLLNGFGQNAY 

SDTDNEVQAEVVSDKDKELVG 

IMWSKGHSCYAKRLAAFCPCLR 

DLWNFELERDDLGYLVEEISKQ 

QTIQEEADHKNLESLQTEDAIE 

KKTPFSGEKFKLAAEICISNKDP 

NINSQDDGENVPRVAVHPNGC 

FAWKLPVLSRKFERKPIYWILS 

EVAKRLGPDVYQKFTEGRTQE 

QWLQHLYAKMtAKDPALPSY 

DELKKMGIYKRKDPNGHFVAY 

KAFRDDPEANPLKTPSGKIEIYS 

SRLAEIARTWELEKDEVISPLPV 

YASTFEGWNSPERRTFPLQLFG 

FHDKSRTHSTYGNIDLLKAACR 

QEVMNPIDAQKRGIANGDMP 

YVFSSQMAKFTPRT\GLSSLIWK 

AHKCGEALETLQKO*C*QSGAT 

LFAGPRARAWPPYPRLFPTGLA 

CVDLHGNARKAT 


28867 


59235 


A 


29042 


378 


530 


AFLPYDAGRRCLPGTVSV*SGL 
YVRGAQHGRYQ*HHRCCTSDK 
IWRADKG 


28868 


59236 


B 


29043 


1 


1617 




28869 


59237 


A 


29044 


417 


607 




28870 


59238 


A 


29045 


954 


1163 




28871 


59239 


A 


29046 


444 


3793, 




28872 


59240 


A 


29047 


475 


732 




28873 


59241 


A 


29048 


1 


219 




28874 


59242 


A 


29049 


1 


2438 




28875 


59243 


A 


29050 


2 


175 




28876 


59244 


A 


29051 


1 


411 




28877 


59245 


A 


29052 


172 


378 


LSLLRELGPVVAALLFAGRAGS 
ALT/VRNRPDARYRATLQYGD 
DGGGSAASGYFSPFLGWGYFIT 
TVDG 


28878 


59246 


B 


29053 


I 


1641 




28879 


59247 


A 


29054 


1 


3036 




28880 


59248 


A 


29055 


1 


1419 




28881 


59249 


A 


29056 


1 


1500 





3755 



wo 01/i»75067 



PCT/USO 1/08631 



SEQID 

NO: 


SEQID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540^17 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( \=Unkno>vn, 
*=Stop codon« /=possible nucleotide 
deletion, \=p<»ssiblc nucleotide insertion) 


28859 


59227 


A 


29034 


2 


265 


ARNEVAQPGVHETLDELTTRL 
AEGLLEAAEEAGIPLVVNHVGG 
iviroirr I i-/AtoV iv^YV^L/ViViAC 
D/GGTL*AFLPYDAGRRCLQHG 
RYQ 


28860 


59228 


A 


29035 


852 


933 


PAPYALLLLPMHPHGLRRRDR 

QGRIHNLNDRRRHWHRVRVCH 

LLRRERSRKDAPADGHPPLXRA 

VGGRNQN*FGELRTTTCFTQTD 

FLTFNLTSVTSNEASFTQFRTQG 

LVVFHQSAGDTVTDRTSLTRDT 

TTFNGDVQVQFLNHVDQFQRL 

TNYHAGSFTTEVLFQRTLVDYD 

FTVARFDENASCGTFAATSAVV 

LIFSHCLRLLCRVVVLVTRVNF 

QFTEHSTTQRAFWQHAFNRDF 

NHTLRTASNHLFKGRLFDTTDV 

AGVVIVHFVSTLVAGYSNFVSV 

QNDDVITGIYVRSVFRFVLTAQ 

ATSQFSSQTAQSFTGRVNNIPV 

Ar YOr Wrol^Alv r YKrIOAKWCo 

NGRK 1 DQRHTHCFFCPCl RTDFA 

VEIGKEEFIT 


28861 


59229 


A 


29036 


1 


797 


MIVFIENFKTSSPKYADILLPDL 

MTVEQEDIIPNDYAGNMGYLIF 

LQPVTSEKFERKPIYWILSEVAK 

RLGPDVYQKFTEGRTQEQWLQ 

H L Y AKM LAKDPALPS YDELKK 

MGIYKRKDPNGHFVAYKAFRD 

DPEANPLKTPSGKIEIYSSRLAEI 

ARTWELEKDEVISPLPVYASTF 

EGWNSPERRTFPLQLFGFHYKS 

RTH^TA^P.'KIirkl 1 V A Ar'POPVU/T 
I\inol T kJiNIIJIjLIVAAV^KV^Cf V Wl 

1 N r 1 A IV tvO 1 A IN O IVl V K V N ri 

RnPVRM PAl^VTPUPVnTWTA P 
rvVJC V lV\L->r A^. V 1 l^rir VvJl W 1 AO 


28862 


59230 






I 

1 






28863 


59231 


B 


29038 


1 


2727 




28864 


59232 


A 


29039 


1 


2250 




28865 


59233 


A 


29040 


1 


2850 





3754 



wo 01/»75067 PCT/US01/»8631 



SEQID 

NO: 


SKQ ID NO: 
of pepcide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/340,2 1 7 


Nucleotide 
location or Orst 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Slop codon, /^possible nucleotide 
deletion, \=|>o.ssible nucleotide insertion) 


28846 


59214 


A 


29021 


878 


1267 


LNSWLPSVPTV*SSVFNAL*TG* 
1SPAFNPFADM*SASGLP*IKSPL 
STSTLFFTSLRASLIRLAVRTSPN 
FSVAVSL**SKS1MLLCRSVVSM 
IRRSTVAAFTLAAISVARSVALN 
RFLIKSTGNACK 


28847 


59215 


A 


29022 


294 


2305 




28848 


59216 


A 


29023 


5 


337 


GAPQHQMMSTYRINGRESPML 

TYPSTPNFFWLAWQARDFMSK 

KYG\RRFP1ARFLWRSTPAPGVR 

KTIFIFISLVFVLMCANSWITIW 

RTSAAAGCHCQVVCAGMlsJTW 

RVG 


28849 


59217 


A 


29024 


1 


1753 


MPSTRYQKINAHHYRHIWVVG 

DIHGEYQLLQSRLHQLSFFPKID 

LLISVGDNIDRGPESLDVLRLLN 

QPWTSVKGNHEAMALEAFET 

GDGNMWLASGVYRIPLAVIWI! 

GSLTSKAYKAEVQQRREAFNR 

AKMDYDHLVRQIQQVGGLEGF 

lAKRTMLEKMKDEILGLPEEEK 

RALAALHDTARERQKQKFLEG 

FFIDVASIPGVGPARKAALRSFG 

lETAADVTRRGVKQVKGFGDH 

LTQAVIDWKASCERRFVFRPNE 

AITPADRQAVMAKMTAKRHRL 

ESALTVGATELQRFRLHAPART 

MPLMEPLQPTVSVVDKVVEKK 

GTKEVAEAYLKYLYSPEGQEIA 

AKNYYRPRDAEVAKKYENAFP 

KLKLFTIDEEFGGWTKAQKEHF 

ANGVlAVVAAGIGYWiCLTGEE 

SDTLRKIVLEECLTNQQQNQNP 

SPCAEVKPNAGYVVLKDLSGPL 

PYLLMPTYRINGTESPLLTDPST 

PNFFWLAWQARDFMSKKYG\R 

RFPIARFLWRSTPAPGVRKTIFIF 

ISLVFVLMCANSWITIWRTSAA 

AGCHCQPTGIAQALLSTRQHGG 

AQCPLLPLSPLLSSSSF 


28850 


59218 


A 


29025 


865 


974 


IMPRISGSQSGEHQQPLVATAR 
WFARA*IL1IPL 


28851 


59219 


A 


29026 


1936 


2490 




28852 


59220 


A 


29027 


1105 


IS18 




28853 


59221 


A 


29028 


1 


975 




28854 


59222 


A 


29029 


1 


1965 




28855 


59223 


A 


29030 


3338 


3553 




28856 


59224 


A 


29031 


95 


1289 




28857 


59225 


A 


29032 


I 


732 




28858 


59226 


A 


29033 


1 


672 





3753 



wo 01/075067 



PCT/USOl/08631 



SEQID 

NO: 


SEQID NO: 
of peptide 
sequence 


Met 
hod 


SEQID NO: 
m USSN 
09/540»2l7 


Nucleotide 
location or first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( \=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


28838 


59206 


A 


29013 


767 


1428 


FTPLSLRAVVIQLANRQYLDEK 

SDRAVHQGHIPRQFY*SLRR>JL 

TNRHIQLIAIGGAIGTGLFMGSG 

KTISLAGPSIIFVYMIIGFMLFFV 

MRAMGELLLSNLEYKSFSDFAS 

DLLGPWAGYFTGWTYWFCWV 

VTGMADVVAITAYAQFWFPDL 

SDWVASLAVIVLLLTLNLATVK 

NVGEMEFWFAMIKIVRPLSGSR 

TKKMSKSDDNRNNVIGLLEDP 

KSVVKKIKRAVTDSDEPPVVRY 

DVQRPKRSALLERAPERFQEVF 

ILKGREDKRLLPLIHALESQGG 

GYPVGKPPISRREKJIPCRASGA 

YSPPVLLILIMDPLGNLPIFMSV 

LKHTEPKRRRAIMVRELLIALL 

VMLVFLFAGEKILAFLSLRAET 

VSISGGIILFLIAIKMIFPSASGNS 

SGLPAGEEPFIVPLAIPLVAGPTI 

LATLMLI SHOYPNOMGHI VIA 

LLLAWnnTFVILLOSSl Fl Rl I 

GEKRVNAl FRI MOI H VMMAP 


28839 


59207 


A 


29014 


1 


632 




28840 


59208 


A 


29015 


1 


1215 




28841 


59209 


A 


29016 


38 


457 


LNRLLKLVHASQSSRAMVFSSl 
RSFMFFSTLF1LVRRQFSR*TIML 
SANSDSLTSSLPIWLLFISFSCLT 
ALARTSSTVLKRSGESGHPCl V 
PVFRGNTFNFSPFSIMLAVGGV 
LHCEINCRICSTGRSANPRI DSCI 


28842 


59210 


A 


29017 


899 


991 




28843 


59211 


A 


29018 


1740 


1868 




28844 


59212 


A 


29019 


1 


1084 


MSAE1TAPWYRLQLDLFTKI.VA 

TCMEQFRPKTIPPLAIPERLNAH 

CEELYELIASLNNILNLYMPAG 

QEAEHRFAMGELPDEVLEICQR 

LAKLTEMLRGLAELFLNDLSEK 

TGSHDIVRLHRLILQMNRALGM 

FEAQSKLWRLASLAQSSGAPVT 

KWATREEREGQLHLWFHCVGI 

RVSDQLERLLWRSIPHIIVTSAT 

LRSLNSFSRLQEMSGLKEKAGD 

RFVALDSPFNHCEQGKIVIPRM 

RVEPSI DNEEQH 1 AEMAAFFRK 

QVESKKHLGMLVLFASGRAMQ 

RFLDYVTDLRLMLLVQGDQPR 

YRLVEL\PANASPTVSAAC\VW 

AYSHLPKGLI*KVICSARCISTK 

SLFRPSTARW 


28845 


59213 


A 


29020 


1 


2022 





3752 



wo 01/075067 PCT/l)S01/08631 



SEQID 
NO: 


SKQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 

inUSSN 

09/540,217 


Nucleotide 
location omrsl 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X°Unknn>vn, 
*=^(op codon, /^possible nucleotide 
deletion, \ppoS5ible nucleotide insertion) 


28831 


59199 


A 


29006 


1 


535 


RPYVLP\VAGSNALGA\LGYVES 

ALEFVAQQCEGAVNISSVVVASG 

SAGTHAGLAVGLEHLMPESELI 

GVTVSRSVADQLPKVVNLQQA 

lAKELELTASAElLLWDDYFAP 

GYGVPNDEGMEAVKLLARLEG 

ILLDPVYTGKAMAGLIDGISQK 

RFKDEGPILFIHTGGAPALFAYH 

PHV 


28832 


59200 


A 


29007 


i 


1953 




28833*" 


59201' ^ 


A 


29008 


1 


656 


MKLMAIQEQARGEQCFRDSEW* 

DLQFHIQVALATQNSALAAIVE 

KMWTQRSHNPYWKKLHEHIDS 

RTVDNWCDDHDQILKALIRKD 

PHAAKLAMWQHLENTKIMLFN 

ETSDDFEFNADRYLFAE>jPVAI 

AKELELTASAEILLWDDYFAPG 

YGVPNDEGMEAVKLLPRLEGIL 

LDPVYTGKAMRGLIDGISQKRF 

KDEGPILFIHTAGGAPALFAYHP 

HV 


28834 


59202 


A 


29009 


1172 


1371 




28835 


59203 


A 


29010 


338 


528 


RH PRCDPYG FCPFTA D A DD A * * 
LGACHHYWRGQRKIYAGSGDS 
RCQPDGRRSAPARRPLRRQR 


28836 


59204 


A 


29011 


413 


2798 




28837 


59205 


A 


29012 


48 


320 


LCRPDKAFTPHPA*TKR1LSAI*P 
SSFKEGIDHSATFFFAARFALVA 
AAIFCVFADGFFAFLASFFAAFG 
FVFFSPRKALSGSKFTFLPT 



3751 



wo 01/075067 PCT/USOI/08631 



SEQID 

NO: 


SEQID NO: 
of peptide 
sequence 


Met 
hod 


StQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location or flrst 
codon Tor peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=pos$iblc nucleotide insertion) 


28826 


59194 


A 


2900! 


722 


2805 


TPRAERTASSVALPTSRLLRAR 

AETTTAPSTPMKTHRVISMVFF 

TCSQTGTPSASPVKSSLKVSSLN 

IIIASTTNRPSA^QQF/WPVSPPG 

DGTRRYP\SISLTVLTGNDNVNL 

LRAG IDL A I Y FDDA PS AQLTHH 

FLMDEEILPVCSPEYAQRHALT 

DTV IN LCHCTLLHDRQ A WSND 

SGTDEWHSWAQHYAVNLPTSS 

GIGFDRSDLAVIAAMNHIGVAM 

GRKRLVQKRLASG VYPPRGA Y 

PRTHLLETSTTSGVNGVGTYSA 

PFWRMLLTNiSFVMAFSITLGKIT 

VSMLSAFAIVWFRFPLRNLFFW 

MIFITLMLPVEVRIFPTVEVIAN 

LQMLDSYAGLTLPLMASATAT 

FLFRQFFMTLPDELVEAARJDG 

ASPMRFFCDIVFPLSKTNLAALF 

VITFIYGWNQYLWPLLIITDVDL 

GTTV AG I KGMl ATGEGTTE WNS 

VMVAMLLTLIPPVVIVLVMQR 

AFVRGLVDNPAANYIHYGVRE 

SGMTAIANGIAHHGGFVPYTAT 

FLMFVEYARNAARMAALMKA 

RQIMVYTHDSIGLGEDGPTHQA 

VEQLASLRLTPNFSTWRPCDQV 

EAAVGWKLAVERHNGPTALIL 

SRQNLAQVERTPDQVKEIARGG 

YVLKDSGGKPDIILIATGSEMEI 

Tl OAAPI^I AfiPnRMVRVV*!! P 

1 ljV^rt/ACiIVJLf/\VJ I-(\JI\JN V 1\ V V OL>r 

ARVAVEAGIADYWYKYVG 


28827 


59195 


A 


29002 


2253 


2546 




28828 


59196 


A 


29003 


279 


629 


NGAGHL*RPPVDGATAAPAGG 

RYAHLRVCPESLPWLHLPAWRI 

YRSGS*SAPCHCRNHRSGSAWQ 

KHYGTsIRFRFRTVRPYRnR AI H 

LRGRNTAITQAADWRLATAQL 

LEIAGVGDE 


28829 


59197 


A 


29004 


313 


638 


RWRQRWFWCLHCLVLFRJTPR 

TFALSQCRPWDDSRSQDTSMSH 

SIQWNRMYCNCSMQDEQEADE 

AN n K G P A nVG ORO A W A n R /r R 

SHRREGT1PGNPHPRAS*RAGW 

QR 


28830 


59198 


A 


29005 


1 


1182 





3750 



wo 01/«75«67 PCT/LSOl/08631 



SEQID 


SEQ ID NO: 


iWct 


StQ ID NO: 


Nucleotide 


Nucleotide location of last 


Amino acid sequence ( \=Unkno\vn, 


NO: 


of peptide 


hod 


in USSN 


location of first 


codon for last amino acid 


*=$top codon, /^possible nucleotide 




sequence 




Uy/>40,2 1 7 


codon for peptide 


of peptide sequence 


deletion, \=possible nucleotide insertion) 










sequence 






28808 


59176 


A 


28983 


361 


738 


FLQPFPFKREINKFIRDIANNMK 














TDFFSAVTLFTDCVTVMLW1I*F 














FQRKFFLKGFI*PPLGSFYRE*1IT 














S L FL YLLCN 1 FL ATH Rl SCDDFSF 














NIQHVKKFWDSCNLIRFLIRLDL 














SDDQTVHC 


28809 


59177 


B 


28984 


1 


1263 




28810 


59178 


A 


28985 


363 


569 


KGYSRRSGKHRQGCCNVLRLR 














FPDHQTAPRPMPLKRQTRAPGQ 














SPPGLPADPHPGQF*LPLLRGRF 














AR 


2881 1 


59179 


A 


28986 


1 


1035 




28812 


59180 


A 


28987 


275 


721 


LMVSGFLTSPKDHERIMSGEAR 














AILIASNSSVLVCAFRNFNKSFT 














DLLPSELAQSASERISFNNTLKD 














SGMPGSI*WLPSTMFLYILVRPF 














TSSDLTVSISCRVYAAPYASSA 














HTSISPKR*PPNTQRLLTGPVGT 














FWGRKPPLFPTP 


28813 


59181 


B 


28988 


) 


2082 




28814 


59182 


A 


28989 




1567 




28815 


59183 


A 


28990 




453 




28816 


59184 


A 


28991 




777 




28817 


59185 


A 


28992 




1431 




28818 


59186 


A 


28993 




561 


VDSRGYPYGSRGAGKCRESERL 














GSESRNPGSIGLENELTAEDVAS 














ADMVILTKDIGIKFEERFAGKTI 














VRVNISDAEFLMTNRJSRLKTA 














LFANTREISLERALLYTASHRQT 














EGEPVILRRAKATAYILEHVEISI 














RDEELIAGNRTV/ITARRDYVA 














GNGPLLAAERAGSIPDASAGPL 














CYQRRRL 


28819 


59187 


B 


28994 


1 


3414 




28820 


59188 


A 


28995 


1082 


1297 


MIMWLAAVAlREnsJHDSGSATF 














RTPRDPRTVAGKYNLGASLYK 














SELLA*LHSAGAGCLSCQRAKL 














GLGRRR 


28821 


59189 


A 


28996 


1 


2115 




28822 


59190 


A 


28997 


168 


317 




28823 


59191 


A 


28998 


1331 


1471 


RWSNGTLENGTL*LLTLPSASLI 














STNKSPLDDVE*RSLISKAPGDT 


28824 


59192 


A 


28999 


147 


1456 




28825 


59193 


A 


29000 


1 


439 





3749 



wo 01/075067 



PCT/ljS01/0«r)31 



SKQ ID 

NO: 


SEQIDNO: 
of peptide 
sequence 


Met 
hod 


SEO II) NO: 
in USSN 
09/540»217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Slop codon, /^possible nucleotide 
deletion^ V=possible nucleotide insertion) 


28788 


59156 


A 


28963 


1019 


1329 


ISGVFFACFTNGSNG*LAHCHA 

F*PLLGDFGCRNGVIQGRENAH 

LMNGGGRRVTALHFQQYRPHH 

LFNILTARHHLIDNANHAQIDR* 

RFAFMRLAGGTATHQ 


28789 


59157 


A 


28964 


1 


1423 




28790 


59158 


A 


28965 


1 


863 




28791 


59159 


A 


28966 


1 


2412 




28792 


59160 


A 


28967 


3066 


3155 




28793 


59161 


A 


28968 


1 


1215 




28794 


59162 ^ 


A 


28969 


1 


1678 • 


.... ' ' . •' 


28795 


59163 


A 


28970 


I 


4674 




28796 


59164 


A 


28971 


1 


393 




28797 


59165 


A 


28972 


2026 


2703 


NSRCVWNAEFGHQLIAGDHFF 

HHFQAHLVQFGGDFFQLFNLG 

EGQLVVSIFTPVRLAVHGVKIE 

TVFVGFSSLIHGSQTVLVSSASG 

ASVASTRGKCTIVTSGISGA^IA 

KND/GLPRVHGATAPSCASQFL 

VFAAPTPRPDRHG*RTDDSTPQ 

RLSSPAVEKAPTASSASGNSRN 

DKPLREITLITSDRPVPDAAVSP 

TGFWPLTIPFHRCRRMSSLPGIPI 

RQSSA 


28798 


59166 


A 


28973 


475 


661 


AYGNPVEYSGRRAPGGR*FHW 
RFHGHGFPGAGGGSPAKPVNR 
RAAAPIDSAPAPAADGRVSR 


28799 


59167 


A 


28974 


367 


1464 




28800 


59168 


A 


28975 


904 


1473 




28801 


59169 


A 


28976 


738 


893 




28802 


59170 


A 


28977 


1 


1108 


MADTRYFGMHMSQETPASTTE 

AQIKNERRISPFWLLPFIALMIA 

S WLI WDS YQDRGNTVTIDFMS 

ADGIVPGRTPVRYQGVEVGTV 

QDISLSDDLRKIEVKVSIKSDMK 

DALREETQFWLVTPKASLAGV 

SGLDALVGGNYIGMMPGKGKE 

QDHFVALDTQPKYRLDNGDLM 

IHLQAPDLGSLNSGSLVYFRKIP 

VGKVYDYAINPNKQGVVIDVLI 

ERRFTDLVKKGSRFWNVSGVD 

ANVSISGAKVKLESLAA 


28803 


59171 


A 


28978 


1 


861 




28804 


59172 


A 


28979 


5 


337 




28805 


59173 


A 


28980 


1 


612 




28806 


59174 


A 


28981 


128 


1742 




28807 


59175 


A 


28982 


1 |2688 





3748 



wo 01/075067 PCT/USOl/08631 



SKQ ID 

NO: 


SEQ ID NO: 
of peptide 


Mel 
hod 


SEQ ID NO: 
in USSN 
0Q/S40 2 1 7 


Nucleotide 
location of first 

sequence 


Nucleotide location of last 
codon for last amino acid 

nTn^ntiflp ci*fi>ii*nrf* 


Amino acid sequence ( X=Unknown, 
*-$Cop codon* /-possible nucleotide 
u*.ivituii» \*~*|iu»3iuic iiui-icuiiuc indenion^ 


28775 


59143 


A 


28950 


34 


437 


CGRLLQKSGFVVSVGIDGIERL 

NTRRARGLPNGTACGQQFSSFR 

GAFCTQVAHIVFCTEGDTDQ/D 

ARKRERFPLRG*SPAEIQSPPAG 

RCCRVHDHRLFRYAGSFFQYPE 

HPERYRFSADAQRPHHRERRLP 


28776 


59144 


A 


28951 


1 


457 




28777 


59145 


A 


28952 


176 


757 


KPMKSTAAAADAALLSA\ERQ 

VIDDAAAHLSEVAQGDDVDAI 

EQAIKNVDKQTQDFAARRMDQ 

S¥RRADRSDLIETFDHVCTVIF1 

RDG ITSAEVETADTARGN VDVl 

RTGEVGAVCGTEETKSILQYLQ 

YAITKDIFATLCVLLQDGKNNV 

LLTHTSQVFQPHIFAESDQLRN 

RRIFGDRFDSPVSIRMMFGI 


28778 


59146 


A 


28953 


1 


1503 




28779 


59147 


A 


28954 


425 


619 


AG WSFLPSPAEQNR WRFPLSRF 
CQ]PAPLQVRS*LACRFFAAYSP 
PLLRKSPAASMAYTTSRLH 


28780 


59148 


A 


28955 


55 


476 


SYHALANVFYQRRMAITQVAG 

RQAQVFKAHLRDDVHHHIDGQ 

VTATESVMEGNRHAVL*TRAT 

NRFFQVGAQFAIARFFSLVGLL 

WRVLESGK1AFSATIPGRYPFLS 

LRLFNFLRHFDCLILRGCRKVL 

HGRAPDGRDR 


28781 


59149 


A 


28956 


92 


3254 




28782 


59150 


B 


28957 


12 


271 




28783 


59151 


A 


28958 


309 


1238 


GSGSCYSALVKRKWSARSLRA 

DRNGARRGAYVGRKFGHFGPG 

LAGFFSAHASNLCRRSDRAPAH 

YHQLLNFADPVDMMQ*KRGM 

VFLLLMDQRQQRVDDWRRLPS 

LLSVWQSCGDSGRRAPGGR*FH 

WRFQATVFQALAEDLRRNLQI 

VVATVAF/GMGINKPNVRFVVH 

FD/IPRNIESYYQETGRAGR/DGL 

PAEAMLFYDPADMAAVLRRCL 

EEKPQGQLQD/IERHKLNAMGA 

FAEAQT/CRRLVLLNYFGEGRQ 

EP/CGNCDICLDPPKQYEXj/STD 

AQIALSTIGRVNQR/FGMGYVV 

EVIRVAAFLEPDYSHRP 


28784 


59152 


B 


28959 


1 


2123 




28785 


59153 


A 


28960 


1 


2834 




28786 


59154 


A 


28961 


1 


2505 




28787 


59155 


B 


28962 


145 


494 





3747 



wo (n/()75<»67 PCT/lJSOl/08631 



SKQ ID 

NO: 


SEQIDNO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
inUSSN 
09/540,2 1 7 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Llnknown, 
*=Slop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


28769 


59137 


A 


28944 


I 


2539 


MPIEEPALRSWQRPFLKWAGG 

KYSLLPELDRLIPAGKRLIEPFV 

GGGSVFLNSDKHERFLLADVSA 

DLINLYQMLAVVPDSVIYEAM 

KAFRHLNDAENYTLIREAFNAQ 

RLDAVERAAAFLYLNRHCFNG 

LIRYNLDVFFNVGFGKHKQMT 

NNESKGPFEGLLVIDMTHVLNG 

PFGTQLLCNMGARVIKVEPPGH 

GDDTRTFGPYVDGQSLY YSFIN 

HGKESVVLDLKNDHDKSFGHT 

GPLKDAPAYDTIIQAMSGIMME 

TGYPDAPPVRVGTSLADLCGG 

VYLFSGIVSALYGREKSQRGAH 

VDIAMFDATLSFLEHGLMAYIA 

TGKSPQRLGNRHPYMAPFDVF 

NTQDKPITICCGNDKLFSALCQ 

ALELTELVNDPRFSSNILRVQN 

QAILKQYIERTLKTQAAEVWFT 

PFSNKYNGHRIARTDKASMPTV 

YSESLFVEGIIRASTSMTTKQGP 

SLRTGRTLRKFCPLSETAATTDS 

SIFPSKFTPTASRLPGFSFIRSPK 

MTQSVLLPPGPFTRRQAQAFTT 

TYSNITLEDDQGSHFRLVVRDT 

EGRMASVQTRPPADREAFTRIH 

LPEHTLYPHTPAIAAGVFIDGDl 

PMTTQTQHDLAPANQPEFELTV 

TPVPDEQRIDFWPQYFGAIPQW 

LLLEPHIFAWMDRFCEGYSGGI 

WSFYTLSNGGAFMSPEPDNDET 

WRLFNCLNATMPPYRMTCGTV 


28770 


59138 


A 


28945 


907 


1917 




28771 


59139 


A 


28946 


1 


3033 


MVWGFTCSTTATLEGQSTAAS 

SRTSNQDISASSQNHQTKSTETT 

SKAQTDTLTQMMTSTLFSSPSV 

HNVMETVTQETAPPDEMTTSFP 

SSVTNTLMMTSKTITMTTSTDS 

TLGNTEETSTAGTESSTPVTSAV 

SITAGQEGQSRTTSWRTSIQDTS 

ASSQNHWTRSTQTTRESQTSTL 

THRTTSTPSFSPSVHNVTGTVSQ 

KTSPSGETATSSLCSVTNTSMM 

TSEKITVTTSTGSTLGNPGETSS 

VPVTGSLMP 


28772 


59140 


A 


28947 


636 


725 




28773 


59141 


A 


28948 


1 


1123 




28774 


59142 


A 


28949 


2345 


3644 





3746 



wo tH/()75067 PCT/US(n/08631 



SEO ll> 

NO: 


SEQIDNO: 
of peptide 
sequence 


Met 
hod 


SEQ II> NO: 
inUSSN 

no/C/iA '>i7 


Nucleotide 
lociition of flrst 
cwion lur pc|iiiuc 
sequence 


Nucleotide location of last 
codon for last amino acid 


Amino acid sequence ( X=tlnknown, 
*=Stop codon, /=possible nucleotide 
(Iflftion \=Dfissiblp nucli^ntidf in^prtion\ 


28761 


59129 


A 


28936 


3 


183 


GLYAKSFAQTLYLEQRLAVLR 

AYFYCALWNHSVSVVAG*CKT 

DDSANAGDGGSGADRSR 


28762 


59130 


A 


28937 


1 


1006 




28763 


59131 


A 


28938 


185 


384 




28764 


59132 


A 


28939 


2 


615 


WAFRVIRFIVTANWSLKAVWM 

RRLIVVAALLTLRTVPMRQLNR 

LLLITPSLSRHMVSTGPATSCVN 

RGFLSPTVVSVLSGSPFC/WQDG 

DQTLTFKVDYIATGKATSEGEE 

QISLGVRNTSPDVPYLIQSWVM 

TPDNKKSADFUTPPVFVLNPGN 

ENLLRIMYIGAPLAKDRETLFFT 

NVRAVPSTTKRKEGNTLKIAHK 

RMITN 


28765 


59133 


A 


28940 


1 


1686 




28766 


59134 


A 


28941 


76 


981 




28767 


59135 


A 


28942 


1 


1998 




28768 


59136 


A 


28943 


300 


506 


DLYWSLNSGKQIQSGRIDDRSA 
KTVAPHAPAHRQWSASYWRSA 
♦SSSFRLNKKCHTQNHSNCIKM 
ARE 



wo 01/075067 PCT/USO 1/08631 



StO ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SKQIDNO: 
in USSN 
09/540»2I7 


Nucleotide 
location of firs! 
codon for peptide 
sequence 


Nucleotide location or last 
codon for last amino acid 
or peptide sequence 


Amino acid sequence ( \-Unknown, 
*==Stop codon, /=possible nucleotide 
deletion, V=possiblc nucleotide insertion) 


28747 


59115 


A 


28922 


3612 


5412 


PGLKHQNMGHRGPDAETKGVT 

RDFGPNAKPLAG/VRLN/LERLR 

DTHHIDVAPLVARLDQMMESV 

SQLLQLARAGQSFSSGNYQHV 

KLLEDVILPSYDELSTMLDQRQ 

QTLLLPESAADITVQGDATLLR 

MLLRNLVENAHRYSPQGSNIMI 

KLQEDDGAVMAVEDEGPGIDE 

SKCGELSKAFVRMDSRYGGIGL 

GLSIVSRJTQLHHGQFFLQNRQE 

TSGTRAWVRLKKDQGAYPMSE 

KVVFSQLSRKFIDENDATPAEA 

QQVVYYSLAIGHHLGVIDCLEA 

ALTCPWDEYLAWIATLEAGSE 

ARRKMEGVPKYGEIVIDINHVP 

MLA>JAFDKARAAQTSQQQEW 

STMLLSMLHDIHQENAiYLMG 

VFIMLIFFPAPVASEKPLSPDCW 

TTTHTLRMIGENSGLVSYMREK 

AVSPNCWNVIHYSGFLHLELLS 

SYDVDVNQimTICEWISLlKTR 

GVRRPEFQTLLTGSGSEHGERFl 

MNRPTLFFTDLAFHVDRFTQYV 

HDTAQSRFTYRDFNRVFEVFYI 

QTATQTVGGTHCDAPGWWFP 

GAVOSVPAAALIAVAAAPGLA 

SFLPFARRVPRTVVALLAOAAA 

YADGMPARADGSFNSP 


28748 


59116 


A 


28923 


1 


2910 




28749 


59117 


A 


28924 


470 


723 


PGFGDARKL1SLNFFI\W*TA*1 
M*P/LAGSDFVYRNS*RNVFIAQ 
TLQLRSRQPVTM KH ATRAFQT 
EHNLILRFECCEYSRYLFT 


28750 


59118 


A 


28925 


599 


1117 




28751 


591 19 


A 


28926 


279 


455 


SLSHSSGRCSRGGISFWVVWEF 
GPVACLAASVV*L*VSVVWLW 
LSPSGQGCLGCRVWL 


28752 


59120 


A 


28927 


1 


2913 




28753 


59121 


A 


28928 


1 


2328 




28754 


59122 


B 


28929 


55 


327 




28755 


59123 


A 


28930 


9 


107 




28756 


59124 


A 


28931 


I 


2106 




28757 


59125 


A 


28932 


1 


1123 




28758 


59126 


A 


28933 


260 


709 




28759 


59127 


A 


28934 


467 


631 


LEViEAPQPNWS*SVQQSACST 

WPGCWVDLEDPQVWVWYEW 

TTKRASLLPlFOD*LKALRKAO 

VWAFAS*STWPGCWVDLEDPQ 

VWVWYEWTTKRASLLPIFQD 


28760 


59128 


A 


28935 


989 


3010 





3744 



wo 01/075(»67 



PCT/US01/(»8631 



SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location o( First 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=L)nknu>vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


28739 


59107 


A 


28914 


1 


333 


MFQDPV A FDDV A VN FTQEE WA 

LLDISQRKLYKEVMLETFRNLT 

SVGKSWKDQNIEYEYQNPRRN 

FRSLIEKKVNEIKDDSHCGETFT 

QVPDDRLNFQEK.ICASPEIKSCD 

SFVCGEVGLGNSSFNMNIRGDl 

GHKAYEYQEYGPKPCKCQQPK 

KA FR YHPSFRTPQRDHTGEKPY 

ACKECGKTFISHSSIQRHVVMH 

SGDGPYKCKFCGKAFHCLSLYL 

IHERIHTGEKPYECKQCGKSFSY 

SATLRIHERTHTGEKPYECQQC 

GKAFHSPRCYRRHERIHTGEKA 

YQCKECGKAFTCPQYVRIHERT 

HSRKKPYECTQCGKAL*YSLKS 

GSLMP*ALFFWLRIVLAMWAL 

LWFHMNFKVVFSNSVKKVIGS 

LMGMAWNLQITLGSMAIFMILI 

LPI HEHGMFFHLFVSSLISLSSGL 


28740 


59108 


A 


28915 


1619 


2353 




28741 


59109 


A 


28916 


I 


1252 


MSYSVMFALLLLTPLLFSLLCF 

ACRKRRLSATRTVTVLHSLGIT 

LLLILALWVVQTAADAGEIFAA 

GLWLHIDGLGGLFLAILGVIGFL 

TGIYSIGYMRHEVAHGELSPVT 

LCDYYGFFHLFLFTMLLVVTSN 

NLIVMWAAIEATTLSSAFLVGI 

YGQRSSLEAA WKYI i ICTVG VA 

FGLFGTVLVYANAASVCGTDH 

GGRMMRSWNGGQLISKLLAIT 

P\DKLVLDFGSQAEDNIAVLKA 

QHISISXAETQGAKVEFTVDQLQ 

QSEYLQLPAFITVPPPTLWFVQR 

RRYFRISAPLHPPYFCQTKLAD 

NSTLRFRLYDLSLGGMGALLET 

AKPAELQEGMRFAQIEVNMGQ 

WGVFHFDAQLISISERKVIDGK 

NETIPTPRLSFRFLNVSPTVERQ 

LQRJIFSLEREAREKADKVRD 


28742 


59110 


A 


28917 


2 


2282 




28743 


59111 


A 


28918 


518 


1046 




28744 


59112 


A 


28919 


8 


893 




28745 


59113 


B 


28920 


1 


3129 




28746 


59114 


A 


28921 


1 


1284 





3743 



wo Ol/075<»r>7 PCT/US(ll/«8r>31 



SEQID 

NO: 


SEQID NO: 
of peptide 
sequence 


Mel 
hod 


StQ ID NO: 

inUSSN 

09/540^17 


Nucleotide 
location omrst 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, V=possible nucleotide insertion) 


28725 


59093 


A 


28900 


773 


6228 


MKARLHLLYPMGLRAWCGPV 

RLCWNLISLGLWSCFSKGWVT 

TPTTLSCPSPPRRGRMA P W A W 

GRSRARMCWSWSWSTRPSRPC 

AVRWSWSSGATGSCWRRPVST 

APPRPPPWRPAAPTPAPLWART 

RMPSHWPSTTAPAATAY*/DPD 

AGYQPTPLAAPAEPGSKYSLAS 

LDRGQGRGGGGGGALEYVPKA 

VSOPRRHSRPVPSGKYVVDNSR 

PPTDLEYDPLSNYSARHLSRAS 

SRDERAAKRPRGSRGSEPYT 


28726 


59094 


A 


28901 


1116 


1497 


RGLISDLPSKPSCLMWAASCRN 
PASLLASE*TVSNA»IPAERAAC 
ICMEQRANSSSVPSGERSVRRLR 
T*SSAPRAIP1KRSEA*AISTARV1 

PSGDSIAASRPVLPGSRPQAFSIR 
RISFSISRTS 


28727 


S909S 




28902 


1 


2916 








A 

/A 


£.oyyJ.j 


1 
1 


2001 






S0ft07 


A 


7X004 
£.oy\j*^ 


179 

\ ly 


324 




2R7'?0 


SQOQR 


A 


28905 


1591 

■ jy 1 


1806 




2R7> 1 


SQOOQ 
oy\3yy 


A 




531 
J J I 


949 




28732 


59100 


A 


28907 


44 


477 




28733 


59101 


A 


2S908 


161 


333 




28734 


59102 


A 


28909 


1 


394 


MEGVAFLTFLAARAAVGNRPA 

SPQIVRKQREGHGGILTRDPVA 

FDDVAVNFTQEEWALLDISQR 

KLYKEVMLETFKNLTSVGKSW 

KDQNIEYEYQNPRRNFRSLIEK 

KVNEIKDDSHCGETFTQVPDDR 

LNFQEKKASPEVKSCDSFVCAE 

VGIGNSSFNMSIRGDTGHKAYE 

YQEYGPKPYKCQQPKNKKAFR 

YRPSIRTOERDHTGEKPYACKV 

CGKTFlFHSSIRRHNfNSHWEKP 

YECSKCDKAFHSSSSYH 


28735 


59103 


B 


28910 


1 


534 




28736 


59104 




2891 1 


238 


434 


LPCKIHTPNHGPLKN1PSTKN*Q 
RRRNTSQR*LRHQPFFSSASRPG 
SRLRFAIGPLQPAEAGMVT 


28737 


59105 


A 


28912 


358 


878 


KLCHIACIHSVSFQCESFHVFTG 
FLSSVCPFMKSKIFDRSEGFPKL 
LTLIGVLSSVSPFMISKGSEGMK 
GFPTLLTLIGFLSSVRFFMYLK* 
LGRJKAPPTYLTFIRSLYRVHYV 
CLCPFMNSKVLGRSEGFPTFLT 

L^Xa' ft A 1 ▼ 1 I ^ C^ft^ ¥ ft ft ft ft ft m. 

CIGLLSIVCRFPTLLTLIGFLSSV 
SPYMISKGTGMR 


28738 


59106 


A 


28913 


1382 


1416 





3742 



wo ()l/(>75(>67 



PCT/USOI/08631 



SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SF.QIDNO: 
in USSN 


Nucleotide 
location of lirst 

sequence 


Nucleotide location or last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X^Unknown, 
*°°Stop codon, /^possible nucleotide 
deletion, \=possibl€ nucleotide insertion) 


28712 


59080 


A 

- - - 


28887 

•-vV.-.; 


491 


681 


PTGHRAQKKWNT*TIIHSNSY* 

KNFAKKLI*GDIREKLQKLEGF 

AG^4NATQLIEVATEVYINCDQE 

AKKETEQRLRKKANLLAAALT 

KRKINIVKGRECSHGCGHGRGQ 

VEQRAKRWLRLRGGWVKAFP 

VRTEKAREVTKVLLRDIIPGFGL 

PLTLASDNGPAFIAKIVQELTQL 

LKIKWICLHIAYWPQSSEKVEH 

MNQTLKQLLKKFCQETHLRWD 

QVLPMVLLRVRYTPTKQTGYS 

PMRSCSANLK 


28713 


59081 


A 


28888 


1 


963 




28714 


59082 


A 


28889 


123 


593 


KRQVLAGFLITPRRLPKNWTHC 

WCWWSM/PAQVKQVLFGETG 

VAQHLKPGTAVMVSSTIASAD 

AQEIATALAGFDLEMLDAPVSG 

GAVKAANGEMTVMASGSDIAF 

ERLAPVLEAVAGKVYRIGAEPG 

\QVRP*KLFTSC*RAY1LLPEPKR 

WHLQPVR 


28715 


59083 


A 


28890 


263 


467 




28716 


59084 


A 


28891 


1218 


1505 


AGGDAANRRRLIQHVCSLPLYT 
GLPRGPHGRAAGNPVDQQFAA 
G DLGLSPH ADA H PGGTDD VR W 
CLIST*KRWDSGV*AGAGQYSG 
WRRRSLRWR 


28717 


59085 


B 


28892 


1 


2118 




28718 


59086 


A 


28893 


1084 


8334 




28719 


59087 


A 


28894 


2029 


3313 




28720 


59088 


A 


28895 


1168 


1236 




28721 


59089 


A 


28896 


1 


284 




28722 


59090 


A 


28897 


1 


1188 




28723 


59091 


C 


28898 


20 


878 




28724 


59092 


A 


28899 


1904 


2281 


CSAYAGLHPFWLKSTRFCTHIL 
APATAISPNTTIDAPPITAAGMV 
♦ISAPNFGEKPNSMAMTAAATN 
TSVE*TLVTA1TP1FSA*VVTPLP 
PTEPESIVARPSPTNARPIYGSIL 
RPVIPATALR 



3741 



wo 01/075067 



PCT/LS0 1/08631 



SKO ID 

NO: 


SEQIDNO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /^possible nucleotide 
deletion, V=possible nucleotide insertion) 


28700 


59068 


A 


28875 


65 


436 


REVWEHAKRMLGDSSLDMGM 
DDELTYMVAYEYIGRLGKTATI 
HWKVKSSPSMVWSASVWKKM 
ALR*LSRTLRPNQEHSLS*ASVP 
ELKCAASWTKRKKNSTFIASSA 
IRLTLTWKPKPFLSRL 


28701 


59069 


A 


28876 


206 


403 




28702 


59070 


B 


28877 


1 


2046 




28703 


59071 


A 


28878 


i 


1335 




28704 


59072 


A 


28879 


1 


974 


MEAPPIEDVSSRDLNRRRNYGH 

PADLFWFYSVLRALPEVYASSD 

AHEKFVKDFVAAWSLNVLYQR 

IVGERKLHTGSLMSAAGKSNPL 

AISG L V VLTLI WS YS Wl FMKQV 

TSYIGAFDFTALRCIFGALVLFI 

VLLLRGRGMRPTPFKYTLAIAL 

LQTCGMVGLAQWALVSGGAG 

KVAILSYTMPFWVVIFAALFLG 

ERLRRGQYFAILIAAFGLFLVLQ 

PWQLDFSSMKSAMLAILSGVS 

WGASAIVAKRLYARHPRVDLU 

SLTSVWQM H VCRQL ASQLPLSH 

GAMPRCRRPGHSSNPDRLANVl 

ARRVLRGMSNRQPVSPCCP 


28705 


59073 


A 


28880 


1789 


2026 


CRFFWIN*YCNVSFGANLERA* 
TSFSALFIDLQPPGYRTTTSKHK 
VSSSLIKGHVLLDHSFHDLNTQ 
LWISTNAFRFGN 


28706 


59074 


A 


2888! 


568 


717 




28707 


59075 


A 


28882 


1760 


3092 




28708 


59076 


A 


28883 


1 


1206 




28709 


59077 


A 


28884 


1 


575 


MSGSYSSVWAEDDIQFDSRFLE 

LKGDTKIDLKRFSSQGYVEPGK 

YNLQVQLNKQPLAEEYDIYWY 

AGEDDVSKSYACLTPELVAQF 

GLKEDVAKNLQWSHDGKCLKP 

GQLEGVEIKADLSQSALVISLPQ 

AYLEYTWPDWDPPSRWDDGIS 

GliADYSITAQTQHAKLNTEDD/ 

SNESTGSVWQGLWRLQDD 


28710 


59078 


A 


28885 


1 


718 




28711 


59079 


A 


28886 


1326 


1953 


PARSPEAEAAAACFRSWEWSR 

YYAWRAVLPSLKAKLALGEDY 

LNSDIFDGFNYVGGSVSTDDQ 

MLPPNLRGYAPDISGVAHTTAK 

VTVSQMGRVIYETQVPAGPFRl 

QDLGDSVSGTLHIRJEEQNGQV 

QEYDISTASMPYLTRPGQVRYK 

IMMGRPQEWGHHVEGGFFSGA 

EASWGIANGWSLYGGALGDEN 

YQSAALGVGRDLSTFEA 



3740 



wo (H/»75(»67 



PCT/USOl/08631 



SF.Q ID 
NO: 


SEQ II) NO: 
of peptide 
sequence 


Mel 
hod 


SEQ 11) NO: 
inUSSN 


Nucleotide 
location of first 

couon lor pcpiiuc 
sequence 


Nucleotide location of last 
codon for last amino acid 


Amino acid sequence ( X^lJnknown, 
*=Stop codon, /'=possible nucleotide 
drlplinn \=nf>vcihl^ nucleufidp insfrtinn^ 


28692 


59060 


A 


28867 


458 


2160 


PTLRAFYRVTPHRSLSVMLALK 

CHGrNPLRSWVGTG*VE*EEKY 

NMQT'E/LENWKPISNLHDMSS 

SHSKTLGYKRLTKSNPISCQILL 

YKSRSKGRKNQRSTRTHCHHPS 

PiGYSASAKEPWILATNLPVEIR 

TPKQLVNIYSKRMQIEETFRDL 

KSPAYGLGLRHSRTSSSERFDl 

MLLIALMLQLTCWLAGVHAQK 

QGWDKHFQANTVRNRNVLST 

VRLGMEVLRHSGYTITREDSLV 

AATLLTQNLFTHEEAPANSVPA 

AAVIRRVQALIGITGRKAHAGG 

SWNGTASSDNFPNIFILPQNDF 

MALAAAVAPPELEALLAAGKV 

SVKIQEPCDEILFSRAKVWNGE 

KWACVTIVGGHTNIVHIETHDG 

VVFTQQACVAEGEQESPLTVLS 

RTTLAEILKFVNEVPFAAIRFIL 

DSAKLNCALSQEGLSGKWGLH 

IGATLEKQCERGLLAKDLSSSIV 

IRTSAASDARMGGATLPAMSNS 

GSGNQGIGTELNVSCRFPATNL 

FVHDPTQQAMQRNQRRFAVQT 

FPVWRVAQHCAVRPFRQRIGQ 

LRDIFHLKGDQFTNRPAKIVAF 


28693 


59061 


A 


28868 


2095 


2722 




28694 


59062 


A 


28869 


789 


2509 




28695 


59063 


A 


28870 


57 


440 


CSWDPQDPHGILQGAGKEDSQ 

AQKTTARQKRKTRKTATRQKK 

HEKQSEESTNEDT'ARKVEETQ 

HKHDAESTSGSVIQGCVQLFTQ 

SFTATPAASATTATRPTILCSSR 

ARAG Y PSTTG VSRRESPL 


28696 


59064 


A 


28871 


3057 


3495 


MPVRGQRPVSLARHPGTRSDK 
KGHFVVAHPAF/P/DQFLHAAM 
DIKQPVISIDNLLAIHKQAEVTR 
FIGGDMQRADRDHPRIAVALID 
KRJRFGISRRFRAQSIIHRIFAQR 
MHIFRPVIGQHQATGNSRLSAS 
TQRLHHNPAFFGPFH 


28697 


59065 


A 


28872 


1609 


2112 


HQPVLTVVMVPVSPLIIRADNP 

FRDEVGFLCQPAVTVIPVKIVR 

VTGDTVIRPHAEGAVRVQLRV 

GQAVTCRVCGIRDADIQIRCGG 

VNAGQPAGGAVAVTPGLARAA 

DADEFAVVVPGVIAVRQQAVQ 

VLAL*LPGRG1SGGEF1TAEVRS 

VSRCRRSRVYSTRGIL 


28698 


59066 


A 


28873 


2 


712 




28699 


59067 


A 


28874 


337 


383 





3739 



wo Ol/(>75067 PCT/US(H/(»8631 



SEQII) 

NO: 


SEQ 10 NO: 
of peplidt 
sequence 


Met 
hod 


SEQ ID NO: 
inUSSN 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Llnknown« 
*=Slop codon, /^possible nucleotide 
deletion, V=possible nucleotide insertion) 


28679 


59047 


A 


28854 


383 


1367 


RPTCWTSIEWVRRVRTAALRSS 

GKTWVFCCRRRJAGELMLTNR 

HTGGVMVTTFRASEAFAGALE 

LTGKATLVALINRCIGAVIRYM 

LIAVIPDIFQRLQVVLNVWILAV 

ANETTVRQRRVRRFKVDLVVR 

VHLLLHIEVETVGVVTFIGHAR 

HHAKLSSIETAEAIAQVFTRRA 

VETETITRFFFPLIHCLTQTFNN 

GDTFRAKLLVVVNMLAAEQRV 

NGFVDADVTQRNRRTTVFEDF - 

RNI1VS1ETHATSTRYG*CVGPP 

AMRACSGAVQPVQWLHPGKL 

RQGEPSRDLVRQRPAALCLPRR 

HRILRGYNGNIQRRLYSTGNGL 


28680 


59048 


A 


28855 


1 


1477 




28681 


59049 


A 


28856 


1 


793 




28682 


59050 


A 


28857 


1 


1020 




28683 


59051 


A 


28858 


1 


613 


SAGDGARIEQFDRKGMVNNKF 

IMYFIMSICLAEAGIPTQMERLLXS 

DTECLVKKLDMVPVECVVRNR 

AAGSLVKRLG1EEGI\ELNPPLF 

DLFLKNDAMHDPMVNE\SYCE 

TFGWVSKENLARMKELTYKAN 

DVLKKLFDDAGLILVDFKLEFG 

PVQGEVVLGDEF/SPDGSRLWA 

QETLEKMDKDGFRQSUGGLIG 

AYEAVARRLGYT 


28684 


59052 


A 


28859 


1 


1002 




28685 


59053 


A 


28860 


1 


422 




28686 


59054 


A 


28861 


625 


750 


RNVQALQGAHGTGGALTDPA* 
QHLGTLCADLL*NGLSPSPRD 


28687 


59055 


A 


28862 


1 


1449 




28688 


59056 


A 


28863 


105 


297 




28689 


59057 


A 


28864 


55 


423 


DRPQRNRATLMQLYSRGSPGIR 

RLEHRFEKVQGKPGFEVFIPGF 

KQGKLGRPLGVKALVFGIDTGL 

FQLQAVKNLDGF*FDEASASQP 

GSDNILRELRVRATGRADGSGT 

GFTEDANSFTSYR 


28690 


59058 


A 


28865 


1 


2340 




28691 


59059 


A 


28866 


314 


696 
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wo (H/075067 PCT/US(n/08631 



SKQ ID 


SEQ ID NO: 


Mel 


StQ lU NO: 


Nucleotide 


Nucleotide location of tasi 


Amino acid sequence ( X=Unknown, 


NO: 


of peptide 


hod 


in USSN 


lociition of first 


codon for last amino acid 


*-Slop codon, /=pos$iblc nucleotide 




sequence 






LUUUII lift |/C|illUC 




fi^l^tinn \=:nACcihlp niirl^nftfl^ incf^rlirkn^ 
uvitiiuii, ^'in/ddiific iiui-ictiiiiJC iii3i.riiuii^ 










sequence 






28661 


59029 


A 


28836 


I 


1644 




28662 


59030 


A 


28837 


1 


1245 




28663 


59031 


A 


28838 


1 


1518 




28664 


59032 


A 


28839 


3 


491 




28665 


59033 


A 


28840 


1092 


2827 




28666 


59034 


A 


28841 


162 


1760 




28667 


59035 


B 


28842 


1 


3378 




28668 


59036 


A 


28843 


434 


763 




28669 


59037 


A 


28844 


1 


3066 




28670 


59038 


A 


28845 


576 


783 


PGNVLRLENLPAADAt)QLAGN 














GGCHS\QVRS1WM1GLHAFAKG- 














ETRMYPEEPVYLPPRYRGSIVIH 














SIAF 


28671 


59039 


A 


28846 


855 


1134 


PGNVLRLENLPAADADQLAGN 














GGCHS\QVRSIWMIGLHAFAKR 














ETRMYPEEPVYLPPRYRGRIVL 














TRDPDGEERCVACNLCAVAWP 














VGCISLVS 


28672 


59040 


A 


28847 


1 


890 




28673 


59041 


A 


28848 


420 


943 


CLAADALHLRCLINARHNAQQ 














EDALVEKAKQA^TWRLLAAGV 














CLLTVSS/VARADSLDEQRSRY 














AQl/KQA WDNRQM DVA'FIH A M 














PTNTARPTASSTGNIHLVSVLA 














G A PARWSAC WDHCN DQIAPCR 














ELSRRLLRLHAQYQNTKRVHT 














QFSGYKTPEMANTAVPTISSQR 














RALFNPH 


28674 


59042 


A 


28849 


1 


1247 




28675 


59043 


A 


28850 


533 


1029 


SKSIMLLCRSVVSMIRRSTVAA 














FTLAAISVARSVALNLIIRDIGM 














QAMPLCRSTTGRNRWTSSAKR 














Tl LR* RQRJLPLTPC* HRMFRSFL 














KKILSDGKSVTLGALLADVTQS 














DEPL*GSPAGS/TGQMPAIQPAQ 














KTHHVKAHSFCS*PAQSSPVNP 














DDIISFSKSK 


28676 


59044 


A 


28851 


749 


1050 


SPHMPGITAGTPFSVPLAISAPSI 














SAKSLPGKTA*AWPNIMALTPG 














1SLR**TEFSAITLYGSADSPECA 














RTT/INIGTFLAHFRHVFAHGFG 














NIIHRHFPG 


28677 


59045 


A 


28852 


260 


717 


RQLRTELSAGIAAFRTGNAPAIL 














RFMKL APPP* WRRKPLTG V*RV 














♦RGRDSVR*VAFVPTVSAIQQL 














DPRSLLQQDAFKKAGLDPEQPP 














KTAVQDLAA'LCRETESLRHEV 














RLRQRLAGLDPTG1CL*AWNGM 














MPYDADAKDAPQKPLSAEPAC 


28678 


59046 


A 


28853 


776 


2730 





3737 
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SEQ II) 

NO: 


SEQ l» NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540^17 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X^Unknown, 
*=5;iop codon, /=possib)e nucleotide 
deletion, V=possibte nucleotide insertion) 


28648 


59016 


A 


28823 


1 


1030 


MMCIMYRTASSLANQYHIDSE 

QARRGSQNAFDVNFEAWQLEI 

NHVLEAASAQSQRNYQISALVF 

ISMIIVAAIYISSALWWTRKMIV 

QPLAIIGSHFDSIAAGNLARPIA 

VYGR>JE1TA1FASLKTMQQALR 

GTVSDVRKGSQEMHIGIAEIVA 

GNNDLSSRTEQQAASLAQTAA 

SMEQLTATVGQTMADNARQALG 

TGKNAATTAQAAAVQFIDRCQ 

ADFTRGAYRYRSGTYFICQYLT 

VTVSGIDAHQRGQTDTQRILLQ 

LFLVQFDTHRQTLNDFDPVTGR 

I LR WKQLDRA AGDITGH RTDN 

TSTLQRQPGVTYFGGSLLHGW\ 

*SSSLVPRI1A*LALYC 


28649 


59017 


A 


28824 


1 


3087 




28650 


59018 


A 


28825 


376 


1564 




28651 


59019 


A 


28826 


1 


1174 


MVNLALWLKKHRFRLDQVQN 

FYPSPLANSTTMYYTGKNPLAK 

IGYKSEDVFVPKGDKQRRLHK 

ALLRYHDPANWPLIRQALEAM 

GKKHUGSRRDCLVPAPTIEEM 

REARRQNRNTRPALTKHTPMA 

TQRQTPATAKICASSTQSRPVNA 

GAKKRPKAAELQCPLVMTSGN 

LSGKPPAISNEQALADLQGIAD 

GFLIHNRDIVQRMDDSVVRESG 

EMLRRSRGFLPTGRGLRIDYKQ 

KMRGTRRAGCNFNQSGQGRPS 

LKRGIEQTDIKKAKKQATGLAG 

ESMLQDDAFYAVITHAAGPQG 

ALPLTPQMLMESPS\ATCSA*RR 

TPGWAGTPTSSPAKRC*LSALR1 

TSSGSTPSCSRRHWRKRARRSD 

ACHHSRFSPTVWPVTQPKKGR 


28652 


59020 


A 


28827 


1 


1392 




28653 


59021 


A 


28828 


1050 


1154 




28654 


59022 


A 


28829 


1 


2649 




28655 


59023 


A 


28830 


59 


511 




28656 


59024 


A 


28831 


1 


2421 




28657 


59025 


A 


28832 


4594 


4770 


PSTSTIHAYVSGKSRISPHTREA 
MIVNDHSKRA WL YA LRRRAG R 
TRHRCPGRTGRQRLL 


28658 


59026 


A 


28833 


1 


727 




28659 


59027 


A 


28834 


1 


3069 




28660 


59028 


A 


28835 


152! 


1841 


FLPKSLGDSSGESRKHRRRRRA 
FSPDQHPAGNYRTRLSARPFV* 
RCLYYSR*ARRGMYRQH*TTSP 
ALYQAASPFQ»SIAG*RAGKTR 
YRSSVYLCVDHFDHSGSW 



3736 
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SEQ ID 


SEQ ID NO: 


Met 




Nucleotide 


Nucleotide loc&tion of last 


Amino acid sequence ( \— Unknown, 


NO: 


of peptide 


hod 


in USSN 


location of first 


codon for last amino acid 


*=Stop codon, /^possible nucleotide 




se<)uencc 




00/^0 2 1 7 


LUUVII BUI |/C|/IIUv 




dpl^tinn V^noccihlc niirlpotidi! incrrtinn^ 










sequence 






28631 


58999 


A 


28806 


167 


327 


KNNSSISG1NATER*KTDENMTS 














VFSSPGKFYRTRTAPLTDRRTN 














SPAYLSEL 


28632 


59000 


A 


28807 


1 


1197 




28633 


59001 


A 


28808 


1 


4104 




28634 


59002 


A 


28809 


1 


1368 




28635 


59003 


A 


28810 


82 


1143 




28636 


59004 


A 


28811 


72 


212 




28637 


59005 


A 


28812 


1 


1078 


MKDVTLVRPQDAGANTCAHIL 














SQLPHLQLPTLETLGLINALGY 




— , 










APGDMQPSDSATWG V AELQH E 














GGDTFMGHQEILGTRPLPPLRM 














PFRDVIDRVEQALVSAGWQVE 














RRGDDLQFLWVNQAVAIGDNL 














EADLGQVYNITANLSVISFDDAI 














KIGRJVREQVQVGRVITFGGLLT 














DSQRILDAAESKEGRFIGINAPR 














SGAYDNGFQVVHMGYGVDEK 














VQVPQKLYEAGVPTVLVAHHQ 














RVFAIFAVAIDITQVINIQYCRC 














QQAACGRRKDQCRNQSKENQY 














GNITQTDITIRTIAHGVWIAAMl 














DNPPRIRKPTKSAS*LWWPLFY 














LLAVSLFTLWNRYRVFHGLSAS 














SSPLRPTPY 


28638 


59006 


A 


28813 


429 


611 


AAKHPCCGYSFRRRTDVDHNG 














YSGNACTRLHHAGGIRQ**PNF 














GYSPPASSCGQVSQNSS 


28639 


59007 


B 


28814 


1 


2703 




28640 


59008 


A 


28815 


1931 


2407 


HGLRTRQRLSKASRJCAALLCR 














LLTYELSSARWMWTITTAVCV 














SSCRRWKKPAALVRPLPPASAP 














GFITTSAKPCCASR>JG*KSSFQR 














TLHVSRHQSRTS*SPQVDTSDN 














SSEIVTINQAPTARTGSGLRVAV 














LEQRVQEPLAANAPPQLRVSAI 














NAAS 


28641 


59009 


B 


28816 


430 


823 




28642 


59010 


A 


28817 


1 


2667 




28643 


59011 


B 


28818 


204 


2659 




28644 


59012 


A 


28819 


1 


2817 




28645 


59013 


A 


28820 


1 


1089 




28646 


59014 


A 


28821 


1 


1891 




28647 


59015 


A 


28822 


2972 


3318 


KYALTLVRFVTLKVQSVTALK 














A/CGLYRTEFLFMDRDALPTEE 














RQFAAYKALAEACGSQAVIVR 














TMDIGGDYELPYYELPERRDPV 














SSAGALFVSRWIVERSCADKFR 














VFCGASGFR 
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PCT/US(M/08631 



SEQID 
NO: 


SEQ ID NO: 
or peptide 
sequence 


Mer 

hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location orrirst 
codon Tor peptide 
sequence 


Nucleotide location of last 
codon Tor Inst amino acid 
or peptide sequence 


Amino acid sequence ( X=Unl;nown, 
*=Stop codoOf /=2possiblc nucleotide 
deletion* \=possible nucleotide insertion) 


28620 


58988 


A 


28795 


379 


1703 


LKTVLVDGVVKAEKLVEGAICA 

VLRQAINGDLDWKAKRQPKLE 

PLKLSKIEATMSFTIAKGMVAQ 

TAGKHYPAPITAVKTIEAAARF 

GREEALNLENKSFVPLAHTNEA 

RALVGIFLNDQYVKGKAKKLT 

KDVETPKQAAVLGAGIMGGGI 

AYQSAWKGVPVVMKDINDKSL 

TLGMTEAAKLLNKQLERGKID 

GLKLAGVISTIHPTLDYAGFDR 

VDIVVEAVVENPKVKKYPSAG 

VFHQLYCRDVVIPMFAIYTFGP 

QIVGLLGLGVGKNAALGNVVIS 

LFFMLGCIPPMLWLNTAGRRPL 

LIGSFAMMTLALALLGLIPDMG 

IWLVVMAFAVYAFFSGGPGNG 

FNRVKEEFDHERFLVALTNYGT 

AMCAFEDAARYAN/LARAVWR 

GYWSFPVDSGKIRPHGDOIk:! H 

EKHAV*SSVESRQRHHHLWRC 

SDVQILLRQCGI 


28621 


58989 


A 


28796 


713 


902 


CRLARP^PI KRCFOFP^TTH^^n 
PPPLAATRWPVRRRWRP<sMrr 
WSRTYR\PG*AKRRYTSPA 


28622 


58990 


B 


28797 


I 


1521 




28623 


58991 


A 


28798 


348 


599 


RHFQRSLSRSSDSNP*LDPTLFA 
SALASRORVTESWSFRHPDPT O 
VRRlCTFDVKTTPPFr OO^AHR9 
VNIVLWIRGFSPTLLV 


28624 


58992 


A 


28799 


582 


732 




28625 


58993 


A 


28800 


1 


1443 




28626 


58994 


A 


28801 


1051 


1173 


PETYRRIAGRYGATCGTLR*RA 
SGG*TGETDAAGPGYPPAR 


28627 


58995 


A 


28802 


1 


2742 




28628 


58996 


A 


28803 


435 


1143 


SRPAYHPAPREFQRQWRQDPAP 

GLAITPGQQLFITIKLWNDDH\K 

RPREALLDSLKKLQLDYIDLYL 

MHWPVPAIDHYVEAWKGMIEL 

QKEGLIKSIGVCNFQIHHLQRLI 

DETGVTPVINQIELHPLMQQRQ 

LHAWNATHKIQTESWSPLAQG 

GKGVFDQKVJRDLADKYGKTP 

AOiVIRWHLDSGLVVIPKSVTPS 

RIAENFDVWDFRLDKDELGEIA 

KLDQGKRLGPDPDQFGG 


28629 


58997 


A 


28804 


1040 


1079 




28630 


58998 


A 


28805 


300 


567 


SAGFKKSGTRHCDVRPGACGT 

TLYQRR*VH*\WSTVH\KPETSS 

SKMHGQRGSGLLAKSLVANVl 

CSLIRNPLPIMPMPLCAFVSLKM 

IKK.RPRRH 



3734 



wo ()1/()75«67 



PCT/USO 1/08631 



SEQ ID 
NO: 


SEQ ll> NO: 
of peptide 
se<)uencc 


Met 
hod 


SEO II> NO: 
in (iSSN 
09/540»2l7 


Nucleotide 
location of Tirst 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( \=(Jnltnown, * 
*=Stop codon, /=possible nucleotide 
deletion, \==possible nucleotide insertion) 


28613 


58981 


A 


28788 


1 


1795 


MW1ISCVMKRTAM>JCVLWRK 

RRRKVCASIFTGKNRANQKRD 

NVELFDARCRPLNDAADTVRY 

LPVLTVQLLDKQPRLTVLKKIL 

FGLEPYEISTLFEQRQAMLQSIK 

EGVVAVDDRGEVTLINDAAQE 

LLNYRKSQDDEKLSTLSHSWSQ 

VVDVSEVLRDGTPRRDEEITIKX 

DRLLLITTVPVRSNGVIIGAISTF 

RDKTEVRKLMQRLDGLVNYA 

DALRERSHEFMNKLHVILGLLH 

LKSYKQLEDYILKTANNYQEEI 

GSLLGK1KSPVI\AGFLISKINRA 

TDLGHTLILNSESQLPDSGTAA 

CGQSLNVLYQRJVGERKLHTGS 

LMSAAGKSNPLAISGLVVLTLI 

WSYSWIFMKQVTSYIGAFDFTA 

LRCIFGALVLFIVLLLRGRGMRP 

TPFKYTLAIALLQTCGMVGLAQ 

WALVSGGAGKVAILSYTMPFW 

VVIFAALFLGERLRRGQYFAILI 

AAFGICTATQRNRLLPCKNQPC 

KANQYQGTGDVLNQLHIDFRA 

FSGVMVAGSRQIFANEISSGAS 

NVGVVJFSTQDSANTFNVLNAS 

GGSRSVYPVMSDDMNGSSWKF 

STRMQKIDPALSVTSGQLMSHV 


28614 


58982 


A 


28789 


190 


2058 




28615 


58983 


A 


28790 


199 


293 


RYPPAETELS*RLCRLLR*STTV 
RL*LCRPL 


28616 


58984 


A 


28791 


685 


1557 




28617 


58985 


A 


28792 


1 


2850 




28618 


58986 


A 


28793 


265 


535 


RIATIRHPSCLHRVGDQYDSLFR 
TATTQRHCRRMHMMTIGYQFQ 
PGALVR*SRANHFPGRGDVNLS 
SRYSNAPGRRHQHQMRRGFVA 
RSQ 


286 1?_ 


58987 


A 


28794 


409 


1305 
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wo 01/(>75067 PCT/lJSOl/08631 



SKQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540»2l7 


Nucleotide 
location of flrst 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=po$sible nucleotide 
deletion, \=pussible nucleotide insertion) 


28606 


58974 


A 


28781 


971 


2314 


PTNQKKSRTRWIHSRILPEVQG 

GAGTIPSETIPINRKRRNPL»LIL* 

GQHHPDTKAWQRHN1CKEEL*T 

NSPDEH*CKNPQ*NTGKPNP\EH 

IICKLIHHDQVGFIPGMQGWFNI 

HKSINVIQHI>JRTKDKNHMI1S1 

DAEKAFDKIQQPFMLKTLNKL 

GIDGTYLKIIRAIYDKPTASIILN 

GQKLEAFPLKTGTRQGCSLSLF 

LFNVVLEVLARAVRQEKEIEGI 

QLGKDEVKLSLFADNMIVYVE 

NPHSAQNLLKLISNFSKVSGYKl 

NVQKSQAFLYTNNRQTICSQIM 

SELPFTIASKRIKYLGIQLTRDV 

KDLFKENYKPLLNEIKEDTNK 

WOCNIPCSWIGRINIVKMAILPKV 

lYRFNAlPIKLPMTFFTELEKTTL 

KFIWNQKRARIAKTILSQKNKT 

GGIMLPDFKLYYKPTVTKTKW 

YWYQNRDIDQWNRIEPPEIISHT 


28607 


58975 


A 


28782 


148 


287 


VLHSYAI*IASALKVG1SRHHP* 
G SI PSRSLL V ATTPTRG VTA A LE 


28608 


58976 


A 


28783 


1 


1938 




28609 


58977 


A 


28784 


1389 


1499 




28610 


58978 


A 


28785 


1 


351 




28611 


58979 


A 


28786 


1 


329 


KNLDEKLLPASSSSCRIWATSP 

VHHLWQVLKKILF/GLEPYEIST 

LFEQRQAM/LQSIKEGVVAVDD 

RGEVTLINDAAQELLNYHNFIR 

SRSLPVFVLASACGSGTRRRRA 


28612 


58980 


A 


28787 


1 


419 


VRPGHLLDIDDTDMPSLRYSDP 

EAQRIGQPFKGDDILKALNGEE 

NVAINRGFLAQALRVFTPIYDE 

NHKQIGVVAIGLELSRVTQQIN 

DSRWSIIWSVLFGMLVGLIGTCI 

LVKVLLG/1IFG*TYICSQLFEQR 

QAMGRL 



3732 
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SEQID 

NO: 


SEQ II) NO: 
of peptide 

scqiiciivc 


Met 
hod 


SEO Il> NO: 
inUSSN 
09/S40 217 


Nuclcutide 
location of first 
rrwinn Tnr n^nlid^ 
sequence 


Nucleotide loc:ition of Inst 
codon Tor last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


28601 


58969 


A 




474 


1338 


PANQKKPRTRWIHSRILPEVRR 

GAGTIPSETIPNNRKGGNPP*L1L 

*GQHHPDTKTWQRHNKK*KFQ 

AN1PDEH*CENPQ*NNGKPNP\E 

HSKKLIHHNQVGFISGMQGWF 

NICKSINIIHHINRTNDKNHMIISI 

DAEKAFDKIQHPFMLKALNKL 

GIDGTHLKIIRAIFDKPTANIILN 

GQKLEAFLLKTDTRQGCPLSPL 

LFNVVLEVLARAIRQEKEITGIQ 

IGKEEAPQKQQRLFCRYYHGK 

RAPQLLITHLEEDDEWDIIRYY 

NVMSEEEIKRMKEIVKPKII 


28602 


58970 


A 


28777 


2289 


3225 


LTNQNKSRTRWIHSRILPEVQR 

GAGTVSSETIPNNRICRWTPP*LI 

L*GQHHPDTKTWHRHNKKRKF 

QANIPDERQCKNPQ*NTSKPNP 

AAHQKAYP**PSQLHPWDARL 

VQHMQTNKHNPSHKQNVHDKN 

HMIISRDAEKSFNKIQQPFMLKT 

LNKLGISGTYLKIVKMHTMSSS 

HLFYLALCLLTFTSSATAGPETL 

CGAELVDALQFVCGDRGFYFM 

EQCTMAVSIRGRELLGPSEQEM 

LHKESGKQRQKANTIPVTSKIV 

HLALYATLLLFVMEQFLGESHK 

SREIFSFEQQISELGKESMKFSEE 

KEKE 


28603 


58971 


A 


28778 


1177 


1272 




28604 


58972 


A 


28779 


480 


766 


SSEIQHWFQGQPRWSRCRVSGR 
RHEASTVLPLCFLLPQNSSSMQ 
LG*NRSMP/HVSESSRTLVL*EV 
TKHQVSSNFKM RDKDRSGRAS 
SLRKHRRE 


28605 


58973 


A 


28780 


1 


1344 





3731 



wo 01/»75<t67 PCT/lJSOl/08631 



SEQID 
NO: 


SEQID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X==Unknown, 
*=Stop codon» /^possible nucleotide 
deletion, \=^possible nucleotide insertion) 


28589 


58957 


A 


28764 

. , , 


1 


3114 


MLQQDSNDDTKDVSLFDAEEE 

TTNRPRKVKIRHPVASFFHLFFR 

VSAIIVCLLCELLSSSFITCMSICK 

WLAVVIVGVVLQGANLYGYLR 

CKGQEVRETFAEPSLQATQMK 

LKRARLADDLNEKrAQRPGPM 

EL VEKNILPVDSS VKEA 1 IG KTL 

KIYYLGAPAEAATKEDERTTSG 

PGHHATNYHFLLICFDFYLSWL 

HFVHKTlAn ^nVIPl VRI T QTRV 
nr V FiivL/f\u-#ovjni L- v 1 1\ v 

LifvVjr 1^1-/ V r n vj V 00 v v i^/\ir v 

L. rV 11 r i VI \j 0 L 0 A. 0 1.# Cf IN 


28590 


58958 


A 


28765 


1 


3219 




28591 


58959 


A 


28766 


3 


245 




28592 


58960 


A 


28767 


2 


1193 


CANQLRDCLVIPTITGLVRLVV 

AGANGDRLGQPVTGADVRLSR 

CRKVMPSRSVEMGLVPSSSVIV 

TVLPLIGFVLLAFSRGRWSENV 

SAIVGVGSVGLAALVTAFIGVD 

FFANGEQTYSQPLWTWMSVGD 

FNIGFNLVLDGLSLTMLSVVTG 

VGFLIHMYASWYMRGEEGYSR 

FFAYTNLFIASMWLVLADNLL 

LMYLGWEGVGLCSYLLIGFYY 

TDPKNGAAAMKAFVVTRVGD 

VFLAFALFILYNELGTLNFREM 

VELAPAHFADGNNMLMWATL 

MLLGGAVGKSAQLPLQTWLAD 

AN4AGPTPVSALIHAATMVTAG 

VYLIARTHGLFLMTPEVLHLVG 

RHPWHPtJ An**TP\/l ORriAnP 
A n A 1 R VTFi W FR n 




joyo 1 


A 


ZO /Oo 


'2 


9101 
z 1 y 1 






joyy}^ 


a 

D 


zo toy 


1 

1 


zzo^ 




28595 


58963 


A 




1089 


4965 




28596 


58964 


A 


28771 


41 


249 




^ojy / 




A 
/A 


7R779 
ZO / /z 


J J J 


7no 
t\jy 


VQFI IVQQQI lAl U/QPROFVITQV 
V or 1^1 V oooi-ii/\i-f w od\.v^r v no v 

T 1 WI 1 RQAI I PTK/IWQII P + VU/P 

GAEKNVYSVDLG 


28598 


58966 


A 


28773 


2714 


3599 


LGSQ WH ♦ 1 YKLP W A V WSFSQ Y 


9RS00 


joyo / 


A 


9077/1 
Zo / /*♦ 




1 00 


nK'vriPi-iRni iuvmwi PPVkri^P 
vjr*. V v^^-'nixULrfiri v jn w Lrrr v i^ivr 

» LRQKGKPTSSSQETPKTEPGRL 


28600 


58968 


A 


28775 


722 


856 


GNDLCPKTIRTGDAWCVPGTT 
RKSAWK*GKISGSLSFLPVRDG 



3730 



wo 01/(175067 



PCT/USO 1/08631 



SEQID 

NO: 


SEQ ll> NO: 
or peptide 
stquencc 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( \=Unknuvvn, 
*=Siop codon, /^possible nucleotide 
deletion, X^possiblc nucleotide insertion) 


28580 


58948 


A 


28755 


1229 


1660 


LMVSGFLTSPKDHERIIVAKPEQ 

FWKLRQVMFMAIVISLPTIGER 

FSPFLLKSPLIRPSRCGTTDFISG 

LTARPEFSQSRMVLIAASTITSL 

MCAGSFLPIRPLASICSLNATTS 

♦♦LPFSSGRDSSRKRRTQAITCSP 

RCGS 


28581 


58949 


A 


28756 


1 


230 


HAVCLAAVHFSSWALNNSETF 
NSIWSCASAILGNLGILTGSPPL 
ALCRTLCLTYPI*CPRDAKALR 
RPRECVIRHD " v^- . 


28582 


58950 


A 


28757 


I 


850 


MPVMFLASLSGKHQGHHFPKG 

ERGKFKIKERGTVATEDRRSGD 

STFYAIQPTRRQKRVYGLALLL 

QLHRRRQN LNIDS VSS VG L A AL 

VTAFIGVDFFANGEQTYSQPLW 

TWMSVGDFNIGFNLVLDGLSLT 

MLSVVTEGYSR'EHRPTPSQPR 

YISSRLSASTRTTM/PGDEQVGV 

SEEARVALSDHREHGQRQAVQ 

HQVKTDVKVAYRHPRPQRLAV 

CLLAVSEEINADKGGYQRRQA 

HRAY 


28583 


58951 


A 


28758 


20 


282 




28584 


58952 


A 


28759 


38 


966 


RDGLESRGRVCSLRTAFQRSSS 

EAFTSDLQAAELQNRASNRPAR 

1GHAHLVIFPVQSSWM*RKLAS 

PRNNLVIPQEKALKEYIKIGNLV 

MSLAAAPL1MR*GLL/IEWNDND 

GGCKGACDRVPHQNVTA LNLR 

DQCrNGECYDEVLFHGLEEYIN 

NLQGDGVIVLHTIGSHGPTYYN 

RYPPQFRKFTPTCDTNEIQTCTK 

EQLVNTYDNTLVYVDYIVDKAI 

NLLKEHQDKFTTSLVYLSDHGE 

SLGENGIYLHGLPYAIAPDSQK 

Q VPM LL WLSEDYQKRYQ V DQ 

NCLQKQAQTQKDC VLLIF A KQ 


28585 


58953 


A 


28760 


1120 


1335 




28586 


58954 


A 


28761 


846 


1245 


TVRKRGTRHPHGSRRTLSLPLR 

HSSDRCNRTRSADRSTGPRL/A 

QPRYISSRLSASTRTTMPVTTES 

MVSDRPSSTRLKPMLKSPTDIH 

VHSGWLYVCSPVAKKSTPMKA 

GTTAGRPTEPTPTIATSGLNALL 


28587 


58955 


A 


28762 


265 


1179 




28588 


58956 


A 


28763 


188 


322 





WO(»1/075067 PCT/USO 1/08631 



SKQ ID 

NO: 


SEQ ID NO: 
uf peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540^17 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of Inst 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possib]e nucleotide 
deletion^ \=possible nucleotide insertion) 


28554 


58922 


A 


28729 


2 


419 


RPRPRPRHMLQGTHRQRHLHA 
GPGVARRRWGGMARRAARGR 
PRLRLCIFSRSRQLGLRLRFLSST 
VNEGDQVKTVAVRSGHFCGGLS 
or or ooor ooOiSJ\.t\j^orvorUolVl K 

LSTCNTKQ 


28555 


58923 


A 


28730 


725 


2804 




28556 


58924 


A 


28731 


661 


1218 


dvregdrdpfmikvhscvfvdf 

aktmhdga/svslrgnlishkg 

edryaafrdksgeinvvipaaA' 

fdgrevqpdqminisgiadklp 

viaptnatsklklasqpeddsei 

ydgcngaqpgdywfaafvsg 

MP<vRWI Al^TTI QRMIl QVTIDQP 
ivirofx WL/\JVI ii^oivrtlLro V llKoU 

K'fjnpu/f AvnnAPMr: A vcpkcp 

VAVMl I 1 QA\X/r51 PHP 




SRQ7*s 


A 
rV 




1 


^7d 






SRQ7fi 


A 




■j 


1 7R 1 






JO y£. / 


A 
rx 


Zo / jH 


1 Id 
J I*? 


ZDD 






SR07R 


A 
AV 




14R7 


1 S7n 




28561 


58929 


A 


28736 




3402 




28562 


58930 


A 


28737 




2466 




28563 


58931 


A 


28738 


372 


647 


SGWSW>4TKFPTGGFRWPAQPG 
TELESSQPR*LVMPATTSPFRAL 

nVPPVI PAPVAVIQnr'UPCDPA 


28^64 


-/Ox J*. 


A 




1 


77*? S 




28565 


58933 


A 


28740 


3 


293 




28566 


58934 


A 


28741 


737 


963 




28567 


58935 


A 


28742 


3 


282 


RRLRASGC!DKLPSG**YARPAR 
*DPAPGFR*STPVRKCDQTRSPA 

k'PPAnR APNA PA A PAQPMPPlV/fT 
P^l 


28568 


S8916 


A 






7RQ 








A 


ZO / t^T 


t 
1 


I uuz 




28570 




A 


7R74S 


471 
tz J 






28571 




A 

/A 




n4 


OSd 








A 


7R747 
zo /*♦ / 


1 VJU 


1 '^R'l 




28571 




A 


78748 

ZO / *tO 


7 


SRO 




28S74 




A 


7R740 

ZO / tif 


1 
1 


ROI 








n 


ZO / Jl/ 


Id 


dOO 








A 


7R7^1 

Zo / J 1 


J 


y I o 




28577 


58945 


A 


28752 


3 


589 




28578 


58946 


A 


28753 


I 


1675 




28579 


58947 


A 


28754 


1 


522 





3728 
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SEQID 

NO: 


SEQ II) NO: 
of peptide 
sequence 


Met 
bod 


SEQ II) NO: 
in USSN 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for Inst amino acid 

ui pcpiiiic ckC(|ucnvc 


Amino acid sequence ( X^Unknown^ 
*'=Stop codon, /-possible nucleotide 

flAlAtinn \~fWtccihl^ niirl^nfiHp inct*rf!nn\ 

ULICllUllf ^'I^VdAIIIlC ilUVICUIIUL IlldCl IIUII/ 


28550 


58918 


A 


28725 


1 


1521 


MIPITWPKFAELHPFCPPEQAEG 

YQQMIAQLADWLVKLTGYDA 

VCMQPNSGAQGEYAGLLA!RH 

YHESRNEGHRDICLIPASAHGT 

NPASAHMAGMQVVVVACDKN 

GNIDLTDLRAKAEQAGDNLSCI 

MVTYPSTHGVYEETIREVCEVV 

HQFGGQVYLDGANMNAQRRD\ 

MAGKPGPLTVRKMRGSRVTVR 

AL*/ASVW1GFDDHRRNLGHTT 

ASGAIKDQISGYEGGAKSAQPA 

WDAYMKAVLEGVPEQPLTPPP 

GIVTVNIDRSTGQLANGGNSRE 

EYFIEVNEIVVNPNATLDWQLA 

LRQAAGKTDLARDMLQMLLDF 

LPEVRNKVEEQLVGENPEGLV 

DLIHICLHGSCGYSGVPRMKNL 

CQLIEQQLRSGTKEEDLEPELLE 

LLDEMDNVAREASKILGGHDN 

GGNALLHKALPPGNVGKWAM 

APIPPPFPQPGKSVTICWKPASS 

ENRSNLLEIFLRELISNASDAAD 

KLRFRALSNPDLYEGDGELRVR 

VDEVLSPASVPYS 


28551 


58919 


A 


28726 


1 


1279 




28552 


58920 


A 


28727 


3 


762 




28553 


58921 


A 


28728 


1 


1472 


MTQDELKKAVGWAALQYVQP 

GTIVGVGTGSTAAHFIDALGTM 

KGQIEGAVSSSDASTEKLKSLGI 

HVFDLNEVDSLGIYVDGADEIW 

QTCKAQRCQSPCSKTLGAQPEN 

PDLSQISRFPQDERRISNCSSGK 

AANPVLYWSKIEEKIASEPASIY 

SPMTLKDFSKJFVKDEIGFSYTG 

YSRSGGGTASHGSPKSWAIGSL 

GRFGNEYSGWFDLQLKQRVYN 

ENGKRVDAWMMDGNVGQQ 

YSTGWFGDNAGGENYMQFSD 

MYVTTKGFLPFAPEADFWVGK 

HGAPKIEIQMLDWKTQRTDAA 

AGVGLENWKVGPGKIDIALVR 

ED VDD Y DRSLQN KQQrNTNTID 

LRYKDIPLWDKATLMPRIPTQR 

YGLAKA/SLEADA^RY/MANAM 

GPEGVRVNAISAGQTRTLAAPG 

IK\DSRK\MLAHCEPVTPIRRTVT 

lEDVGNSAAFLCSDLSAGISGEV 

VHVDGGFSIAAMNERDPFTDL 

HRYRMNLNMMNYGAQRNM 



3727 



wo (H/075067 



PCT/US«l/(t8631 



SEO ID 

NO: 


SEQ 10 NO: 
or peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of nrst 
codon for peptide 
sequence 


Nucleotide location of last 
codon Tor last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /==possible nucleotide 
deletion, \=possible nucleotide insertion) 






A 




I. 


1 "Xfs 

\ JO 








A 
r\ 




1 
1 


Quo 








A 
r\ 














A 
r\ 




'5R7 

JO / 


79 R 






J0070 


A 




1 
1 


1 1 Rd 

1 t OH 




28531 


58899 


A 


28706 


478 


627 




28532 


58900 


A 


28707 


-> ^ 
JJ 


1072 




28533 


58901 


A 


28708 


35 


516 


RVVEFADEGQGPAALSLWSGS 

SPETL[aHWPHVQN*IRFSSWK 

TFRIRSRDFWADRLMRTLLRNF 

LSKWDHL*GQTLGVSLRRV*NE 

GSSPCHTPRPSAVLPPVLLDGG 

R^THMWI UAAQQPnU/l PTPT T 
In. I olYlNUnAAaoKO WL»K 1 KJL J 

cue I V 1 l\J l\J\±-IOvJ L A\j L-KOlN 






A 
r\ 


Zo / V/i' 


1 


777 

III 




28535 


58903 


A 


28710 


531 


704 




28536 


58904 


A 


28711 


294 


617 




28537 


58905 


A 


28712 


804 


1020 


HFLSGGRRQRPPRWT1VA*SPR* 

S*WHPSGSARGRHSGSGLETSG 
PTVS 


28538 


58906 


A 


28713 


102 


510 


PWPHTGGRR0RPPRWT1VA*SP 
R*PRCRCWGSG*RPGTRGALPV 
VRKQPGDPKTPLASCPELNQPV 
PEPAAAPTRQSKRLCYLSHVAD 
nil nvnARnpH^nQr;! ppi i r;p 

P^HPnPWl WHTQPPCriTTr'PT^P 
r otnCOr WLNO 1 oUKoO 1 1 IwivUK 

PUA/ 
r W V 






A 


ZO / 1*T 




1 ^RO 








A 


9R71 S 

ZO / 1 


9R^ 
zoo 


J JZ 




28541 


58909 


A 


28716 




531 




28542 


58910 


A 


28717 


1 


1440 




28543 


58911 


A 


28718 


238 


567 


FGDAGKFDGKFSSHSKLLSGFD 
AWTELALNHRFLLQLVEVLPE 

HPPl AQVHAI-IV A A C A CDPVI PP 

II^PPVPPI PAi^PAi 1 I inxipi vr; 


28544 


58912 


A 


28719 


1 


3534 




28545 


58913 


A 


2.8720 


1846 


2121 




28546 


58914 


A 


28721 


176 


462 


TSRHSVYISDTELKPRKSSKPTF 

CGCDSLFSPiCHFP/HGLSDVALI 
voof popn^Pi r^PAPi pv/uu/p 

nr^w A wr^nvi ^r:p>jr;r;An\\/r; 

ril^INA V Vl^U V LoU tlNOLlAVj wo 

PAW1 PIPPC 
IvA W Ltvi ivKo 


28547 


58915 


y\ 


28722 




3465 




28548 


58916 


A 


28723 


937 


1770 




28549 


58917 


A 


28724 


142 


484 





3726 



wo oimmi pcT/us(u/(»86ji 



SEQ ID 

NO: 


SEQ ID NO: 
or peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide loc;ition of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown« 
*=Stop codon, /=po5sible nucleotide 
deletion, \— possible nucleotide insertion) 


28520 


58888 


A 


28695 


1 


910 


MDKERIIQEFVPGKQVTLAHLI 

AHPGEELAKKIGVPDAGAIGIM 

TLTPGETAMIAGDLALKAADV 

HIGFLDRFSGALVIYGSGNYTL 

ARKTQAVEFNDKGDIDTPGEYF 

NHPRWYHALITTLQDVDMLSP 

LI WGFRN YKDVQ VIKATPHKl V 

ILMGILLSPSVFATDINVEFTAT 

VKATTCNITLTGNNVTNDGhfN 

NYTLRIPKMGLDKIANKTTESQ 

ADFKLVA\MGAAVASVGLIPL* 

PEMHHQAHLSLLYRSLVIHLRR 

QVISVWVSKNGLLMMPLSLNL 

TVRKRYAGAQTRCSPIRVLK 


28521 


58889 


A 


28696 


605 


2021 




28522 


58890 


A 


28697 


2256 


2336 


C1KCCARRJAREPGYLFS**RCK 
YPG 


28523 


58891 


A 


28698 


1802 


4488 


TLLRQGSNFLMTRRCATKSWN 

V*SWIKSS/MQMGQKMGVK1SD 

EQLDQAI ANl A KQNNMTLDQM 

RSRLAYDGLNYNTYRNQIRKE 

MIISEVRNNEVRRRITILPQEVES 

LAQQVGNQNDASTELNLSHILI 

PLPENPTSDQVNEAESQARAIV 

DQARNGADFGKLAIAHSADQQ 

ALNGGQMGWGRJHASLPGIFA 

QALSTAKKGDIVGPISSGGRFD 

GTVEVKDGHLIVNGKKIRVTAE 

RDPANLKWDEVGVDVVAEAT 

GLFLTDETARKHITADTPAALR 

WLEENQLEDGHECLLRRVISSD 

GRSRGFFNGTAVPLSQLRETSTT 

TGARRVIRAIRRIMSSDASTIPTL 

MAITISNNTVSDMHSSMTMMS 

TRIRTLITTIYNGDLRMIRQRKL 

CKTAIARTYGNDDTFHPGMRH 

QRM HRVFKN A PHLDQPV VTLN 

lYPKADESSSLKASRGTRGAAY 

RPARQNLYSASSGKKDENPVIE 

FKNVSKHFGPTQVLHNIDLNIA 

QGEVVVIIGPSGSGKSTLLRCrN 

KLEEITSGDLIVDGLKVNDPKV 

DERLIRQEAGMVFQQFYLFPHL 

TALENVMFGPLRVRGANKEEA 

EKLARELLAKVGLAERAHHYP 

SELSGGQQQRVAIARTLAVKH 

KMMLFDETTFDFDPELVHEVL 

KVIHEFAEKGFTNDSLTENPAKT 

QGEGGCLQSQERGPQREPTPRH 


28524 


58892 


A 


28699 


1 


2307 




28525 


58893 


A 


28700 


3 


976 





3725 



wo 01/<»75(»67 PCT/US(I1/(>8631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SKQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon Tor peptide 
sequence 


Nucleotide location uf last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


28507 


58875 


A 


28682 


1915 


5313 




'%nr AO 


COOT/: 


A 


28683 




422! 




28509 




A 


28684 . 


1 


1007 


M A ALQM VNGQK WVSSNQKY 

WLVYKTTDPPRLRPIFSGYQPM 

CPFNGRPFWIHKNPMGVHWAV 

ATGLALIPIVGIAEFGWTWFGG 

ETYMAAWNVSGLGTFGAIQST 

FNVTLWSFIGVESASVAAGVVK 

1MPKRNVPIATIGGVL1AAVCYV 

LSTTAIMGMIPNAALRVSASPF 

GDAARMALGDTAGAIVSFCAA 

AGCLGSLGGWTLLAGQTAKAA 

ADDGLVFPPIFARVNKAGTPVA 

GLIIVGILMTIFQLSSISPNATKE 

FGLVSSVSVIFTLVPYLYTCAAL 
111 nwriMPriv A p PA VI avtxia 

r L< I W/\ V III niL/A\^ V V V T 1 A 

GYRAAKLTCA 


28510 


58878 


A 


28685 


867 


1681 




28511 


58879 


A 


28686 


865 


1290 


RWWENRLFRKNPARAQKMVL 
PERFG ♦ S A YPNGFAGT WRLDKL 
PIAQIHAHMIGYLAAVDMEKQ 
QISPAQVVVRHNRCPAIVVHLl 

UlvAKc.LoL.lvUL V VUliVNi^rA 1 V 
r\J\r IKrK 1 ArL/ V KLrAivLLLV^A V 

NRUFGNVMQMVAA 


28512 


58880 


A 


28687 


1 


709 




28513 


58881 


A 


28688 


2 


657 


LMWALPKVTRGPVYMAGSPQT 
AFIQVGPRVHAHLQPRAAPL*A 

riPVAA/VPRl VnRQHU/A QRPCPA 
VjHV W IVr IvL VOIVoil W a C>l\J^or a 

LQKGEPGSPSWENACVPQAPH 
RLLHQQKAF 


28514 


58882 


A 


28689 


3 


227 


NSQDFPACGGLCHAELDRTAA 
OL vriv^n\t\xlrOri I o v AAiiivL.\^rl 

n riVFr; nr;pisjr5 P A <;r4/pr; VI *r:o 

VJL/ V CVjL/VjV^lNVJ-r A*>LI/riJ I 1 

AAAPAPI PHI T 


£,\3j J J 




A 




1997 


171 Q 




28516 


58884 


A 


28691 


I 


1701 




28517 


58885 


A 


28692 


15 


3298 




28518 


58886 


A 


28693 


1767 


1998 


YCDTTH-NSYLLYDSVCRGYAR 

AVWP Vr^Tni A AXII P*PRI PQnA 
A V Wiv y 1 UIAAfNl^C IVivLroVJA 

GKSDWSSGDSEICAKTAAHTIY 

VJl^OlV TV OOVJ L/kJ L^I^J^fV 1 i^Jxu till 

RDAGRRVRGYRQL 


28519 


58887 


A 


28694 


1 


370 





3724 



wo ommei pct/usoi/o863i 



SEQ 10 

NO: 


SKQ ID NO: 
uf peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 

no /C Ail 717 


Nucleotide 
location of first 
coiion lor pcpiiuc 
sequence 


Nucleotide location of last 
codon fur last amino acid 


Amino acid sequence ( X=lJnl<nown, 
*=Stop codon, /^possible nucleotide 

ili*li*ti(kn \=nnccihl<* nitd^ntiH^ inv<*r'tifin\ 
u(.idiuii) x'liu^siuiv iiucicuiiuc iii^Lriiun^ 


28492 


58860 


A 


28667 


1 


340 




28493 


58861 


A 


28668 


516 


734 


WTGDWRRTCDRENQHVSGAA 
RTAFIPTNGA1SPGINYSPGH*Y* 
DCHLPQA*P*LCRAAGQNRCH 
VARTCLG 


28494 


58862 


A 


28669 


1 


1163 


MHTHARETCLALGKPADDATL 

TAAIEAVGLENAARVLKLYPFE 

MSGGMLQRMMIAMAVLCESPF 

IIADEPTTDLDVVAQARILDLLE 

SIMQKQAPGMLLVTHDMDKW 

GRWADVESQYRYQTTNPKIFAG 

GDAVRGADLVVTAMAEGRHA 

AQGHDWLGLDVDKLGALEERR 

KVLQVKTENLQAERNSRSKSIG 

QAKARGEDIEPLRLEVNKLGEE 

LDAAKAELDALQAEIRDIALTIP 

NLPADEVPVGKDENDNVEVSR 

WGTPREFDFEVRDHVTLGEMH 

SGLDFAAAVKLTGSRFVVMKG 

QIARMHRALSQFMLDLHTEQH 

GYSENYVPYLVNQDTLYGVGL 

YPLGALASGW/WALASGWLPK 

RRERKD/GDTGAHGVPRGSRKP 

RIARKVRGT 


28495 


58863 


B 


28670 


I 


4770 




28496 


58864 


A 


28671 


1069 


1398 


VIGAQPVLRIRRKQARRQINRL 
TLILLHYCLTTKLKNGVKPGIV 
AAFYFLPGAG*IHPAGCHGTQL 
♦SFGKMRVQYTRVTLSQQASG 
KISAYLIDLGKPLLKLIIHCGVH 


28497 


58865 


A 


28672 


4246 


4453 




28498 


58866 


A 


28673 


1 


1185 




28499 


58867 


A 


28674 


723 


878 




28500 


58868 


A 


28675 


1085 


1246 




28501 


58869 


A 


28676 


1 


1254 




28502 


58870 


A 


28677 


I 


2175 




28503 


58871 


A 


28678 


340 


994 




28504 


58872 


A 


28679 


37 


261 


TITPAGRRMHCKGACMKPLLD 

VLMILDAVRELE*TITPAGRRM 

HCKGACMKPLLDVLMILDAVR 

ELEKQAIKLHEGWENELVIGVD 

DTFPFSLLAPLIEAFYQHHSVTR 


28505 


58873 


A 


28680 


410 


896 


WAWAASAVQPRSIWQ/GAGVG 

NLTLLDFDTVSLSNLQRQTLHS 

DATVGQPKVESARDAPHIAITP 

VNALLDDAELAALIAEHDLVL 

D/WYG*RCGT*STERQQR*RG» 

RSAPAMTAHDRDAIASSSETCA 

RSRWSVEYASPVCAPPDSRSKR 

RSASNSAASHVF 


28506 


58874 


B 


28681 


1 


2298 





wo 01/075067 PCT/USOl/08631 



NO: 


SEQIDNO: 
or peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540^17 


Nucleotide 
location ofrirst 
codon for peptide 
sequence 


Nucleotide locniion of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( \=Unknown, 
*=Stop codon, /=pos5ible nucleotide 
deletion, \=possible nucleotide insertion) 




5884 1 




28648 


808 


926 


L>SYKSFFKWSPRCSP 


28474 


58842 


B 


28649 


107 


264 




28475 


5884"? 


A 

xV 


28650 


101 


470 


CflV^lj V LfOLfOvJVJVJ I orirV V JLrlVll V o 

SHKI**FYKGLFPTFALHFSLLLP 
CEEGCICFPF 


28476 


58844 


A 


28651 


2 


263 


WEKKDTEWRKKVILSSV*LRL 
VIF*PFSl MM FSHPVW1^*AR^H 

ESHLAITHLWALYF*PPCQ]CFL 


28477 


58845 


A 


28652 


63 


191 


DLPWTPGPAC*PML-QC**GGAN 
lYARRQGADAAGDQGSSCRL 


28478 


58846 


A 


28653 


1 


554 


MPTYCPGASLLILTYKTPKELLS 

lYVSTlRXSRCRERRNRRLGAR 

NFRSEEQIYDQWRLDQVGKFFP 

FPRPRENYHFGSEHVGSFSLDK 

CCNEKLYEVIDLHLKKKJFLNTE 

TLSLVKCEVSRCWVTLNLLLPY 

GSSNGAPDAVHN*NLLWSLGP 
AC*PMLRC 


28479 


58847 


A 


28654 


3 


317 


SRRLPFSLICMAKHWLPALPEN 
GYMKQFCVSGLGVLFHGCVFL 

rWHHPPFVl *VW^T Ti^lPR^Rr; 
TT riiiv_/V_/i V A> V w o i-< vj o I rvo ivvj 

I HI VK AFFI rYPRWPFI I MWH 

ivnvvni RFPOFriPi wru 

1 V VJ V V v^fi-'ivj rv^GVJV^j-/ vv v^n 


28480 


58848 


B 


28655 


1 


400 




28481 


58849 


B 


28656 


49 


492 




28482 


58850 


A 


28657 


1 


917 


TALETAPTLALPVSSQPFSLHTA 

EVQGCAVGILTQGPGPCPVAFL 

SKQLDLTVLGSPSCLHAVASAA 

LILLEALKITNYAQLTLYSSHNF 

QNLFSFSHLTHILSAPRLLQLYS 

LFVESPTITILPGPDFNLASHIILD 

TTPDPDDCMSLIYLTFTFFPHISF 

FSVPHVDHIWFTDGSSTRPDRH 

SPAKAGYAIESSTSIIEATALPPS 

TTSQQAELIALTRAFTLAKGLH 

VNIYTDSKYAFHILHHHAVIWA 

FROFI T/lARVl l-IH*ri FNKN^^ 

OnrFTSKGSWSHTI OGPPKGV 

RSHY^RJCCLC 


28483 


58851 




28658 


57'?7 


3886 




28484 


58852 




28659 


349 


1775 




28485 


58855 


A 


28660 


1 
1 


1 194 




28486 


58854 


A 


28661 


I 
1 


704 






58855 


A 


98669 


41 


975 






58856 


A 


28663 


1 59 


1 504 




28489 


58857 


A 


28664 


275 


552 




28490 


58858 


A 


28665 


178 


619 




28491 


58859 


A 


28666 


3 


369 





3722 



wo Ol/OTSOCi? 



PCT/US(M/(«631 



SKQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


IVIet 
hod 


SEOII>NO: 
in USSN 


Nucleotide 
location of first 

couon lur pc|iiiuc 
sequence 


Nucleotide location of last 
codon for last amino acid 


Amino acid sequence ( X^Unknown, 
*=Stop codon, /^possible nucleotide 

fli*lnti<tn V=:nncCi)il^ niif'litikltilo ■nC0t*ti#kn\ 

uLiLiiuM) x~|iua>iuic nu^icuiiuc inacriiun^ 


28452 


58820 


A 


28626 


105 


389 


CQFAHGTASSPRVCLIIHRCRS 

WQKAWAVVCCTFCSLQAPGRP 

GQSPLSPRRACGPEDLPPPPYV* 

DLAPSLGPSLGPLMSQSQPRRT 

PPLAWGS 


28453 


58821 


A 


28627 


461 


799 




28454 


58822 


A 


28628 


1 


384 




28455 


58823 


A 


28629 


301 


987 




28456 


58824 


A 


28630 


239 


384 


VLPAGAQAAARSSDTRP*PEPH 
FS\ESVFPRWIFSAFQSLNNFFQA 


28457 


58825 


A 


28631 


1 


1054 




28458 


58826 


C 


28632 


243 


392 




28459 


58827 


A 


28633 


1 


1104 




28460 


58828 


A 


28634 


194 


863 

• 


YLLFVKNMSSLEISSSCFSLETK 

LPLSPPLVEDSAFEPSRKDMDE 

VEEKSKDVINFTAEKLSVDEVS 

QLVISPLCGAIS/LNWKGLTENT 

FEGKKVISUEYEAYLPMAENE 

VRKICSDIRQKWPVKHIAVFHR 

LGLVPVSEAKP*SFAVSS\AHRA 

AlSLKLLSYC/AFDTFKRPRVPi 

WKKNEIYEESSTWKGNKECFW 

ASNTLITYVFRACNLNFVKLLL 


28461 


58829 


A 


28635 


3 


338 


SSPPTAPAKLRIVPLVGGLPAR 
WCLSVCASQCPDTRVHVFLHW 
WCSSLCPAPVCLSLCRGL*GHF 
PPDSEDQSSPNCSGYTLEEYKL 
LRSQTI PSCNGKFPCPPRRA YDG 


28462 


58830 


A 


28636 


405 


800 




28463 


58831 


A 


28637 


265 


539 




28464 


58832 


A 


28638 




1116 




28465 


58833 


A 


28640 


208 


350 


VWLKEPSAEPAPCTWSALCGSC 
LLGGL*NSAFLSHRPHTSGGFFP 
LN 


28466 


58834 


A 


28641 


563 


594 




28467 


58835 


A 


28642 


245 


580 




28468 


58836 


B 


28643 


1 


435 




28469 


58837 


A 


28644 


673 


1012 


QPQVSFSSEYAIHIMRCPHSKIS 

SLYYFNCFRY*DCYCH\TFATTS 

ISLVRYATGCKLIPRICVRTPRAI 

PVFSVTYEEKSCPVGKLNTGA 

WVRAWKATSTSVVHLTKWVL 


28470 


58838 


A 


28645 


1171 


1328 


MVIGGTKNERKHIDSDEPLFPSP 
NSSARGRAISSTS*ALVPGVRGF 
LSSIPLSLTTAYPPF*SPFSS 


28471 


58839 


A 


28646 


34 


266 


GSCS*DFLVRGAFNVINIKAWA 
SGPVQGSAVDLSHGLHLGLHL 
KNDL*FYSFNSG!DKPEIAKLSG 
CSFGGTFLIWG 


28472 


58840 


C 


28647 


199 


309 





3721 



wo (>l/(»75<»67 PCT/US(n/08631 

• • 



SEQID 


SKQ ID NO: 


Met 


SEQ ID NO: 


Nucleotide 


Nucleotide location of liist 


Amino acid sequence ( X^^Unknown, 


NO: 


of peptide 


hod 


inUSSN 


location of first 


codon fur Inst amino acid 


*=Stop codon, /^possible nucleotide 




sequence 




09/540,217 


codon for peptide 


of peptide sequence 


deletion, \=possible nucleotide insertion) 










sec|uence 








58799 




28605 


^ = 


1824 




98432 


58800 




28606 


1 


1035 






58801 


A 


98607 

^Ovv / 


■j 


496 




28434 


58802 


A 


28608 


1 568 

1 JUO 


1793 




28435 


58803 


A 


28609 


" 


1392 




28436 


58804 


A 


28610 




1389 




28437 


58805 


c 


2861 1 


104 


253 




28438 


58806 


A 


28612 


1 14 


469 


V S R PTY A K V FTTm^ T A POK V F P 
















• - 












Wl ATA PXI^P A PPQnPPPr^CUA/C 














niP^<5 AT<s PMFTM * F PR TOP VTF 














PHD^RPA IP^PA VPRRF^PXriRP 














HI PATTP 
ni^rrt 111 


98430 


JOOV/ 


A 


9861 3 


J 


9106 




9844ft 


58808 


A 


98614 


937 


348 




98441 


5880Q 


A 


9861 5 


QSO 


1 004 






Joo 1 U 


A 


ZoOlO 


1 d6 


897 
oZZ 


1 i^FI 1 PI QFNyfPPIr'Pfc/^X/VPT'PIW/ 














IfFFr^Pil <\>JVI VI/PIFOTTsIHMPn 














VFn^n^lFR ATPI ARrtRriVIXIQ! 




























VHYinniV! WfiF^FPFI^nnv AO 














<sAnT r>Fr;i i KiprsnTFriPFAni^ 




























Ann<iiPWMP<ir;npPo\/R fu f a p 














HHI f3^n^PP<2WFI PFOnPPVTF 














^Pnvi VT^ir;! ni^FTsiMAVMupp. 

Orv^VL<V 1 0*JL<I-/IVCfNlVL/\ T iviri^o 
















98443 


5881 1 


A 


98617 


1 
1 


1701 




98444 


58819 

Joo i ^ 


A 


98618 

^OU 1 0 


944 


416 




28445 


58813 

JOO 1 J 


A 


28619 


2 


1520 




98446 


58814 

Joo 1 H 


A 


98690 


05 

7 J 


491 


P\/T^T<\TI^RTPTOK^PHPI(rVIQl V 














L/V<inn V l^I\.*3lVliVllVlIVl\.lNV<f^rwlN V 














Fic9i^>jn>j<i*\^pHnFnsj<iRp\^ A p a 














FMWTFYP^f^I^T TFVnFRnUA/l 

CilN W I Ilf I XlrOL^lVL^ 1 V VJrlN.VJ W V 1 
















28447 


5881 5 

JOO 1 J 


c 


28621 


46 


174 




98448 


58816 
Joo 1 0 


A 


98699 
ZoOZZ 


495 

HZ J 


190 1 

1 Z7 1 




28449 


58817 


A 


28623 


1 


1410 




28450 


58818 


A 


28624 


14 


348 


ni FPNKIPFSVI FTRTWAHI ^(3R 














TJH^AHPT^PAU/PPkVAPI PI AT 














upepTpTFP^I OAPPPPPiO^vPI <i 














PRRAPnPFDT PPPPV\/*ni AP^T 














nP^LGPI MSO^OPRRTPPI RH 


28451 


58819 


A 


28625 


96 


295 


PWKPHPAWRQRWELCHPPFP/I 














RPLTAALREOPGLLGRSTTVFT 














LMAREPPQPAAADSCLCIVQME 
A 



3720 



wo {)iHmmi 



PCT/US«1/()8631 



SEQID 

NO: 


SEQII) NO: 
of peptide 
sequence 


iVIet 
hod 


SEQII) NO: 
in USSN 
09/540,217 


Nucleotide 
IfKration otrirst 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=llnknown, 
*=Slop codon, /=possible nucleotide 
deletion, \=possibtc nucleotide insertion) 


28413 


58781 


A 


28587 


501 


823 


PEVQSPDVRHIPGGA*DVLPHQ 
G1KRPDALPGPLLHA*PDNLRCS 
CPRSGTAAGSIHQDARLRYSVW 
R WG LLDRL AA V 1 CRQSTH S RC R 
RKQRRALYRRDAGYLRRN 


'28414 


S8782 


A 


28S88 


c 

J J J 


902 




^841 S 


JO f OJ 




28589 


404 


733 




28416 


S87R4 

JO 1 yj^ 




28590 


2 


246 






S8785 

JO 1 OJ 




28591 


466 


861 




78418 


jot 0\J 




28592 


122 


926 




28419 


58787 




28593 


17i " 


733 




28420 


58788 


A 


28594 


1 


774 




28421 


58789 


A 


28595 


1 


1575 




28422 


58790 


A 


28596 


1 


105 


SVKLGWNGVSTYVPFCLTICSV 
SFFQENLHLTTCRA*PSIPPPAA 
RRSPKKCSP*KLRLP*LSGKSSS 
YNL 




S8791 

JO / 7 1 




28597 


237 


461 




28424 


58792 


A 


28598 


1 


1341 




28425 


58793 


A 


28599 


1 


792 




28426 


58794 


A 


28600 


16 


546 


QLNGRSIRHEVMSHRKFSAPRH 

GSLGFLPRKRSSRHRGKVKSFP 

KDDPSKPVHLTAFLGYKAGMT 

HIVREVDRPGSKVNKKEVVEA 

VTIVETPPMVVVGIVGYVETPR 

GLRTFKTVFAEHISDE/CRLLPL 

RQKKAHLMEIHVNGGTVAEKL 

DWARERLEQQVPVNPVFGQDE 


28427 


58795 


A 


28601 


1 


1251 




28428 


58796 


A 


28602 


37 


1307 


EFGFDGVMSHRKFSAPRHGSLG 

F\LPRKRSSRHRGKVKSFPKDDP 

SKPVHLTAFLGYKAGMTHIVRE 

VDR\PG1HRCNKKERWWRAVT 

HC1RPPPMVVGGHLVG\YVET\P 

RG\LRTFKT\VFAEH1SDECKRRF 

YKNWHKA\KKICAFTfCYCKKRQ 

DEDGKKQLEKDFSSMKK\YCQ 

VI\RVI\AHTQ\MRLLPL\RQK\KA 

HLME1QV\NGGTVA\EKL\DWA 

REKLE\QQ\VPVN\QVFGQDEMI\ 

DVIGGDQRAKGFKGVTRSWVPT 

N*LPFKA\HLG\LSRVACFGAW 

HPARVAFSVARAGQKGYHHRT 

EINKKIYKIGQGYLIKDGKLIKN 

NASTDYDLSDKSINPLGGFVHY 

GEVTNDFVMLKGCVVGTKKR 

VLTLRKSLLVQTKRRALEKIDL 

KFl DTTSKFG H G RFQTM EEKKA 

FMGPLKKDRIAKEEGA 


28429 


58797 


A 


28603 


I 


2133 




28430 


58798 


A 


28604 




245 





.771 Q 



wo 01/075067 



PCT/USOl/08631 



SKQ ID 

NO: 


SEQ ID NO: 
or peptide 
sequence 


Met 
hod 


SEOIHNO: 
in USSN 
09/540,217 


Nucleotide 
location or first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=l/nknown» 
*=Stop codon, /=:p(»ssiblc nucleotide 
deletion, V=possible nucleotide insertion) 


28403 


58771 


A 


28577 


1 


3585 




28404 


Till 


A 


28578 


44 


3i7 


LiCALLLTQSLFGGLLTQTRMiCr 

HEKDPPTTSGPQTHQPKEHLTN 
FKSGCSSPCRAKSQFFLSLCSST 


28405 


5S113 


A 


28579 


98 


617 


KALLLTQSLFGGLFTRTRJVIKFG 
AVTQ1G\DLPWE[MPLSSCSLLR 
EKDPPTTSGPQTHQPKEHLTNF 
KSARFK Ki KACY HSPATA WPFK 
AYKLSLQFPHFTCPKTRQALQV 
S^^^CiS VPYOPNCF A YPPHf; A 1^ PI 

YYSFAPFIPA^sl RFHI D 


28406 


58774 


A 


28580 


1 


1500 




28407 


58775 


A 


28581 


42 


257 




28408 


58776 


A 


28582 


J 


425 


KTGKYD/AVIALGTVIRGGTAH 
FEYVAGGAS/NTLAHVA/QDSEI 
PGAFGVLTLKA*TNDERAGTKL 
HGGWGGKCLTACRSALWADL 

n I R P Y nH M R n V HTsJ R V P A Q 
V^Ilvr T L/nrwiNI\VJoJN v niNiv V r /\o 

GAAAMAIHCLECGWAPLAAGD 
NVGKVCVPDAGLLPA 


28409 


58777 


A 


28583 


327 


1512 


SYWTIHIQVSLEINHSYLPGGMS 

SLKKMAGRNSERKTVLVKSSF 

QEVNRGTEALALWENGDFEAP 

VLTFTTALLPEGATQAFGKENT 

QKASKERYGSLNITRNNMLQIL 

NKQQTEKYQVPQFDQSTIKNIE 

SAKGLDVWDSWPLQNADGTV 

AEYNGYHVVFALAGSPKDADD 

TSIYMFYQKVGDNSIDSWKNA 

GRVFKDSDKFDANDPILKDQTQ 

E WSGS ATFTSDG KIRLFYTDYS 

GKHYGKQSLTTAQVNVSKSDD 

TLKINGVEDHKTIFDGDGKTYQ 

NVQQFIDEGNYTSGDNHTLRDP 

HYVEDKGHKYLVFEANTGTEN 

GYQGGVNADVGDVVVRLPVW 

HRRnnPAVFMOVSRT Oil RHI P 

HnVVAVHRnHHIAHnRRRHVA 

GDRSGSVRL 


28410 


58778 


A 


28584 


845 


966 




28411 


58779 


A 


28585 


215 


420 


NTRR WTEMTFDQV VRI FSIGNL 
OTVI OMROPGGAIARrTGHlDP 
VTRFRPRAR*GSSHRNICAVDTQ 
RH 


28412 


58780 


A 


28586 


464 


847 





3718 



WO(H/075067 PCT/US01/()8631 



SEQID 

NO: 


SEO II) NO: 
of peptide 
sequence 


Met 
hod 


SEQ ll> NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


(Nucleotide location of la*>t 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X^Unknown, 
*=Stop codon, possible nucleotide 
deletion, \=possible nucleotide insertion) 


28394 


58762 


A 


28568 


1 


1950 


MNMNIKKIVKQATVLTFTTALL 

AGGATQAFAKENNQKAYKETY 

GVSHITRHDMLQIPKQQQNEKY 

QVPQFDQSTIKNIESAKGLDVW 

DSWPLQNADGTVAEYNGYHV 

VFALAGSPKDADDTSIYMFYQ 

KVGDNSIDSWKNAGRVFKDSD 

KFDANDPILKDQTQEWSGSATF 

TSDGKIRLFYTGSLNSSKTEKY 

QVPHIDQSTIKNIESAKGLDVW 

DSWPLQNADGTVAEYNGYHV 

VFALAGSPKDADDTSIYMFYQ 

KVGDNSIDSWKNAGRVFKDSD 

KFDANDPILKDQTQEWSGSATF 

TSDGKIRLFYTDYSGKHYGKQS 

LTTAQVNVSKSDDTLKINGVED 

H KTI FDGDG KTYQN VQQFIDEG 

NYTSGDNHTLRDPHYVEDKGH 

KYL/VFEANTGTEEHPQPQ\ERP 

RTQSFTSAFAERRECIPNVPADT 

KLSKIKTLRLATSYIAYLMDLL 

AKDDQNGEAEAFKAEIKKTDV 

KEEKRKKELASKCLDLEQLGAS 

VEPTGNLRTKITKEKPRHTGPPE 

VVVPGCCPHRSRAYKSDKYAH 

TLTVTASQHAPPPPTHMEGFEL 

FHLPDLCSPSQDAQTTGRTQMK 

PDHSPRPSHRVPQAKGNNVVIT 

SYMTNRGFFEDKKATFAPSFLM 

NIKGNKTSVVKNSILEQGQLTV 


28395 


58763 


A 


28569 


2 


1778 




28396 


58764 


A 


28570 


1099 


2224 


DGQQLIALHRLALRELQQAVH 

AGLPQQAKILFDGGSE/TRQNPL 

QQLVHMGLPRPLDKKNFQEP 


28397 


58765 


B 


28571 


1 


1938 




28398 


58766 


A 


28572 


1 


2367 




28399 


58767 


A 


28573 


4659 


13369 


TVFRPFHVGVHVLLIVDSCSKL 

EQHSTLSRAILLIYKGFCRFRNH 

HQTGFSPAGANQRGPLAATLSG 

PGGEGQSAVARLTGEKKNHPG 

AQYANRLSPRVGRFINAAGTTG 

FPTGKRAVSATQLMDFADFGT 

TIKQDFRLLGQTSVDRLLQLSQ 

GQAVKGNQLLPVSLVKRKTTL 

APNTQTASPRALADSLMQLAR 

QVSRLESGQGGEDSPNRFFDGG 

RKKQl RTVRQFI DEGNNTPA DT 

QTLRDPHYVEDKGHKY 


28400 


58768 


A 


28574 


6803 


8521 




28401 


58769 


B 


28575 


2010 


17745 




28402 


58770 


A 


28576 


1 


1060 





WO01/()75067 PCT/US0I/(»8631 



StQID 

NO: 


SfcQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQIDNO: 
in USSN 
09/540^17 


Nucleotide 
location or first 
codon for peptide 
sequence 


Nucleotide tocatiun or last 
codon for last amino acid 
or peptide sequence 


Amino acid sequence < X=Unl;no\vn, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


28392 


58760 


A 


28566 


1 


2124 

• t 


M>J MN 1 KKI V KQATV LTFTTA LL 

AGGATQAFAKENNQK.ANKETY 

GVSHITRHDMLQIPKQQQNEKY 

QVPQFDQSTIKNIESAKGLDVW 

DSWPLQNADGTVAEYT^GYHV 

VFALAGSPKDADDTSIYMFFKR 

GAIFRVHKHAVNPMSPKCRRPG 

GRQAYPLVNWEDRNGRSQKTV 

HTEGDMNMNIKXIVKQATVLT 

FTTALLAGGATQAFAKENNQK 

A YKETA^PKQQQNEKYQVPQF = 

DQSTIKNIESAKG\LDVWDSWP 

LQNADGTVAEYNGYHVVSALA 

GSPKDADDTSIYMFYQKVGDN 

SIDSWKNAGRVFKDSDKFDAN 

DPILKDQTQEWSGSATFTSDGR 

RSLESTTTAARPIWRKDVGGDQ 

TQEWSGSAPFTSDGKIRLFYTD 

YSGKHYGKQSLTTAQVNVSKS 

DDTLKINGVEDHKTIFDGDGKT 

YQNVQQFIDEGNYTSGDNHTL 

RDPHYVEDKGHKYLVFEANTG 

TENGYQGEESLFNKAYYGGGT 

NFFRKESQKLQQSAKKRDAEL 

ANGALGIIELNNDYTLKKVMKP 

LITSNTVTDEIERANVFKMNGK 

WYLFTDSRGSKMTIDGINSNDI 

YMLGYVSNSLTGPYKPLNTTG 

LVLQMGLDPNDVTWASLEPHE 

SFOAWRGLASSGVKI OTWVI 

QLIKAMWTQRVSSSKVYCKEQ 

MNNASTMSKRTSAGCHCWQG 


28393 


58761 


A 


28567 


1 


3987 





3716 



wo 01/(»75067 



PCT/USOl/08631 



SEQID 

NO: 


SKQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /-possible nucleotide 
deletion, \=possibte nucleotide insertion) 


28387 


58755 


A 


28561 


3 


2077 




28388 


58756 


A 


28562 


1907 


5097 


TSKKIVKQAPVLTFTTA/LLAGG 

AIQAFAKENNHKAYKETYGVS 

HITRHDMLQIPKQQQNEKYQVP 

QFDQSTIKNIESAKGLDVWDSW 

PLQNADGTVAEYNGYHVVFAL 

AGSPKDADDTSIYMFYQKVGD 

NSIDSWKNAGRVFKDSDKFDA 

NDPILKDQTQEWSGSATFTSDG 

KIRLFYTDYSGKHYGKQSLTTA 

OVNVSKSDDTLKINGVFDHKTI 

FDGDGKTYQNVQQFiDEGNEGI 

LPISEPPIKQDFRLLG 


28389 


58757 


A 


28563 


610 


2303 


SLPNLDNAAICSSSSSPTRTR*SL 

SEGATQVAFAKEKYPHKHTKKR 

SGVFHITRHDMLQIPKQQQNEK 

YQVPQFDQSTIKNIESAKALDV 

WDSWPLQNADGTVAEYNGYH 

V VFALAGSPKDADDTSIYM FY 

QK.VGDNSIDSWKNAGRVFKDS 

DKFDANDPILKDQTQEWSGSA 

TFTSDGKIRLFYTDYSGKHYGK 

QSLTTAQVNVSKSDDTLKINGV 

EDHKTIFDGDGKTYQNVQQFID 

EGNYTSGDNHTLRDPHYVEDK 

GHKYRGPLESPSTHQAEFNPTS 

CVSSLGTLQGFPAPAWLALAHP 

VHPLKHKSGGSNRLSAAIWGIK 

RKPARVCPGTGIHASSQIQGEW 

RTECAVGPKAKAKATAGWRR 

GNNQHISSTYDINRADTQVRRA 

VNNYDIIVMSNSFNGQSEHQTY 

ESIVIDSAPNLGIGTINVVCAAD 

VLIVPTPAELFDYTSALQFFDM 

LRDLLKNVDLKGFEPDVRILLT 

KYSNSNGSQSPWMEEQIRDAW 

GSMVLKNVVRETDEVGKGOIR 

MRTVFEOAIDORSSTGAWRNA 

LSIWEPVCNEIFDRLIKPRWEIR 


28390 


58758 


A 


28564 


1 


2079 




28391 


58759 


A 


28565 


1 


774 





wo 01/(»75(>67 PCT/US»1/«8631 



io 


SEOII>NO: 
of peptide 
sequence 


Met 
hod 


SEO n> NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of Inst 
codun for last amino acid 
of peptide sequence 


Amino acid sequence ( \=Unkiio\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


28378 


58746 


A 


28552 


1424 


3807 


HPLWKWLEGDMNMNIKKIVK 

QAT V LTFTTA/L L AG G ATQ A FA 

KENNQKAYKJETYGVSHITRHD 

MLQIPKQQQNEKYQVPQFDQS 

TIKNIESAKGLDVWDSWPLQN 

ADGTVAEYNGYHVVFALAGSP 

KDADDTSIYMFYQKVGDNSIDS 

WKNAGRVFKDSDKFDANDPIL 

KDQTQEWSGSATFTSDGKIRLF 

YTDYSGKHYGKQSLTTAQVNV 

SKSDDTLRlNG VEDHKTI FCXjD 

GKTYQNVQQFIDEGNYTGDPL 

EAETAVINHKKRKNSPRJVQSN 

DLTEAAYSLSRDQKRMLYLFV 

DQIRKSDGTLQEHDGICEIHVA 

KYAEIFGLTSAEASKDIRQALKS 

FAGKEVVFYRPEEDAGDEKGY 

ESFPWFlKRAHSPSRGLYSVHrN 

PYLIPFFIGLQNRFTQFRLSETKE 

ITNPYAMRLYESLCQYRKPDGS 

GIVSLKIDWllERYQLPQSYQRT 

PDFRRRFLQVCVNEINGAVIGIP 

CVSIRKPDGSGIVSIKIAWIIERY 

QPPQSYQRMPDFRRRFLQSRPA 

CMHDWLCAEALAWSIQTASYL 

VTMQVNLTSLSSDTDRDLSVVS 

NSGWVSSGSLVRFNTIKTSSGEI 

KRTVPRILPDPDDPRSAIAEAPS 

EMPGHEVPVEEHFPEAGTNSGS 

POGARKGDESMTKASDSSSPSC 

SSGPRVPKGAAPGSQTGKKQQS 

TALQASTLAPANLLPKAVHLA 


28379 


58747 


A 


28553 


2372 


3570 


EALLPGDQDSQSGKGVAAREV 

WFLPSSFAPVLLRLVGNHHVG 

DNSIDSWKNAGRA^FKJOSDKFD 

ANDPILKDQTQEWSGSATFTSD 

GKIRLFYTDYSGKHYGKQSLTT 

AQVNVSKSDDTLKIMGVEDHK 

TIFDGDGKTYQNVQQFIDEGNY 

TSGDNHTLRDPHYVEDKGHKY 

LVFE ANTGTENG YQG EESLFNK 

rv I I vjuvj 1 iNrrivivCiOv^ivi-.v^v^o/\ 

i^K'PHAPi A\inAi niiP! xrwr^vT 

I l^l^VMkfP! TT^WTA/Tf^Pl 
LiIxJ\. V |VH\J^1^1 I oIN I V 1 L/CI 


28380 


JO / HO 


R 
ID 


J JH 


1 
1 


9719 




28381 




r> 

D 


7R^^^ 

>^0J J J 


zuu 






28382 


JO / J\J 


o 
O 


75l^^/i 




J 1 yo 




28383 


JO / J 1 


A 


Zoj J / 





9 1 /iO 

z I oy 




28384 


58752 




28558 


1 






28385 


58753 


A 


28559 




2418 




28386 


58754 


B 


28560 




1974 





3714 



wo 01/«75(Ki7 
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SEQID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SKQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X-Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=po$siblc nucleotide insertion) 


28375 


58743 


A 


28549 


2556 


3662 


RIPLFHYGESWNLLRADQRLIF 

AKSWPRASRYQQGHQDLFILRS 

DLPSQVVQTQN1SSCRNSC*G*A 

CMPAGRL* RIPT* K* PAN RP V KR 

PH*GGI*SLPGSKTYAVSVR*PD 

QK\SDGTLQEHDGICEIHVAKY 

AEIFGLTSAEPNRFTQFRLSETK 

EITNPYAMRLYESLCQYRKPDG 

SGIVSLKIDWIIERYQLPQSYQR 

TSPCCCHMKKDVFASPSTMISS 

SRVSNNTSKTTH KNQCQKDDS 

RRSLLVKNSRPAKCGSKRSCNT 

FLAGSLRCRSSPEHTTILRGGVR 

RCLQQQCEQTVRJLHAKVAQK 

S YGN EKRLI 1 RPTI RVGP WSQTN 

NQTDDTSGTVVQSDYQTDDTS 

GTVVRTNNQTDD 


28376 


58744 


A 


28550 


2469 


2687 


ELYH**HTSS*DHRQCRLMDYH 
CLEDNENRPVCWMALESLVNN 
EFSSTSDVWGLWSDAVGTHDS 
GPDALHGH 


28377 


58745 


B 


28551 


1 


1954 





wo (H/075067 



PCT/USOl/08631 



SEQID 

NO: 


SEQID NO: 
or peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in IISSN 
09/540,217 


Nucleotide 
location or first 
codnn Tor peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
or peptide sequence 


Amino acid sequence ( X=lJnknown, 
*=Slop codon, /=possi hie nucleotide 
deletion, \=possihle nucleotide insertion) 


28355 


58723 


A 


28528 


793 


1382 


NTTAAGRVIRLTSENGSHTTFR 

YDVLDRLIQETGFDGRTQRYH 

HDLTG KLl RSEDEG L VTH WH Y 

DEADRLTHRTVKGETAERWQY 

DERGWLTDISHISEGHRVAVHY 

RYDEKGRLTGERQTVHHPQTE 

ALLWQHETRHAYNAQGLANR 

CiPDSLPAVEWLTYGSGYLAG 

MKLGDTPLV**ERPADR*ASDG 

ASPAIXjSTALAA*DQTCVQRA 

GAGEPLYTGQPARRGMADliRQ 

RLPG RH ETRRHTAGG V HPRPPA 

PGNAAQLRPL 


28356 


58724 


A 


28529 


1039 


1689 




28357 


58725 


A 


28530 


1 


2406 




28358 


58726 


A 


28531 


1 


2928 




28359 


58727 


A 


28532 


2 


1271 




28360 


58728 


A 


28533 


250 


929 




28361 


58729 


A 


28534 


3 


273 


GKLIAVIGDEDTVTGRLLGGIG 
ELNKNRHPNFLVVEKDTTINEIE 
DTFRQFLNRDDIGAFRLLGLCW 
LRNRKPDHLPPLPLPCAVTOCH 


28362 


58730 


A 


28535 


2 


415 




28363 


58731 


A 


28536 


1 


690 




28364 


58732 


A 


28537 


2551 


2651 




28365 


58733 


A 


28538 


2 


295 




28366 


58734 


A 


28539 


1 


316 


CGHGGRQSWVSRLR*CQEAAG 

MADSCPRSGGAILAFKSAPEVI 

RRALSAOSLRATSSSSASGAGA 

FCLSPSKYFPETSASSSATARYV 
LGWAASSGLLTSSQKMG 


28367 


58735 


A 


28540 


1 


400 




28368 


58736 


A 


28541 


257 


516 




28369 


58737 


A 


28542 


1 


590 


EQIASDTCHLQRVVFKNISPAD 

AHRNLCLALRGHKTVTYLTLQ 

GNDQDDMFPALCEVLRHPECN 

LRYLGLVSCSATTQQWADLSL 

ALEVNQSLTCVNLSDNELLG^G 

C*VAVHN/S*DTPSAFLQRVVV 

GKTGHLTEANLQGTLLLCWVF 

SRELTHLCLAKNPIVNTGVKYL 

CEGLRYPECKLQTLVLWNCDIT 


28370 


58738 


A 


28543 


1 


2633 




28371 


58739 


A 


28545 


127 


2030 




28372 


58740 


A 


28546 


1 


3066 




28373 


58741 


A 


28547 


259 


3222 




28374 


58742 


B 


28548 


1 


2640 





3712 



wo (11/075067 PCT/LSOI/08631 



SEQID 

NO: 


SEQII) NO: 
of peptide 


Met 
hod 


SEO IO NO: 
in (ISSN 
09/S40 217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=l)nkno\vii, 
*=iitop codon, /=possiblc nucleotide 
deletiun, \=possible nucleotide insertion) 


28335 


58703 


A 


28508 


211 


506 


ILSKAISASIEIIMWFLSLVLFIC 

WIMFIDLRMLNQPCTPGMKPT* 

SWWISFLMCCWIRFASILLRIFA 

SMFIRDIGLKFSFFVVSLPGFGIR 

MMLTS 


28336 


58704 


A 


28509 


765 


950 


LLPQFQNLLLVYSEIQLLPGLVL 
GGCMCPGIYPFLLDFLVYLHRG 
V YSI L* W*FVFL WDQ W 


28337 


58705 


A 


28510 


778 

■ 


981 

- 


SQKEWYQLLFVPLVEFGCESIW 
SWAFFGWQAINYCLNFRTCHW 
SIQRFNFFLV*SWEGVCVQEFIH 
FF 


28338 


58706 


A 


28511 


1761 


1841 


CLQLCSFGLGLSWQCGLFFGSI* 
TLK 


28339 


58707 


A 


28512 


I 


1641 




28340 


58708 


A 


28513 


1 


2307 




28341 


58709 


A 


28514 


1 


3793 




28342 


58710 


A 


28515 


178 


674 


ERPRIMDLAGLLKSQFLCHLVF 

CYVFIASGLIINTIQLFTLLLWPI 

NKQLFRKINCRLSYCISSQLVM 

LLEWWSGTECTIFTDPRAYNSS 

MGKENAIVVLNHKFGN/IDFLC 

GWSLSERFGLLGVSQKCIPPCL 

THFFGSAPPLVFLLLVIQNLQKN 

QQSFYLMKWS 


28343 


58711 


A 


28516 


609 


707 


CLQLCSFGLGLTWRCGLFFGSl* 
TLKYFFPIL 


28344 


58712 


A 


28517 


1 


2167 




28345 


58713 


B 


28518 


65 


2652 




28346 


58714 


A 


28519 


267 


703 




28347 


58715 


A 


28520 


3 


115 




28348 


58716 


A 


28521 


2 


317 




28349 


58717 


A 


28522 


1 


2577 




28350 


58718 


A 


28523 


1 


669 




28351 


58719 


A 


28524 


1 


1089 




28352 


58720 


A 


28525 


91 


507 


AGTASASPAPNRSLSGSEPTSSS 

VTQENGADVQGHERVPWKAR 

SRRFCPMEGTFRKVPSHGSHVP 

EVSMLWKACSGSFRPVEGHSV 

RCALTPASGCSP*AGTASASPAP 

NRSLSGSEPTSSSVTQENGADV 

QGHERVPWKARSRRFCPMEGT 

FRKVPSHGSHVPEVSMLWKAC 

SGSFRPVEGHSVRCALTPASGC 

SPSKSKATVGCRCSDFCTVEEF 

LQK! FLQVESLDRRPRCLPLT 


28353 


58721 


A 


28526 


1 


1213 




28354 


58722 


A 


28527 


130 


211 


KPHYAAHGQPFTAE*RPGTDNR 
ADNRQ 



3711 



wo 



01/075067 



PCT/liSOl/08631 



SEQID 

NO: 


SEOiDNO: 
or peptide 
sequence 


Mtt 
bod 


SEQ ID NO: 
in IJSSN 
09/540,217 


Nurltotiilc 
location of first 
codon for peptide 
sequence 


Nuclcolidc location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=llnknuwii, 
*=Stop codon, /^possible nucleotide 
deletion, V^possible nucleotide insertion) 


28332 


58700 


A 


28505 

1- A. ■ 


1 


1699 


MDEFLDTYTLPRLNQEEIESLN 

RPiTSSEiEAVINSLPTKKCPOPD 

GFTAEFYQRYKEELVPILLKLIQ 

TIEKEGLLPNSFYEATNILIPKPG 

RDTTKKENFRPISLMNrNAKILN 

EILATESSIKKLIHHDQDSFIPGM 

QGWFNICKSfNVIHHINRlNNKN 

HMllSVNAEKAFDKIRHLFMLK 

TLIKLGIDETSLKTVRAIYDKPT 

AN 1 1 LNGQKLE AFPLKTG I RQGC 

LLSSLLFNIVLEVLARAIRQEKEI 

KDIQIGREEVKLSLFADDMIVY 

FKNPIVSAQNLLKLIGNFSKVSG 

YKINVQKLQAFLYTNNRQTESQ 

1 VSELPFTI A AKRIKYLG IQLTRD 

VKYLFKENYKPLHKEIIEDTNK 

WKNIPCSWIGRINIMKMAILPK 

VIYRFNASPIKLLLNFFTELEKN 

CLNFIWNQKRAHIAKTILSKKN 

KAGGITLPDFKLYYKSTVTKTT 

WYWYQNRYIDQWNRTEASEIT 

PHIYNHLIFDESDKNNQWGKDS 

LHNKWYWFNWl AICRKI KI D 

SFLTHYTKINSRWIKDLNAGSKI 

QY\HADRTKSRERRAIASSYVSS 


28333 


58701 


A 


28506 


2 


1689 


WRAWGRGATRRSSCHRQSAPS 

LSRVGRSSQIRSALSAASGLWR 

RKPASAKFGRPRTGSLHLPVK* 

KAFVSLQESSA*MNLRQ*PE*D 

WISWIN*QNFGN/CQGSTLKIPV 

VERKILDLYALSKEHSFSPATEQ 

SWTENDFDELREEGFRRSDFSE 

LKEEVRTHRKEAKNLVKRLDK 

WLNRITSVEKSLNDLMELKTM 

AREQLRDECTSFSSQFDHLEER 

KYKLPSENKHLYANKLENLEE 

MDKFLETYTLPRLNQEEVESLN 

RPITGSEIEAIINSLPTKNSPGPD 

RFTAKFYQMYKEELVPFFLK.LF 

QSIEQEGILPNSFYEASIILIPKPG 

RDPTKKENFRPISLMNIDAK[FN 

KILANQIQQHIKKLIHHDQMGFI 

PGMQDWFNIRKSINVIQHINRT 

KDKNHTIISIDAEKAFDKIQQCF 

MLKTLNKLGIDGTYVKIIRAIY 

DKPTANllLDGQKLEAFPLKTST 

IQGCPLSPLLFNIVLEVLARAVR 

OFKFIKfilOSOKFFVKI SI FAD 

DMTVYLENPIISAQNLLKLKSN 

FSKVSGYKINVQKSQAFLYTNN 


28334 


58702 


A 


28507 


1 


1428 





3710 



wo OI/075067 PCT/l)S(H/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 

fid/ZAn *>IT 

wy/^u,z 1 / 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon Tor last amino acid 
Oi pepiluc 3c(]i)cni.c 


Amino acid sequence ( X=llnkno«vn, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


28322 


58690 


A 


28494 


173 


527 




28323 


58691 


A 


28496 


566 


895 




28324 


58692 


A 


28497 


76 


302 


K.GNLSPSVPSPALPCSLKYPFYD 
HRTKFTLTTQPFSHTLAQKENQ 
SPLICHMGKKRLQNIFLPIRP*DQ 
TPWLERS 


28325 


58693 


A 


28498 


92! 


1008 




28326 


58694 


B 


28499 


1 


2169 




28327 


58695 


A 


28500 


455 


523 


YPLYHFLLHLFDSSLFSSLLVLL 
VVY*FC*SFQKTSSW1HYFFEGF 
FVSLFPSVLL*F*IF 


28328 


58696 


A 


28501 


876 


1061 


LLPQFQSLLLVYSEIQLLPGLVL 
GGCMCRGIYPFLLDFLVYLHRG 
VYSIL*W*FVFLWDWW 


28329 


58697 


A 


28502 


74 


445 


lALIILRYVPSlPRLLRVFSMKSC 

♦ILSKAFSASIEIIMWFLSLVLFIC 

WITFIDLHMLNQPCIPGMKPT*L 

WWISFLMCC*IWFAS1LLRIFTS 

MFIRDIGLKFSFFVVSLPGFGIK 

MMLAS 


28330 


58698 


A 


28503 


1 


957 




28331 


58699 


A 


28504 


41 


412 


lALIILRYIPSIPSLLRVFSMKGC* 

ILSEA ISASIEI IM WFLSL VLFI* W 

ITFIDLHVLNKPCIPGMKPS*SW 

WISFLMCCWIWFASILLRIFASM 

FIRDIGLKFSFFVVSLPGFGIRM 

MLAS 



wo 01/075067 PCT/US01/(>8631 



SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
bod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
coilun for peptide 
sequence 


Nucleotide location of last 
codoo for last amino acid 
orpeptlde sequence 


Amino acid sequence ( \=Uaknown, 
*=Stop otdon, /^possible nucleotide 
deletion, V^possible nucleotide Insertion) 


28304 


58672 


A 


28476 

; .H. 


1 


1280 


MGNITADNSSMSCTIDHTIHQT 

LAPVVYVTVLVVGFPANCLSL 

YFGYLQIKARNELGVYLCNLTV 

ADLFYICSLPFWLQYVLQHDN 

WSHGDLSCQVCGILLYENIYIS 

VGFLCCISVDRYLAVAHPFRFH 

QFRTLKAAVGVSVVIWAKELL 

TSIYFLMHEEVIEDENQHRVCF 

EHYPIQAWQRAINYYRFLVGFL 

FPICLLLASYQGILRAVRRSHGT 

QKSRKDQIQRt VLSTV-V 1 FLACF 

LPYHVLLLVRRYWEASCDFAK 

GVFNAYHFSLLLTSFNCVADPV 

LYCFVSETTHRDLARLRGACLA 

FLTCSRTGRAREAYPLGAPEAS 

GKSGAQEEEVTKFEGGRNGHT 

AKKSPCNS VQDFTG I KA VKLQI 

VLQMEPQMQSVKLKIYSRPLDR 

PASPCSDVNDIEGTPPEEISTAQ 


28305 


58673 


A 


28477 


1 


717 




28306 


58674 


A 


28478 


2 


409 




28307 


58675 


A 


28479 


1 


675 




28308 


58676 


A 


28480 


227 


399 




28309 


58677 


A 


28481 




436 




28310 


58678 


A 


28482 


980 


1399 




2831 1 


58679 


A 


28483 


132 


218 


RINLMHFRN*TSQQALSLSYNL 
FLMQRH 


28312 


58680 


A 


28484 


1 


34 




28313 


58681 


A 


28485 


985 


1170 




28314 


58682 


A 


28486 


1 


1203 




28315 


58683 


A 


28487 


505 


716 


REPCPVSQREVWRPGCLD/HCP 
RQSGSLGETLRGTABQPWPHS 
QVLSNLRVLQLPLISLPSLRRRA 
LFPAA 


28316 


58684 


A 


28488 


1 


998 




28317 


58685 


A 


28489 


477 


955 


TPIHNGFKENKIPRNPTYKGCE 
GPLQGELQTTAEGNKRGYKQM 
EEHSM LMGRKNQYRENGHTA 
QGNLQVQCHPHQATNDFLHRI 
GKNYFKVHMEPKKSPHRQVNP 
KPKEQS WRH HTT* LQ/Y YTTRL 
Q* PK* HGTGTKTEI ♦ INGTEQSP 
QK*CRJSTTI 


28318 


58686 


A 


28490 


37 


430 




28319 


58687 


A 


28491 


507 


829 




28320 


58688 


A 


28492 


643 


945 


CALLHSLPQHCVQHPYRSYTHR 
MASCR WKWGHCHSG IKM YSIP 
WYSTPMEGKALGDAHPQIAHS 
H*GAAFL*ALY*EKS»SMANRL 
WYSRL'PLAGDGRRE 


28321 


58689 


A 


28493 


1092 


1346 





3708 
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SEQID 
NO: 


SEQ in NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in IISSN 


Nucleotide 
location of first 

cuuon Mvt pcptiuc 
sequence 


Nucleotide location of Inst 
codon for last amino acid 

Afnentift^ ^k^nii^nrf* 


Amino acid sequence { \=lJnknown, 
*=Siop codon, /^possible nuclcottdc 
deletion, \=possible nucleotide insertion) 


28297 


58665 


A 


28469 


1 


1901 


MPESPTPLLGHDILAKAGAIIHL 

NIGEGTPVCCPLLKEGINPEVW 

ATEGQYGRAKNAHPVQVKLK 

DSASFPYQRQYPLRPEAQQGLQ 

KIVKDLKVQGLVKTCMSPCDTP 

ILGVQKPNGQWRLVQDLRIIDE 

AIVPLYPAVPNPYTLLSQIPEEA 

ELFTVLDLKDAFFC 1 P VHPESQF 

LFAFEDPSIPMSQLTWTVLPQG 

FRDSPHLFHHTLAQDLSQFSYL 

DTLVLCLPLRNQQECHQATQV - 

LLNVLATCGYKVSKQKAQLCS 

QQVKYLGVKLSKGTRALNNEE 

QIEIWCQQVIAQTYATRGDLLE 

VPLTDPNLSLYTDGSSFVEKGL 

QKGGYAVVSDNGILERNPLTPG 

TSAQLVELIALPRALELGEGKR 

GSSESICFLSFLVPPMTIYTEQDL 

YNHVVPKPRNKRVPILTFVVGA 

GGLGGLGTGIGGITTSTQFYYK 

LSQELNGDMEWVADSLVTLQD 

QLNSLVAVVLQNRRALDLLTA 

KRGGTCLFLGEECCYYVNQSGI 

VTEKVKEIRDQIQRRAEELQNT 

GPWGLVSQWMPWILPFLGPLA 

AIILLFLFGPCIFNLLVKFVSSKI 

E A VKLQI I LQMEPQMQSMT/KJ 

YHGPLDQPASPCSDVNDIKGTP 

PEEISTAQHLLCPNSAGSS 


28298 


58666 


A 


28470 


1 


432 




28299 


58667 


A 


28471 


I 


4314 




28300 


58668 


A 


28472 


I 


330 




28301 


58669 


A 


28473 


1 


1425 




28302 


58670 


A 


28474 


3 


1110 


NEEQIEHNCQQVIAQTYATRGD 

LLEVPLTDPNLSLYTDGSSFVE 

KGLQKGGYAVVSDNGILERNP 

LTPGTSAQLVELIALPRALELGE 

GKRGSSESICFLSFLVPPMTIYT 

EQDLYNHVVPKPRNKRVPILTF 

VVGAGGLGGLGTGIGGITTSTQ 

FYYKLSQELNGDMEWVADSLV 

TLQDQLNSLVAVVLQNRRALD 

LLTAKRGGTCLFLGEECCYYV 

NQSGIVTEKVKEIRDQIQRRAEE 

LQNTGPWGLVSQWMPWILPFL 

GPLAAIILLFLFGPCIFNLLVKFV 

SSKIEAVKLQIILQMEPQMQSM 

TKIYRGSLDQPASPCSDVNDIEG 

TPPEEISNAQPLLCPN*AGSSWS 

SRRPTSPTALGFSC 


28303 


58671 


B 


28475 


1 


1989 





:^707 



wo (n/(>75067 PCT/US(n/08631 



NO: 


SKQ ID NO: 
or peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


28294 


58662 


A 


28466 


598 


1921 


TPIHMCFKENKIPRNPTYKGCEG 

PLQGELQTTAQGNKRGYKQME 

EHSMLMGRKNQYRENGHTAQ 

GN LQ!\H A 1 PIKLPMTFFTELEKT 

TSKFIWNQKRARITKSILSQKNK 

AGGITLPDFKLYYICATVTKTA 

WYLYQNRDIDQWNRTEPSEMT 

PHTYNYLIFDKPEKNKQWGKD 

SLFNKWCWENWLAICRKLKLD 

PFLTPYTKINSRWIKDLNVRPKT 

ikTLEENLGmQDIGMGKDFMS 

KTPICAMATKDKJDKWDLIKLK 

SFCTAKETTj RVNRQPKKWEKI 

FATYSSDKGLISRIYNELKQIYK 

KKTN>JPIKKWAKDMNRHFSKE 

DIYAAKKHMKKCSSSLAIREM 

QIKTTMRYHLTPVRMAHQKSG 

NNRCWRGCGEIGTLLHCWWD 

CKLVPHILTHRWELNNEITWTO 

FGEYHTLGTVVGWGEGGGIAL 

GDIPNAR 


28295 


58663 


A 


28467 


1 


1863 




28296 


58664 


A 


28468 


2 


1308 





3706 
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SEQ ll> 

NO: 


SEO ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ II) NO: 
in USSN 
0y/54U,Z 1 7 


Nucleotide 
location of Tirsl 
codon for peptide 
seqaencc 


Nucleotide location or last 
codon for last amino acid 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 

ft^l^limi \snnc«£ihl^ nii<'lf*nliH# inc^rtinnk 

UklCllVII, V^lltFASWIC llUVIWdWC tlUd VIVIII 


28275 


58643 


A 


28447 


142 


772 


LVNVDVDADLVGLCVSHRHTV 

EEQYSTLALLNHGPQVALKYV 

HMDEVPMPACCLEGQGCLPAL 

CGECKLQGSFILSAPGRQGSQR 

VGPREAQGHIVIGRKLFSTALM 

LIGGQRLEESAAIESGCMEATP 

QGMAGSPQVGQAKSPSVPNKE 

PIGDF*GGSQDYRGGIQKPID*Q 

CGPVL/SRQSELWCGGRSHSVE 

FLLGSAASAPPGPGQA 


28276 


58644 


A 


28448 


1 


1935- 




mil 


58645 


A 


28449 


2 


1571 




28278 


58646 


A 


28450 


2 


301 


PRPFYSKMFYKILSLYSSEFNNS 
FVDA\LGSD\QDSGNEDVFDME 
YTEAEAEELKRNAEVIVFIPEYS 
WSNSVSLFPLCPGAKGPTFSVH 
CRVHFGPFSSH 


28279 


58647 


A 


28451 


1 


1329 




28280 


58648 


A 


28452 


240 


503 




28281 


58649 


A 


28453 


1039 


1896 




28282 


58650 


A 


28454 


1 


2397 




28283 


58651 


A 


28455 


1 


4011 




28284 


58652 


A 


28456 




1088 




28285 


58653 


A 


28457 


1 


4878 




28286 


58654 


A 


28458 


1 


174 




28287 


58655 


A 


28459 


3 


161 




28288 


58656 


A 


28460 


992 


1102 




28289 


58657 


A 


28461 


1024 


1279 


CGHLVSDWSTVVNLAVRRLFV 
GFPQGCQLVHIW*M/PLDAGPE 
HNSLKGFLVPLFPLAATPRAPG 
TPAQGSLTDSFPDLLGLAAED 


28290 


58658 


A 


28462 


3 


278 


HEAAMSMLRLQKRLASSVLRC 

GKKKVWVRPL*TNEIANANSR 

QQIRKLIKDGLIMRTPVTAHSWP 

SCRTNTLSRRMGHS*SLRTLLD 

PVNM*GLLNASW1TKC*LLDPV 

NM 


28291 


58659 


A 


28463 


1 


1043 




28292 


58660 


A 


28464 


185 


804 


VTSGCGKKKVWLDPNE'nNEI\ 

ANANSVRQQIPEASSKMGLIIRK 

P\VTV\HSRA\RCPVKTPLARRG 

RGRATWG1R*GGKGYKPNARN 

AQRKFTW\MRENGGL*TRGCL 

RKIPVNPKKDR1ANMY\HSLLPE 

G*RGNVFKNKADFSWEH1HKL 

EGRQRPRKICAPWLTQA*GPAG 

S*DPRKPRKRR*RAPPRPKKEEI 

HQRLFSKEVEETKK 


28293 


58661 


A 


28465 


221 


350 


GPSSFRLPTLSSLHVSHGREET* 
HSLET*RDAVSLRJFKSLSV 



wo 01/075067 PCT/US()1/()8631 



StQID 

NO: 


SKQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEOH) NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of lasi 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X^Unknown, 
•=Slop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


28255 


58623 


A 


28426 


2 


405 


PRVRPLRPPVMVSRDQAHLGPK 

Y\'GL\\a)FKSRTDEELSFPv.\GD 

VFHVARKEEQWWWATLLDEA 

GGAVAQGYVPHNYLAERETVE 

SEPVRDTOAVRHYKiWRRAGGR 

LHLNEAVSFLSLPELVNYHRAO 

SLSHGLR 


28256 


58624 


A 


28427 




438 




28257 


58625 


A 


28428 


37 


403 




28258 


58626 


B 


28429 


\ 


1 176 




28259 


58627 * 


A' ' 


28430 


2 


2150 








A 


28431 


1593 


3025 




28261 


58629 


A 


28432 


322 


2168 




28262 


58630 


A 


28433 


183 


591 








A 


28434 


2 


258 




28264 


58632 


c 


28435 


52 


363 






S86'?'? 


A 


28436 


1 


3363 






^86*^4 


A 


28437 


1 


918 




78267 


S86'?S 

JO\fJJ 


A 


784 'i8 


1 
1 


1422 




78268 


S86'i6 


A 


28429 


■J 


10899 




78769 


S86'57 


A 


28440 


277 


586 




28270 


58638 


A 


28441 


-> 


3364 




28271 


58639 


A 


28442 


1 


1851 




28272 


58640 


A 


28444 


J 


253 


CGIEDNNFSLALNPDTDILLS/HS 
GGRGAEAPTMCLKLTVSKRAC 
FEGLE\WQFNLWRNKK**C*DK 
ICHKTAGCS1S*VMRSVYR 


28273 


58641 


A 


28445 


I 


950 


MGSSAVQSQLAALAPRVLTGG 

LADVTALLRAPATPGRLVAGA 

RGGWGYVQSCRGAGAAAVKP 

LGSAETAVPIARLGCRRFSRSRC 

CRRRGRGSLLSFSAAKPIVFKEK 

LTMKTDSLMEEKLECSLWCCL 

SDPSTPGRCCVLERRIVPWMQQ 

LLANIKQAEKHEKNHPEVTVA 

MALTDIDLQLQFSMSQPE/GPPS 

PGSRPS*PPPAAALLWTPAGQA 

CPGPGGAEAADPSRNSTEWLRP 

PHHSSDCLRGLAHIVSQWVSEC 

LLCSPGSPPRSPLWALCWEHWE 

TWPALPEGNQPSPEG LPPCSRS 

QWPQTPPASDPQ 


28274 


58642 


A 


28446 


3 


213 


LTQHCWTHLVRSSHSRTGSSRL 
HNHQLHQPCA*S*LCQKEHASR 
G WSEQFNLWRNKK* *C* DKKH 
KTAG 



3704 
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SEQID 

NO: 


SEQIDNO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 


Nucleotide 
location of first 

coaon lor pcpiiuc 
sequence 


Nucleotide location of last 
codon for lust amino acid 

UI pcpilUC >Cl|UC|l\.t 


Amino acid sequence ( X=llnkno»'n, 
'=Slop codon, /=possible nucleotide 

flt'l^ltnn \~nnccilit^ niirti^ntiflp ■ncprt'iAn\ 
uLiciiuiif iiuiiiLiriiuL iii^iriiun/ 


28241 


58609 


A 


28412 


1 


903 


MAKKIQLTYKCVQNWWVLGL 

TDFKNEAADPRRVKLQTFVVS 

VTALKAARLELFIPPGGFVVSL 

ASGVKLQTFAVSVTAHKGSVD 

PKTRHKGSPSPHQTQEPSWLHP 

VDPAPGLQVELPASPAPCARTP 

QPLGGQWDWVPWSRGRCSSG 

RLGPRSSPRWGAGSGMAGCRS 

RALPHGEAAKAQRKVTAAAGP 

GAKHLTAWGWQGQLATPSVG 

PAEPTHTQNSHWPASAVCSPSS^ 

RLRLSLHTYPQAEGAGSGLGQP 

RKGLPQCSSRLKGSSSAAKVGA 

QAEEVPRASEACEG*RAPQVLP 

KWEPRQRRCRERARPARAAST 

LSPLISI 


28242 


58610 . 


A 


28413 


1178 


1480 


CRHLIQSHSICLHQWDCHTQHL 
YHPQ**WNQQQQLHHRCLLQG 
SIHLVFGPQWDPRRRRPLRGTR 
SAMARMDILRISREYITQEITEA 
ATKRKVLSVPKE 


28243 


58611 


A 


28414 


126 


407 


WIPHRGCRWSCLPVPCRALALL 

SPWVVDGTGRRGAGGGARQG 

GWGSTGAHGVGRRLRHGGLQ 

VPSPAPRESS*GPARNRSQRRRS 

DSSLRERK 


28244 


58612 


A 


28415 


27 . 


363 




28245 


58613 


A 


28416 


1 


576 




28246 


58614 


A 


28417 


813 


923 


YSLl H AAPQQRS* SLSG PHQTY 
DISSYTCQCLKAVG 


28247 


58615 


A 


28418 


511 


1260 


ARHRVLIGVFTIPELDIKVLHVP 

TRLRSPASFTQWiPHWGCRWSC 

LPVPRRVPALLSPWVVDGTGG 

CGAGGGAHRGGWGCTGAHGG 

GGRLRHGGLQVASPAPREGS*G 

PARN*AQSRWAGTAGGPSTPSA 

AAGPGAKPLIAPGRQGNEPCH 

WCGARQAHAHPELQLATSASW 

TRAFRECVSPAWPSCLGAACFH 

CLLIGPFPFSFSSQHLSTSLGH L V 

LLSWHLTSLSVSFRILTRLLRVF 

TGSWGGGAA 


28248 


58616 


A 


28419 


1 


616 




28249 


58617 


A 


28420 


2879 


3022 




28250 


58618 


A 


28421 


3 


165 




28251 


58619 


A 


28422 


340 


793 




28252 


58620 


A 


28423 


912 


3097 




28253 


58621 


A 


28424 


1300 


1648 




28254 


58622 


A 


28425 


1 


599 





wo 01/075067 PCT/USOl/08631 



SEQID 

NO: 


SEQ ID NO: 
or peptide 
sequence 


Mcl 
hod 


SEOn>N<): 
in USSN 
09/540,217 


Nucleotide 
location of Tirsr 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sc(|uence < \=Uaknown, 
*=Stop cudun, /=possibte nucleotide 
deletion, \=po.ssible nuclcolidc insertion) 






D 
t5 




1 TJ 

1 j3 


Zjy 








A 

rv 


OOyt AA 


•J 


'5 7 A 








A 

A 


OO/I Al 


1 


1 1 QA 




ZoZ J 1 


CO coo 


A 

A 


Zo**Uz 




Al 1 
Di 1 




28232 


58600 


A 


28403 


204 


4198 




28233 


58601 


A 


28404 


1 


3346 




28234 


58602 


A 


28405 


824 


1144 


KSQSVQKITMFTFITQLLLVVEV 
KDSLERLAVEVVFiLQKAMYE 
A H 1 Y M Kb r y M V L ivi L Kr 1 
W V Mr ivi L K.L bN Lv^ H L MA R 
WNb i VKbKi^ L)l LLrbMHhRN 




DOOUi 


A 


zo4Uo 




31 / 




28236 


58604 


A 


28407 


68 


487 




28237 


58605 


A 


28408 


2 


154 




28238 


58606 


A 


28409 


3 


297 


RHKDSPPPHQTQEPSWLHPVDP 

APGLQVELPASHAPCARTPQPL 

GGRWDWAPWSRGWCSLGRLG 

PHRSPWSGWEAQA*QWiPHQG 

CRWSCLPVTRRVLALLSPWVV 

DO 1 OKROAGOOARWuGSGRT 

GAHGVGGRLRHSRLQVPSPAL 

LFKYYYCDIFK 


28239 


58607 


A 


28410 


1 


609 


M VFSN LKGH WLQPIRLDSGSR 

NTAIGCDNQYKPTGVKLQTFA 

VSVTALKAARLGLFVPPGGLV 

VSLGSGVKLQIFASQVVCFDRA 

LIGAFTIPELDTKVLHVPIRLVR 

YRVWTQRFSKAPPDSGAQLASP 

SESHTRAAGGAACQSQCRAPA 

LLSPVA^VDGTGRRGAGGGAHR 

GGSGCTGTHGVGGRLRHSGLQ 

VPSS A* VSHPLRGFL/LQPEPPR* 

APPPAPRRPVPSTTQGLRSAGA 

RHWDWQAAPPAALVWDSLGE 

ASWAPESGGALENLCVHTLYL 

TNLMGTWRTFVSSSGIVNAPIS 

ALSKQTTWLAKICSFTPEPRETT 

5rr(jG 1 NNrKKAALKA V 1 L I AK 

VCSFTPVGLYWLSQPMAVLRE 

PESNLIGWSQWPFRLLKT 


28240 


58608 


A 


28411 


548 


753 


TLLWE*SRLRKKSHLMMTLNH 

VELLIAQCGSPGATLIQWRMAS 
MD 



3702 
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SKQ ID 

NO: 


SEQ II) NO: 
of peptide 
sequence 


Met 
hud 


SEQ ID NO: 
in USSN 

09/>40,2 1 7 


Nucleotide 
location of Tirst 
codon for peptide 
sequence 


Nucleotide location or last 
codon for last amino acid 

\}\ |n.|iiiuc dc(|ui.iiLc 


Amino acid sequence ( X=llnkno\vn, 
*=$top codon, /==possible nucleotide 
ilf Irli^kn WnACKiltle nurl^nfidi^ in^rfion^ 


28208 


58576 


A 


28379 


I 


1827 




28209 


58577 


A 


28380 


520 


680 


AEACQSLDGYGVGWQAQSPG 

ADEGNHGDTGYPHW*GTSRNV 

SRQTVQTRSLGT 


28210 


58578 


A 


28381 


168 


378 




28211 


58579 


A 


28382 


1 


900 


GTRDATAEENRVLLAMVNPTV 

FFDIAVDGEPLGRVSFEVRGLD 

TKK*LLrSIKLC*QIGGSSIFITS 

D*KNSCLPL1VQQCLLFLRILP\L 

FADKVPKTAENFRALSTVGEKG 

FGL*GVPCFHR!1PGFMCQGGDF 

TRHNGTAGGKSIWGEKFEDENFI 

LKHTG\PG\1LSMAKCWDPTQN 

GSQFFNLALAKTEWLGWASHV 

GVLAK*KKGMNIVEAMERFGS 

RNGKTSKMITTADCGQLRIKFD 

LVFYLNHQDHSFWKPQGEHPS 

NPFARRILRILWLSLAVPFWVPC 

FPCSLPCLAGLQS 


28212 


58580 


A 


28383 


393 


683 


HAKDGMEQRGNNECPKVGKQ 
VTLQHSDPEDRKTSTRCGEN LY 
MSSDPTSWSSAIQSWYDEILDF 
VYGVGPKSPNIVLLVII*IIERJPR 
TNKEHLVPV 


28213 


58581 


A 


28384 


119 


193 




28214 


58582 


A 


28385 


1 


567 




28215 


58583 


A 


28386 


957 


1145 


EQNLLIYLVSIVQDCMDKGCII* 
LRHTSGNCMYVSDKFDFKEQCI 
FSPRSSQKSLSGNDLQK 


28216 


58584 


A 


28387 


153 


2257 




28217 


58585 


A 


28388 


369 


539 


KJCPARRRHLFTLLCCVFSPKLC 

TAGGPMRRTFKSYDEAGTGLL 

SVADFRTVLRQYSINLSEEEFFH 

ILEYYDKTLSSKISYNDFLRAFL 

Q*TPKL 


28218 


58586 


A 


28389 


3 


1364 




28219 


58587 


A 


28390 


1 


996 




28220 


58588 


A 


28391 


296 


549 


ETSSSVTVSDP\EMENKGGQTL\ 
NNSSLMAEAPGTMCRFTLAPH 
VXLAVQGTITDLPDHLLSYDGSE 
NLSRFWYDFTLENSVLCDS 


28221 


58589 


A 


28392 


1 


1065 




28222 


58590 


A 


28393 


412 


428 


WILPISEPPSNRIFACWGKPAWT 
ACCNSLRARR*RAISCCPSHW* 
KEKPPWRPIRKPPLPARWPDSL 
MQLARQVSRLESGQ 


28223 


58591 


A 


28394 


3 


505 




28224 


58592 


A 


28395 


1 


1201 




28225 


58593 


B 


28396 


518 


1606 




28226 


58594 


A 


28397 


1 


798 




28227 


58595 


A 


28398 


737 


3067 





wo 01/075067 PCT/USOl/08631 



SEQin 


SKQIDNO: 


Mcl 


SEQ ID NO: 


Nucleotide 


Nucleotide location of last 


y\mino acid sequence ( \=Unknown, 


NO: 


of peptide 


hod 


in USSN 


location omrst 


codon for last amino acid 


*=Stop codon, /=possible nucleotide 




sequence 




09/540,217 


codon for peptide 
sequence 


of peptide sequence 


deletion, \=possible nucleotide insertion) 


28203 


58571 


A 


28374 


2 


1455 


SAAVAARSPQPQRPSATLGPGP 

QRRPPSAAPTPAWAAAAAPGS 

RRRRPLPARPLWAPARGAAAA 

GPAEAPMLARRKPVRAALTINP 

\TIAEGPSP\TSEGASEANLG\DL 

QKKLEELE\LDEQ\QKKRLEAFL 

TQKA/RRVG ELKDDDFERISEVL 

\j/\\jri\j\\jv V 1 IV or A.VfL'ro Vjl-* I m 

\ARKL1H\LEIQAGASGNQIIPR/D 
LQVLHDGTWPTMGGXFYGAFY 














SDGE\IS1CIEHMDGGSL\DQVLK 

E\AKRIPEEl\LGKVSHRSFSGGL 

AYLREKHQIMH\RDVKPS\NILV 

\NSRGEIKLCDFGVSGQLIDSM\ 

ANSFVG\TRCYMVAPERLQG\TH 

YSVQSDIWVSMGLSLVELAVGR 

VXPIPPRDAEELEAIFGRPVVDG 

EEGEPHSISPRPRPPGRPVSGHG 

MDSRPAMAIFELLDYIVNEPPVP 

KJLPNGVFTPDFQEXFVNKCLIKN 

EEVDFAGWLCKTPAG*TKPGTP 
\TRTAV 


28204 


58572 


A 


28375 


229 


257 


VSLSASPLVSLAGRSPSRPLGRG 
CQSLDGYGVGWQAQSPGADE 

r;>JR^FT*PFl Ani^MVPNl HVM 

KAMQSLKSRGYVKERLPSSAP 
GDCACHPTP 


28205 


58573 


A 


28376 


3 


397 


MFNLRGKRLS/GNGRVFSLQAP 
KQQK*PGGTEDS/YDASGPPPKF 
LIKEIKLGVPRFFPIRGV*NPGPG 

K'isi Fr; r; P F kT T* FP W A R VPl^ M * 
i\.iNr\Jvjr r Pwix I r w w/\iv V r i\.ivi 

FFi<fnr;p^<s<i<;pAV^i fmak'f^^sPT 
LLRWMTTSTTKSAYKLEFGC 


28206 


58574 


A 


28377 


1 


367 




28207 


58575 


A 


28378 


1 


1001 


MSWEMEQDEVYKEMSINHKN 

EGTRVEKPNRYRIIHIQPDAINH 

VSRKKDVPSASGAGHSRSSTGS 

RPGVRRLWPLLLRSAPSGPLNN 

AVPAPGKGPGRWGGSPSLSRSG 

GKASTRVAPGLSAHSQAASGV 

PEPAEPQHQRTKASGSRRRSLR 

VVPEAPKPRTRTAREGKGAGA 

GHTGGAQEQRRRRRWACRGLR 

GRPGAVSPGGAEAINQLASEHC 

GNPAAALHRCIASLPRNLLVW 

AGRMLM PKKNRJ Al YELLFKEE 

VTVVKKDVHMPKHLELADICNS 

RGYYVKEOFAWRHVYWYLTN 

ED/MPVSP*LPSSAPGDCACHPT 

PQPSRDWQASV 



3700 



wo 01/075067 PCT/USOI/08631 



SEQ II) 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEO ID NO: 
in USSN 


Nucleotide 
location of Tirst 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sc(|iience 


Amino acid sequence ( X=(Jnknown, 
*=Stop codon, /^possible nucleotide 

jl^l^lttfiM \^^i%/\ccinlA nii^l^i\#i^i* ■iiCA*'ilArt\ 

UClLllUllt \~"|iUd3lOlC IlUdLlllltlL iii3Lriion^ 


28193 


58561 


A 


28364 


620 


1246 


GSTWHGWDGSRCRSQNRWSC 

MTKRSSQPSSLS*SRSRRRWMS 

SSPNW*KTGPESSMSRMSSAG* 

SAASSRSCATRWTRRRPAAWR 

G*GVTPVAWWPPWTCSWSRPR 

EPGSGWPKPSVCWNSSEMRTT 

MSSSGSSTPWPPVSRRRPWTER 

RLGSVRGDRLRERSRPAA/NRTP 

RMSRVPSGAPRGTPSRRWWM 

MKCWDHQMRGLVEEEVG 


28194 ^ 


58562 


A ' 


28365 


86 


402 


KGWWCRKKGWNWKRSWFLT- 

FLQGLLEGPHPPSPTPAPRRTT* 

SLYSAPSRMVQVLLDDLHKWF 

LYSCLVSAISIGIKFPLKIHISPGS 

GVLEARETMSHFKEAAL 


28195 


58563 


A 


28366 


54 


353 




28196 


58564 


A 


28367 


66 


352 




28197 


58565 


A 


28368 


442 


700 


HWNKVPAENPHLPWVRCSPPT 
PLGKPKPCSSWNRRSGTDVSGT 
GLSESGSSWPSGSCNGVTGTDA 
YGP\GYVKSGSFPGPRVRGTV 


28198 


58566 


A 


28369 


1205 


1722 


WTDFRSIGLMALAGSVLELSAR 

SKDATPDPPRGLGKFPPRLPQA 

PRLLGSQRLLSTLCSTLSGRGG 

KNTSRLSFSPSGSVKGRVRDVK 

EPGPIRAHRTAFFPNASSVGSEG 

R*SPSVVAWRGFR/CVGVWRFP 

TVGV\VHAPPRCTR*SPITGSAP 

LSVWSPPACTGSPTCTAGA 


28199 


58567 


B 


28370 


163 


387 




28200 


58568 


B 


28371 


112 


419 




28201 


58569 


A 


28372 


1 


1902 


MSRIAWKLLWKLIQGYLGQPA 

GTARRHPGIGIFKSPPGDFTCNG 

LIAVIKNQSDNQRGMSPGSWSP 

GRENNPTLVEVLEGVVRLPETV 

HTAVRYTSIELVGEMSEVVDRN 

PQFLDPVLGYLMKGLCEKPLAS 

AAAKAIHNICSVCRDHMAQHF 

NGLLEIARSLDSFLLSPEAAVGL 

LKGTALVLARLPLDKITECLSEL 

CSVQVMALKKVFVGATSRRVA 

KLFREGLKAHGNSFETSGEAER 

CCTWRPKEMTCVE 


28202 


58570 


A 


28373 


1 


2019 





wo (H/()75067 PCT/US(H/(>8631 



SEQ II) 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


NuclcoliUe 
location or first 
codon for peptide 
sequence 


Nucleotide location of last 
cudun for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknn\vn, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


28181 


58549 


A 


28352 


2150 


2831 


FFSLFFFISLASGLSILLILSKNQL 

LDSLIF*RVFCVS!SFSSAL!LVIS 

CLLLA FEC VCSCFSSSFNCDVR 

VSILDLSCFLL'AFSAINFPLHTA 

LNASQRFWYVVSLFSLVSKNIFI 

SAFISLCTQ*SFRSRLFSFHVVER 

L*VRF/CNPEF*FDCTVV/WRDS 

LL*FLFFYIC*GELYFPVCGOFW 

NRCGVVLFCKMYILLIWGGEFC 

RCLLGLLGAELSSIPGYPC 


28182 


58550 


A' 


28353 




3531 - 


1 


28183 


58551 


A 


28354 


1 


3126 




28184 


58552 


A 


28355 


2357 


3083 


FFSLFFFIILASGLSILLIPSKNQL 

LDSLIF*RVFCVSISFSSAL1LV1S 

CLLLAFECVCSCFSSSFNCDVR 

VSILDLSCFLLWAFSAINFPLHT 

ALNASQIFWYVVSLFSLVSKNIF 

ISAFISLCTQ*SFRSRLFSFHVVE 

RF* VRF/CNPEF* FDCTVV/WRD 

SLL*FLFFYIC»GELYFQVCGQF 

WNRCGVVLKKMYILLIWSGEF 

CRCLLGLLGAELSS1PGYPC*FF 

VLLICLMLTVGC 


28185 


58553 


A 


28356 


6412 


7092 


FFSLFFFISLASGLSILLILSKNQL 

LDSLSF*RVFCVSISFSSALILV1S 

CLLLAFECVCSCFSSSFNCDVR 

VSILDLSCFLLWAFSAINFPLHT 

ALNVSQRFWYVVSLFSLVSKNI 

F1SAFISLCTQ*TFRSRLFSFHVV 

ERL* VRF/CNPEF* FDCTV V/WR 

DSLL*FVFFYIC*GELYFOLCGO 

FWNRCGVVLKXMYILLIWGGE 

FCRCLLGLLGAELSSIPGYPC 


28186 


58554 




28357 


1 


2019 




28187 


58555 




28358 


1 


1263 




28188 


58556 


A 


28359 


77 


304 




28189 


58557 


A 


28360 


1 


756 




28190 


58558 


A 


28361 


1 


369 


QQRTLLASNEAFKSQAKSASQP 

ASKYMKENDQLKKGVAAVDGG 

KLDVGNAEV KLEEENRSLKAD 

LOKLK.DELASTKOKLEKAENO 

VLAMRJCO/SPEGLTKEYDRLLE 

EHAKLQAAVDGPMDKKEE 


28191 


58559 


A 


28362 


879 


1156 




28192 


58560 


A 


28363 


54 


407 





3698 



wo () 1 /075067 PCT/USO 1 /«863 1 



NO: 


SEQIDNO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
O9/M0,2l7 


Nucleotide 
location of first 
codon Tor peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


28171 


58539 


A 


28341 


2 


367 


MTMHYEIPVRTRRSKGTT*LPQ 
NA/SVNNMPH*TGAF*AD]SMTN 
YARIERNHLGRGNSNSKDPKLR 
ESSEHLRKLKTRVVNEQTRLGL 
IMETFVGRGGEAPFYFQCDKHL 
SRSFQGLGLICL 


28172 


58540 


A 


28342 


98 

......... 


387 


RKQPPKVLOWLLLAF*SHRSW 

LSSPWPSDLWRPWAGGACARL 

LLQQPRDSASLKJERQQPQSGAY 

R*NSHLPGTEHLGEGVAVCAAS 

ADLNVTACWL 


28173 


58541 


A 


28344 


1 


269 




28174 


58542 


A 


28345 


240 


483 




28175 


58543 


A 


28346 


3 


1174 




28176 


58544 


A 


28347 


59 


310 




28177 


58545 


A 


28348 


2423 


3104 


FFSLFFFISLASGLSILLILSKNQL 

LDSLIF*RVFCVSISFSSALILVIS 

CLLLAFECVCSCFSSSFNCDVR 

VSILDLSCFLL*AFSA1NFPLHTA 

LNASQRPWYVVSLFSLVSKNIFI 

SAFISLCTQ*SFRSRLFSFHVVER 

L*VRF/CNPEF*FDCTVV/WRDS 

LL*FLFFYIC*GELYFQLCGQFW 

NRCGVVLKKMYILLIWGGEFC 

RCLLGLLGAELSSIPGYSC 


28178 


58546 


A 


28349 


2006 


2830 


FFSLFFFISLASGLSILLILSKNQL 

LDSLIF*RVFCVSISFSSAL1LVIS 

CLLLAFECVCSCFSSSFNCDVR 

VSISDLSCFPLWAFSAFNFPLHT 

ALSASQRFWYVVSLFSLVSKNI 

FISAFISLCTQ*SFRSRLFSFHVV 

ERL*VRF/CNPEF*FDCTVV\WR 

♦FVIISVLLHLLRRALLPTMWSi 

LE*VWCGAEKNVYSVDLGWR 

VL*MSIRSAWCRAEFNSWVSLL 

TFCLVDLSFSLAALNIFSFISTLV 

NLTIMCLGVALLEEYLCGVLCl 


28179 


58547 


B 


28350 


1 


3135 




28180 


58548 


A 


28351 


3506 


4187 


FFSLFFFISLASGLSILLILSKNQL 

LDSLIF*RVFCVSISFSSALILVIS 

CLLLAFECVCSCFSSSFNCDVR 

VS1LDLSCFLL*AFSAINFPLHTA 

LNASQRPWYVVSLFSLVSKNIFI 

SAF1SLCTQ*SFRSRLFSFHVVER 

L*VRF/CNPEF*FDCTVV/WRDS 

LL*FLFFYIC*GELYFQVCGQFW 

NRCGVVLKKMYILLIWGGEFC 

RCLLGLLGAELSSIPGYPC 



wo 01/075067 PCT/USO 1/08631 



SF.Q ID 


SEQ ID NO: 


Met 


SEQ II) NO: 


Nucleotide 


Nucleotide location oriasi 


Amino acid sequence { \='ljnknown. 


NO: 


of peptide 


hod 


in IJSSN 


location of first 


codon Tor last amino acid 


*=Stop codon, /=possible nucleotide 




sequence 




09/540,217 


codon for peptide 
sequence 


of peptide sequence 


deletion, \=possit)lc nucleotide insertion) 


28154 


58522 


A 


28324 


350 


1563 


FLYIQLYPTPITCSLKYQRKQNG 

SLFWTSRMPSSVFPCTLTPSFSL 

PLRIP/PDHTSQLTWTVLPPGFR 

DSPPLFGQALAQDLGHFSSPGT 

LVLQYVDDLLLATSSEASCQQA 

TLDLLNFLANQGYKVSRSKAQ 

LCLQQVKYLGLILAKGTRALIK 

cKIV^rlLA T rUrN. 1 UrwV^LKijrHj 

ITGFCQLWIPGYSEIARPLYTLIK 
DTQRAIMTHLVEWESEAETAFK 




■ ■- r 










TLKQALVQATGLSLPTGQNFSL 

YVTERAGIALGVLTQTRGTTPQ 

PVAHLSKETDVVAKGWPHCLR 

VVAAVAVLVSEAIKIIQGKDLIV 

WTTHEVNGILGEKEVYGYQTN 

AYLDTRRSALRDWCFKYARPV 

A A 1 LLvUL. A U r CI r IN Lr V N.r V oo 
DIITAII^I rf^Nyl\/i r^K/ir\DrMCCTrKnvi 

FYRGPLD 


28155 


58523 


A 


28325 


830 


1143 




28156 


58524 


A 


28326 


234 


510 


PWQSLP*VAQKVPKDHRSLPLE 

P*TRSLNNS*QHWV/LCPPARAP 

o 1 Cc> 1 oCr AKJJOrrrrbrArHUr 

KIN 1 o VrO\nbKrLiorrr\rrK 1 rr 
\/c 


25157 


COC1C 


A 

A 




1 

2 


0 1 A 
6 Jo 






cociiC 

56>2o 


A 

A 


10710 

26326 


1 
1 


1111 
1311 




26139 


5652/ 


A 


10110 

26j2y 


/o4 






TO 1 iCA 

2oI60 


C0C10 

56528 


A 

A 


ion A 


1 


1 1 OQ 

i36y 




OO 1 1 


5652y 


A 

A 


lOII 1 

2633 1 


1 
1 


454 




TO 1 iCT 

2oIoz 


565^0 


A 

A 


lom 


^1 
/2 


1DO 

zyy 




OO 1 ^1 

2olOJ 


5653 1 


A 

A 


lOTll 




0/1*7 
64 / 




10 1 iCyl 

2oId4 


5o532 


A 

A 


lOII/i 
2oj34 


1 
1 


2U/2 




10 1 xc 


5653j 


A 

A 


26^35 


Do 


111 
ZZ3 




10 1 /lii 


CQC1A 


A 

A 


26330 




jVO 




101 
2010/ 


Jo53 J 


A 
A 


Z63 J / 


J j6 


OOl 




28168 


58536 


A 


28338 


72 


300 




28169 


58537 


A 


28339 


65 


244 




28170 


58538 


A 


28340 


2 


584 


GKSRRMFPAQEEADRTVFVGN 

LEARVREEILYELFLQFLIXAGPL 

TKVTICKDREGKPKSFGFVCFK 

HPESVSYAIALLNGIRLYGRPIN 

VQYRFGSSRSSEPANQSFESCV 

KINSHNYRNEEMVVGRSSFPM 

HVYNPVLQLPYYEMTAPLPNS 
ASVSSSLNHVPDLEAGPSS 



3696 



wo « 1/075067 



PCT/US01/08631 



NO: 


SEQ II) NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in IJSSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of liist 
codon Tor last amino acid 
of peptide sequence 


Amino »cid sequence ( X=tlnknown, 
*=Slop codon, /=possible nucleotide 
deletion, \=pos$iblc nucleotide insertion) 


28148 


58516 


A 


28318 


1 


2502 




28149 


58517 


A 


28319 


1097 


1417 




28150 


58518 


A 


28320 


1 


398 


MTAEERDKFPTDQQAIPSMDPH 

WDPDSDHGDWSHKLHLLTCVLE 

GLRRIRKKPMNYSMMSTITQG 

KEEN PS A FLK WLREA LRK YTPL 

SPNSLRGQLILKDTFITQSAADI 

RRKLQKQALGPEQNLEALLNQ 

ATSVFYNRDQEEQAQKEKRLSS 

RSVTIRGILGQSVTRPEAHKGL 

QDIVKHLKAQGLVRK^CS'SlSC^^ 

TPILGVQKLNGQWRLVQDLGLI 

NKAIIPLYPVVPNPYTLLSQISEE 

AEWFTVLDLKDAFFCIPLHSDS 

QFLFACEDPTDHTSQLTQTILPH 

GFRDSPYLFGQALAQDLGHFSS 

SGTLALQYVDDLPLATSLEASC 

QQATLDLLNFLANQGYKASRS 

KAQLCLQQRDGQTTLYSNQGA 

PEGKYSSSRMRPRVRNSLQNLK 

AGPSTTPALSLPTGQNLSLYVT 

ETAGIALGVLTQAHGMNPQPV 

AYLSKKIDVVAKGWPHCLRVV 

VAVAILVSEAIKIIQGKDLTVWT 

THD VNG ILG A KGSLWLSDNCL 

LRYQALLLEGPVLQIPMCAALN 

ni PT "KiQPAQi 1 1 I I40PQVT r;MP 
LVGGSSHEPA 


ofii ^ 1 

Zo 1 J 1 




A 

fx 




J 1 o 






28152 


58520 


A 


28322 


812 


910 


RAISCCPSHW*KEKPPWRPIRKP 
PLPARWPIH 


28153 


58521 


A 


28323 


1638 


2180 


RSAASLLKSVRPRTHQEEETLD 

TSEHLKEQTADTSSLRTVTLTA 

RVCGFI LE VSETKNSPEGTNSG 

HILTSQMGLSPIAKRRETSASAA 

ALVSATIPICRVQGPLRVLGQE 

VFLLLLRLPTAPLPrNDKPP/PN/ 

TPLPRRKQAKKSPKDHKNPWAI 

GYVPFKQ*GEGNLA*PGYMSPS 



wo 01/075067 PCT/US01/08631 



NO: 


SKQIDNO: 
of peptide 
sequence 


Met 
hod 


SKQ ID NO: 
in DSSN 
09/540,217 


Nucleotide 
location of first 
codon Tor peptide 
sequence 


Nucleotide location oriasi 
codon Tor U%X amino acid 
of peptide sequence 


Amino acid sequence ( X^Unknown, 
*=Slop codon, /=possible nucleotide 
deletion, \-possihle nucleotide insertion) 


28136 


58504 


A 


28306 


172 


1905 


MKMASSLAFLLLNFHVSLFLVQ 

LLTPCSAQFSVLGPSGPILAMV 

GEDADLPCHLFPTMSAETMELR 

WVSSSLRQVVNVYADGICEVED 

RQSAPYRGRTSILRDGITAGKA 

ALRIHNVTASDSGKYLCYFQDG 

DFYEKALVELKVAALGSDLHIE 

VKGYEDGGIHLECRSTGWYPQ 

PQIKWSDTKGENIPAVEAPVVA 

DGVGLYAVAASVIMRGSSGGG 

VSCIIRNSLLGLEKTASISIADPF 

FRSAQPWIAALAGTLPISLLLLA 

GASYFLWRQQKEKIALSRETER 

EREMKEMGYAATEQEISLREfCL 

QEELKWRKIQYN4ARGEKSLAY 

HEWKMALFKPADVILDPDTAN 

A 1 LL VS EDQRS VQRAEEPRDLP 

DNPERFEWRYCVLGCENFTSGR 

HYWEVEVGDRKEWHIGVCSK 

NVERKKGWVKMTPENGYWTM 

GLTDGNKYRALTEPRTNLKLPE 

PPRKVGIFLDYETGEISFYNATD 

GSHIYTFPHASFSEPLYPVFRILT 

I PPT A I 'rir'DIDl£'C\/I>D\/DDl/A n 
U VrL'rToL.ti 1 rL/IJK OA L»[vlJ\.VUt. 


28137 


58505 


A 


28307 


1 


2220 




28138 


58506 


A 


28308 


134 


509 




28139 


58507 


A 


28309 


80 


433 


VKTELVGWGPSRRGWGAQRSP 

AEKMGETPGAAVSRIRLGGRV 

ALRRHVRGEPLRAPDCPLGPDA 

n ATPP<2VR^<iPVR<jr; APQnppA p 

uo V vjovj V v^An 


28140 


58508 






1 
I 






28141 


58509 


A 


2831 1 


77 






28142 


58510 


A 


28312 


\ 


41S 




28143 


5851 1 


A 


28313 


11 


257 




28144 


58512 


A 


28314 


1 


654 




28145 


58513 


A 


28315 


2 


671 


PGEFTRAPRVRRRAMGISRDN 

WHKRRKTGGIRKPYHKKRKYE 

LGRPAANTKIGPRRIHTVRVRG 

GNKKWRALRLDVGNFSWGSQ 

CCTRKTRJIDVVYNASNNELVR 

TKTLVKNCIVLIDSTPYRQWYE 

SHYALPLGRKKGAKLTPEEEEI 

iQQi 1 ppnpr^orik^i 1 A/^iACDPr: 
OCGRADGYVLEGKEI FFYLRKI 


28146 


58514 


A 


28316 


3 


1259 




28147 


58515 


A 


28317 


1745 


2681 





3694 



wo ai/075(>67 PCT/LS01/((8631 



SKO ID 

NO: 


SEQIUNO: 
of peptide 
sequence 


Met 
hud 


SEQ ID NO: 
in USSN 

0V/>4U*2 1 7 


Nucleotide 
location of first 
coilon for peptide 
sequence 


Nucleotide location of last 
codon tor last amino acid 
of peptide sequence 


Amino acid sequence ( X==Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \~possible nucleotide insertion) 


28! 35 


58503 


A 


28305 


189 


1890 

5 


MKMASSLAFLLLNFHVSLLLV 

QLLTPCSAQFSVLGPSGPILAM 

VGEDADLPCHLFPTMSAETME 

LKWVSSSLRQVVNVYADGKEV 

EDRQSAPYRGRTSILRDGITAG 

KAALRIHNVTASDSGKYLCYFQ 

DGDFYEKALVELKVAALGSNL 

HVEVKGYEDGGIHLECRSTGW 

YPQPQIQWSNAKGENIPAVEAP 

VVADGVGLYEVAASVIMRGGS 

GEGVSCIIRNSLLGLEKTASISiA 

DPFFRSAQPWIAALAGTLPILLL 

LLAGASYFLWRQQKEITALSSEI 

ESEQEMKEMGYAATEREISLRE 

RKKIQYLTPDVILYPDMANAIL 

LVSEDQRSVQRAEEPHDLPDNP 

ERFEWRYCVLGCESFMSERHY 

WEVEVGDRKEWHIGVCSKNVE 

RKKVWVKMTPENGYWTMGLT 

DGNKYRALTEPRTNLKLPEPPR 

KVGVILDYETGHISFYNATDGS 

HIYTFLHASSSEPLYPVFRILTLE 

PTALTVCPIPK/GREFPRFPTLVP 

DHSLEIPLTPGLANESGEPQAEV 

TSLLLPAQPGAKGLTLHNSQSE 

PYSYRHTLKHFTDIHSIIP 



wo (H/075067 PCT/IIS()1/»8631 



SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X-Unknown, 
*=Stop codon, /=po$5ible nucleotide 
deletion, \=possible nucleotide insertion) 


28130 


58498 


A 


28300 


842 


2592 


IREEVESLKRPITSSDIEAVINSL 

SIKKKVQYQTDSQPNSTRGENL 

GNTIQDTGMGKDFITKTPKAM 

ATKAKIDKWDLIICLKSFCTAKE 

TIIRVNRQPTEWEKIFEIYPSNK 

GLISRJYKELKQIYKKKTNDPIK 

KWAKDMNRHFSKEDIYAAKK 

H/DEKMLIITGTWMKLETIILSK 

LTQEQKTKHRMFSLLIPDDGNS 

LTRRMLLIGISVKTPVGTGAIPG 

PVGGiTA'XGAYGRKEKALSNC 

DSILALALAKMSENQMSMESFF 

EKGKDPMRRQQKTLTLTKKKM 

AFKRKYQESYLNYGFIATVRAS 

FLVANCIVKAKKPFTIGEELILP 

AAKDICYELLGEAAVQKVPHV 

PLPVSTITRPIDEIAEDIEAQFLE 

RINESLWYTIQIDKSTIADMKAT 

MLVFVQYIFQEDVHEDVFFQES 

LRATSQPLKTPQTGKEWVHDPF 

VDKPSESTLSMLEEDQLLEIAN 

DGSLKSMFEKTSNLHIVCIKVK 

AEYPEIATKALRRLLAFPWVAA 

VDRECQWGSRDVEMRRLLDPK 

AOroLLO VOiNCrH^L-iv 1 Ltr VUL 

CKylCCT CdAKAl 1 f^n^ D a a DVtCI 
oiVIooL^^^OAIVILrL(l_*OJLivAAr T loL, 

RDHKGQGTLL 


28131 


58499 


A 


28301 


1 


1662 




28132 


58500 


A 


28302 


2 


406 


CWWDCKLVQPLWKSVWRFLR 
DLELEIPFDPAILLLGIYPKDYKS 
CCYKDICT/RVCVPAALFTIANT 
WNQPKCTSMIDWVKKMWHIY 

TMPVV\A ATK'lf r>PFM<:FAl^T*lVyf 

IVL>c 1 iil^orwL) 1 V^C.vl^ 1 rwrlivIvlroL- 
YWKS 


28133 


58501 


A 


28303 


1 


1404 




28134 


58502 


A 


28304 


68 


2269 





3692 



wo ()1/075«67 



PCT/US01/0863I 



SEQID 

NO: 


SEO II) NO: 
of peplide 
sequence 


Met 
ho<l 


SEO ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X-lInknown, 
*=Stop codon, /=possit)Ic nucleotide 
deletion, \=possible nucleotide insertion) 


28114 


58482 


A 


28284 


179 


445 


QLSGLASGMRESRDVLGLRFTP 
LLLWIVHSRAWALVESAVMST 
WECWVGDERGTGVKLAGAHT 
ELPTGPGV*YSPPCVHVFSLFNS 
HL 


281 15 


58483 


A 


28285 


128 


381 




28116 


58484 


A 


28286 


1 


1392 




28117 


58485 


C 


28287 


1 


3169 




28118 


58486 


A 


28288 


1905 


2449 


AQLPTPAPLPFLGRRWGTWGFP 

GHAFHSWFWYSTVGEGAMGSF 

LALLSFPPLGMKLAiLEDFFGIS 

GTAAPLGSSFGSSLRSSLSVTEA 

LLARSL/HFLLILLPLLFLLLFLIA 

FQRTLLVGQCPAKSPLGNALEC 

NLGAAGSRAHGGEHATGGLQL 

LALFEAGQSLQPLTACVPGPRP 

LTCL 


28119 


58487 


A 


28289 


693 


905 


EESIS* KWPYCPSFHNLHPQAY 
KAIPHPASLGKT*YNQDNNNAG 
KLFKAN RNPALGCQQPVCSKT 
DGFRF 


28120 


58488 


A 


28290 


3 


427 




28121 


58489 


A 


28291 


1 


1195 




28122 


58490 


A 


28292 


158 


779 




28123 


58491 


A 


28293 


227 


378 




28124 


58492 


A 


28294 


1 


621 




28125 


58493 


A 


28295 


1 


351 




28126 


58494 


A 


28296 


1 


507 




28127 


58495 


A 


28297 


1 


543 




28128 


58496 


A 


28298 


343 


428 




28129 


58497 


A 


28299 


785 


1178 





wo OI/(»75067 



PCT/USOl/08631 



StQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEOIDNO: 
in USSN 
09/540.217 


Nucleotide 
location or first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for Inst amino acid 
of peptide sequence 


Amino acid sequence ( X^Unknown, 
*=Stop codon, /-possible nucleotide 
deletion. \=possible nucleotide insertion) 


28088 


58456 


A 


28258 


378 


566 


khsqgillqvpeiwplgqgmpa 
SRDSS*AVSHLCGTPLE1GWSNL 
pgshsqspwnsgprlsd 


28089 


58457 


A 


28259 


1 


25j 




28090 


58458 


A 


28260 


409 


884 




28091 


58459 


A 


28261 


1 


2256 




28092 


58460 


A 


28262 


118 


J 02 




28093 


58461 


A 


28263 


558 


659 




28094 


58462 


A 


28264 


1 


400 




28095_ 


5^.63 


A 


28265: 


308 


433 




28096 


58464 


A ' 


28266 ' 


1 * " 


711 




28097 


58465 


A 


28267 


559 


657 




28098 


58466 


A 


28268 


1 


400 




28099 


58467 


B 


28269 


232 


498 




28100 


58468 


A 


28270 


1 


2978 




28101 


58469 


B 


28271 


128 


290 




28102 


58470 


A 


28272 


3 


193 


UVNIrlKYOLWCrLbrrCjLL'Qr 
WRLEVQYQDAADSMSGGDPLS 

I IO 

HS 


28103 


58471 


B 


28273 


125 


197 




28104 


58472 


A 


28274 


1 


1776 




28105 


58473 


A 


28275 


19 


223 


GFPNRTALPKNGNKNGGEASM 
VRGCLERAET*GCPNGMPQGE 
RLSRPGLRTETTGTVTFRLHCL 
QQSR 


28106 


58474 


A 


28276 


3 


334 




28107 


58475 


A 


28277 


2 


1698 




28108 


58476 


B 


28278 


1 


1281 




28109 


58477 


A 


28279 


198 


532 


NSLFLLCLCQALVSG*CWPHK 

MS*GGFPLFLLTGIVS/GRNGTS 

oiLYLW'NaAVNroOPOLrLVa 

RLLTIASISEPVIGLFRDSTSSWF 

SLGRVYVSRNLSISSRFSSLFA 


28110 


58478 


A 


28280 


3 


610 


TDFCFCFWLPGLSVLFLSFFLSF 

FLSFFLSFFLSLSFSFSLSLFLFLS 

VSLSFLPSFLFLSLSLSLFLSLFS 

LLA'CLSFLSLFSFFLFLLSFSLSS 

SLLFSSLLFSSLLFSSLLFLLLLL 

LSLSLLFFLSFLFSESVLWEGSV 

AOLv/l rALsoALNKAVLrVbCb 

MIDQLCDPGKYFISLCLFLHLR 

VRTCGVWFSVLVIVC 


28111 


58479 


A 


28281 


203 


470 


QAKSVWKKILSFRI*LHRMSDG 
IFWLCFYISMHLCWLVLYWAV 
WFK.LQ1 1 RLbRWLTDSLrVSY 
GYCQGMNEGCSSQFICTVFPTLF 
SAS 


281 12 


58480 


A 


28282 


164 


338 


GGGGVHVYQTS/GDIRKKEISiC 

tlbN-O/U 1 1 rivLLVIVIorooVxoK. 

RGIWPNPDTCPLLLL 


28113 


58481 


C 


28283 


1 


603 





wo (H/(>75(>67 PCT/USOl/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in IJSSN 
09/540^17 


Nuclcolidc 
locHtion of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X-Unknown, 
^^'Stop codon, /=possible nucleotide 
dclctiun,\=possiblc nucleotide insertion) 




58442 


A 


28244 


39 


200 


LPLFLIECPLFPSPA*LPWPGLPT 
LC* IG VVREGIPVLCPFSKGMLP 
VFAHSV 


28075 


58443 


A 


28245 


225 


314 




28076 


58444 


A 


28246 


243 


311 




28077 


58445 


A 

t. 


28247 


21 


1593 


rkrtapagprrhpkhcecpncg 

sgkgrps/csqthpppgklkssp 

♦srkaensknqsafsppkdhsss 

pvmeqswmendfdeltevgfr 

slaetqqqqkekfrpislmnid 

vkilnkiLanriqqhikklihhd 

qvgfisgmqgwfnicksinvm 

hinrtndknhmiisidaekafd 

kiqqpfmlktlkklgidgtylk 

IIRAIYDKSTASIILNGQiaEAFP 

LKDRTRQGCPLSPLLFNIALEVL 

ARAIRQEKDIKCIQLGKEKVRL 

SLFAEDMIVYLENPIVSAPNLFK 

LISNFSKVSGYKINVQKSQVFL 

YINNRQRESQIMNEFPFTIARRR 

IKYLGIQLTRDVKDLFKENYKP 

LLKEIKEDTNKWKNMPCSWIG 

RINIMKMAILAKVIYRFNAIPIK 

LPMTFFTELEKTTLKFIWNQK 


28078 


58446 


A 


28248 


129 


239 


FFLTMSMECSSICLCPPLFR*AV 
VCRSP*RGPSHPL 


28079 


58447 


A 


28249 


3 


254 


GTAWAPPPAPPWARVRPP\EKC 
GAPTCSHPREEAPRLASPAGKN 
VTVPWGETQGSGRLGVTGEPE 
LLGLGGAGALARLISSLCW 


28080 


58448 


A 


28250 


80 


517 


GHFLGQQPRPQLHSPAPD\PPAP 

TPTDAEGLPQQQQLPQLEPQPE 

CQGPVEAEARQLKSCMKPVRR 

RPAEEELKTKNMDDNTFAMAE 

HPDVQESVGPLVAPTPLRPWPQ 

MTLQVCWSLLEFHSRPCLPGY 

HQQRLQNSKDCCLFLP 


28081 


58449 


A 


28251 


1 


670 




78087 


58450 


A 


28252 


1450 


1650 


QWISRQKLYKPEESGGQYSTFL 
KKRIFNPEFHIQPN*AS*VKEK* 
NPLQTSKC*EILSPPGLPYKSS 


28083 


58451 


A 


28253 


1010 


1294 


QRFSWQICLYKPEESGGQYSTFL 

KKRJFNPEFHIQPN*AS*VFCEK* 

NPLQTSICC*EILSPPGLPYKS\PE 

GSAKHGKEQPIPTTAKTCQIVK 

TIQA 




S84S7 


A 


28754 


41 


812 




28085 


58453 


B 


28255 


1 


2957 




28086 


58454 


B 


28256 


650 


3212 




28087 


58455 


A 


28257 


I 


556 





wo (H/075067 



PCT/USt) 1/08631 



SEO ll> 

NO: 


SKQIDNO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO; 
in USSN 
09/540*217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X-Unknown, 
*=Stop codon, /==possible nucleotide 
deletion»\=possibie nucleotide insertion) 


28061 


58429 


A 


28231 


488 


2358 


RLSLGHWAAGKQGASDSCEKP 

TQPPSG V LESTTP/C A A PSPPN R 

DSGPCPASSPGLSRPLLSGTAW 

APPPAPPWARVRPPREVWRAD 

LLTPQGGGPATGVSGGEECDSP 

VGGNPG I WKA WG HRRTRVAGI 

GRRGGPGEADKQPLLVILRQTG 

SGVDLQQTPTDLQLRVLTVRR 

NTNKRKGHPHQNPICTSPSSKT 

EGRSMRQKVNKDIQELNSALH 

QVDLIDIYRTLHPKSTEYTFFSA 

PHHTYSNIDHIVGSKALLNKCK 

RTEIVANCLSDHSAUCPELRIKJK 

LTQNCSTTWKLNNLLLNDYWR 

SKRKTHSKASRRQEITKIRAELK 

EIETQNTLQKINESRSWFFENIN 

KIDRLLERLIICKEREKNQIDAIK 

NDKGDITTDPTKIQTTIREYYKH 

LYKNKLLNLEEMDKFLDTYTL 

PRLNQEEIESLNRPITGYEIEAII 

NSLFTKKSPGSDGFTAEFYQRY 

KQELVTFLLKLFQSTEKEGILPN 

SFHEASIILIPKPGRDTTKKENFR 

PISLMNIDAKILNKILANQIQQHI 

KKLIHHDQLGFIPGMQGLFSTC 

KSINVIHHINKTKDKNHMIISID 

AEMASDKIQQPFMLKTLNKLGI 

DGMYLKllRAIYDKPTANIILNG 


28062 


58430 


B 


28232 


1 


2664 




zoUoi 


CO/IT 1 

5643 1 


A 

A 


28233 


767 


969 


KKRVFNPEFHIQPN*AS*VKEK* 

nplqtskc*eilspp\acpk:rape 

GSTKHGK-EQPVPATAKTGQIV 


Z5Uo4 




A 

A 


28234 


on A 

804 


920 


RDIYSNKCPQEKPEKI'NGHPNI 
TiKRIREARAKTFKS 


28065 


58433 


A 


28235 


786 


935 




28066 


58434 


B 


28236 


3 


1555 




28067 


58435 


A 


28237 


895 


1389 


GELLEVVMTLAWSWGLFLARII 
QTQVFKAFNLFVLILRSSWAFC 
WTHGDELWALVSRKPK*HPGF 
CDHAPSTFPPPGLCP/EPTPPPGA 
VSQYPCPPPSCPWPRWLVLPLP 
VLAGTSSPWKGFSYPPCCFSPF 

hlparflhrgnclstfdlvvlp 

PLEMPVLALS 


2oU05 


56436 


A 


28238 


704 


799 


EKRKSNCLCLQMT* LCI * KTPSS 
QPKISLGW 




5 84 J 7 


C 


28239 


178 


1287 




■^O ATA 


CO A'JO 

58438 


B 


28240 


1 


1028 




Zou/ 1 




A 


ZoZ4 1 


4 /O 


0/6 




28072 


58440 


B 


28242 


1 


1059 




28073 


58441 


B 


28243 


1 


924 





3688 



wo 01/075067 PCT/USO 1/08631 



SKQID 

NO: 


SKQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ U) NO: 
in USSN 

An ICAfl ^ t ^ 


Nucleotide 
location of Tirst 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide scQucncc 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


28046 


58414 


A 


28216 


23 


561 


CRPRKFYYEEDWLITKLKGQVS 

QESLSEK ASSQATLPNQPVEKA 1 

IMQLGTLLTFLHELVPTALPSGS 

CVDTL/SKGLVQNVHHTYSPCQ 

NF1SRCVRAPEEFQKIWNSW*SC 

LVLI*PPCVILSFLYVQNKSKSL 

NYTGEKKEKPAAVATAMARVL 

RETKPIPNLIFAIEQYEKFLHPPV 


28047 


58415 


A 


28217 


2383 


2651 




28048 


58416 


A 


28218 ■ 


125 


1396 


. . .. . -.-.^^ 


28049 


58417 


A 


28219 


466 


643 




28050 


58418 


A 


28220 


73 


150 




28051 


58419 


C 


28221 


1 


240 




28052 


58420 


A 


28222 


2 


499 




28053 


58421 


A 


28223 


192 


351 




28054 


58422 


B 


28224 


1 


2103 




28055 


58423 


A 


28225 


247 


400 




28056 


58424 


A 


28226 


288 


589 


WCSRRRGWYLLLGFHNYWRSS 

TFLVRCTPSCPGGCCPRYGIYPV 

RSCPRLPGGVSRYGSIHSG/RWC 

SWSPSWSPWLTSVTPRLYVAL 

M^AVVCPVVGKQP 


28057 


58425 


A 


28227 


319 


398 




28058 


58426 


A 


28228 


1299 


1506 




28059 


58427 


A 


28229 


1250 


1907 




28060 


58428 


A 


28230 


547 


638 


EKRKSNCPCLQMT*LYI*KTPSS 
QPKISLS 



wo 01/075067 PCT/USOl/08631 



SEQID 

NO: 


SEO II> NO: 
of peptide 
sequence 


Met 
hod 


SEO ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( \~Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


28033 


58401 


A 


28203 


-t 


1626 


SEGEAKGSITLTVCTALYLKLT 

LFHKTGVFGPLRFPVVnTLNPS 

PFHDGTRELG ASEA IGQCQSSA 

AKLRJISGKESESLGPEFQGLWK 

WLPGSSQCFARESLEEKLSLCF 

RPSDPGAEPPRTAVRPITERSLL 

QGDEYCCALGQGVPNPWSTDR 

YWNWATLQEIGPSSCRKTSSGL 

PLILRYGHVRDLHGSSSHHRPG 

GPKRNKWFRELGLGSACCMRP 

RDLVPCVPAAPAVAERGESTA 

QAVASEGASPKPWQLPGGVGP 

VGAQKSRIEVWEPLPIFRRMYG 

KACMSRQKFAAGAGFSWYVPV 

AVVGAKVHDVNLHMLSFPSK 

WKLHTCMKFGAVTQIVTSLGR 

SSCSLLLEKDPPMVLRPTSPRNI 

SPISNLTKETRFIRGPKTPAPVT 

DWEGSLPLVFNHCRDASLIIHP 

GFRGVRPRRDACLSPSPLANLIN 

LTFKVYNNRKXLQFLAFTVRQ 

TSAMSPAHKNFQ\SLMLSGQAF 

f ntslf 1 POFT AT^ARTsIPATRPRlsJ 

AP<\Pr;FI T ^HVP^iVRnPTP.NWT 
/\x-'oruriji-*on V no V isx^r i w i 

VOT TWHPI PFPI FI WPk'AI 






A 




09 1 










A 




1 

i 










A 
r\ 




1 
1 


970fi 








A 




I J JO 


I ^yyf 








A 










28039 


58407 


A 


28209 


863 


1672 




28040 


58408 


A 


28210 


1 


876 




28041 


58409 


A 


28211 


133 


746 


SVKMVRYSLDPEN\PMKSCK/S 

QRGSNLRVPFKDHS*KLPQAHQ 

RVCHIRKSPTKYXLKDVHLTRN 

QCVPIPDRYNG*QLGQVCRRPK 

QMGPGTTKGRWVPQKGVLKFL 

PAHALKTAEM*C*TLRVLDVDS 

LVIEHI\QVNKAP\KM\RRRTYR 

AHriR!>JPYM<^<lPrH\TPM\ll TPkT 

FOIVPKPFFFVAOKKKK\OKk;i 
CiV^i V r rvi cjCrCr v Avv/i\.rvi\.io\v^ivivL( 

KFTPTI WHGF 


28042 


JOT 1 V/ 


A 
r\ 




'J 






28043 


58411 


A 


28213 


1 


2772 




28044 


58412 


A 


28214 


1 


1353 




28045 


58413 


A 


28215 


195 


285 


DIHLLYPVG/RNRGICRKK»RLR 
S*DY*CWR 



3686 



wo 01/075067 PCT/lJSOl/08631 



SEQ ID 

NO: 


SEQIUNO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,2 1 7 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid stqucnce ( X-linknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=pos$iblc nucleotide insertion) 


28029 


58397 


A 


28199 


1 


532 


MRVRNREEGNVGKWGERQVD 

QRDAVMRVRCGIWNNVGDRJE 

VRAENNGNCGTQQRVGTTEGA 

GGAESISVRLPRRSGSVSLQLLS 

REDLGRSQSESLGPEFQGLWK 

WLPDESSVWPAPGCLLLYCTH 

VDKEKGRRSLHVEHA*QLKTD 

AARSPRKPDTYTFCSPGSFSCTH 

S/SVESHNYHCSRPGLQSGLPHY 

SRYHT*PS*LH\SLIHLTFTPFPHI 

SFFPVSHPH 


28030 


58398 


A 


28200 


266 


397 


SVHCQRFCRNRVPLVENQILTG 
ETNILHTCMHTWF*DHVWKVT 


28031 


58399 


A 


28201 


21 


549 


LGPLPFSLSPCCLHCQGKRLCG 

HHEEARRRKNVSIPRKEAGIIHC 

KGHQK\ASDPIAQDNAYADKL 

AKKAASVPTSVPHGISQAPPPLP 

THQARYWQIDFTHMPRVRKLK 

YLLVWVDTFTGWVEAFPTGSK 

KATAVISSLLSDIIPQFSLPTSIHS 

DSRLAFISQITQAVSQALGIK 


28032 


58400 


A 


28202 


3 


518 


KRPHPYLPLLTLFSDSAHLHPG 

EINNHVAHTRPVWWSLHTDVH 

EIWCRDSDRGTSLGRSIPCPPVL 

CSVRKIHLQPQVLRPTSPRNISPI 

LNQVSGLFLLSSPTSLTVPQPLS 

PFNLGATLQS/APFS*FQFLSFSG 

RDKGDTFYPWSQNSGACHRLG 

KAAFPWCLIIAGTPL 



wo (>l/(»75(>67 PCT/US()1/«8631 



SEO ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ m NO: 
in USSN 
09/540,217 


Nuclentitle 
location of first 
codon for peptide 
sequence 


Nucleotide location uf last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
•=Slop codon, /^possible nucleotide 
deletion, A^possible nucleotide insertion) 


28017 


58385 


A 


28187 


221 


1634 


KNMETEQPEETFPNTETNGEFG 

KRPAEDMEEEQAFKRSRMTDE 

MVELRiLLQSKNAGAVIGKGG 

KNIKALRTDYNASVSVPDSSGP 

ERJLSISADIETlGEILKKilPTLEE 

GLQLPSPTATSQLPLESDAVECL 

NYQHYKGSDFDCELRLLIHQSL 

AGGIIGVKGAKIKELRENTQTTI 

KLFQECCPHSTDRVVLIGGKPD 

RVVECIKIILDLISESPIKGRAQP 

YDPNFYDETYDYGGFTMMFbD 

RRGRPVGFPMRGRGGFDRMPP 

GRGGRPMPPSRRDYDDMSPRR 

GPPPPPPGRGG\RGGSRARNLPL 

PPPPPPRGGDLMAYDRRGRPGD 

RYDGMVGFSADETWDSAIDTW 

SP\SEWQMAYEPQGG\SG\YDYS 

Y/AQGGRGSYGDLGGPIITTQVT 

IPKDLAG/SLFIOKGGQRMKQIR 

HESGS/SSIKIDEPL\EGSEDR1ITI 

TG\TQDQIQ\NAQYLLQ\NSVKQ 


28018 


58j86 


A 


28188 


218 


497 




ion 1 n 

28019 


58:>87 


C 


28189 


1 8^ 


254 




28020 


58388 


A 


28190 


1 


1056 




28021 


58389 


A 


28191 


825 


933 




28022 


58390 


A 


'^o 1 rti 

28192 


1 


201 


LVGHDRQGEHVCFYENYAEIG 
NK'URNLOL rbVTOAVCEALR 
QYSPGNLLSLMGVRVSPSESEE 


28023 


58391 


A 


28193 


450 


509 




28024 


58392 


A 


28194 


2 


71 


SLTIPQPLSPFNLGVTLQSLPSLN 
FSSrPrLVENODArYLAATLRA 
PGT VAQGSLTPSQIFSA ♦ WRHPS 


28025 


58393 


A 


28195 


213 


350 


AVSHLCGTPLEIRLFNSPGSHSQ 
SPWNSGPRLSD*LLPRSSGLSG 


28026 


58394 


A 


28196 


372 


782 


LRSADLPWEINPLSSCSLLHEKD 

PPTSSGPQTDQPKEHLTNFKSE 

KKETRFIRGPKTPAPVMD*GRQ 

PSLGV*PLQGCLSDYSPRFQRC 

t^l lyOnLrWar 1 LsaK.bnraOO 

RGKSLLQVPEIWPPGQGMPAA 

QDSS 






A 


'>0 1 0*7 

zo 197 


1 OQ 

lo9 


1 OA 


GQLLPRGHGPNRKLQQQRQWI 
LL*VPEILPLGOGMPAAQDSS 


28028 


58396 


A 


28198 


33 


302 


FRICALSTKLFCLSTPWCQTHIL 

1ALHPSSQPLFAFT*TDPDTH*A 
QQITWAALPQGFTDSPHYVQ 



3684 



wo 01/075067 PCT/USOl/08631 



SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location o( first 
codon for peptide 
sequence 


Nucleotide location of lust 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X^Hnknovvn, 
*=$top codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


28008 


58376 


A 


28178 


250 


687 


AATSLPFRASTIASANSILRVGV 

MTSIHHFVFSKRVCCNFTSKTY 

FMSQQSSRTCTDGGYQALPFSC 

SSVSPSQQQTQIKSVRPDYLLVE 

PPHHMGPSFFASSGLHYDQ* PH 

HRLHLYWVFSARPWNGDLNPS 

SAHDI*HE*PLHF 


28009 


58377 


c 


28179 


45 


179 




28010 


58378 


A 


28180 


743 


1478 




2801 1 


58379 


c 


28181 


151 


351 




28012 


58380 


A 


28182 


2 


355- 




28013 


58381 


A 


28183 


19 


428 




28014 


58382 


B 


28184 


61 


2118 




28015 


58383 


A 


28185 


1 


1824 




28016 


58384 


A 


28186 


150 


1552 


KNMETEQPEETFPNTETNGEFG 

KRPAEDMEEEQAFKRSRNTDE 

MVELRILLQSKNAGAVIGKGG 

KNIKALRTDYNASVSVPDSSGP 

ERJLSISADIETIGEILKKllPTLEE 

GLQLPSPTATSQLPLESDAVECL 

NYQHYKGSDFDCELRLLIHQSL 

AGGIIGVKGAKIKELRENTQTTI 

KLFQECCPHSTDRVVLIGGKPD 

RFV\ECIKIILDLISESPIKGR\AQP 

YDPNFYGWKPMDYG\GFTMMF 

DDRRGRPVGFPMRGRGGFDRM 

PPGRGGRPMPPSRRDYDDMSPR 

RGPPPPPPGRGGRSGSRARNLPL 

PPPPPPRGGDLMAYDRRGRPGD 

RYEXjMVGFSADETWDSAIDTW 

SPSEWQMAYEPQGGSGYDYSY 

AGGRGSYGDLGGPIITTQVTIPK 

DLAGSIIGKGGQRIKQIRHESGA 

SIKIDEPLEGSEDR]ITITGTQDQI 

QNAQYLLQNSVKQYSGKFF 



wo 01/075067 



PCT/US01/08(i31 



SKQ ID 

NO: 


SKQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540.217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide locniion of last 
codon for last amino acid 
uf peptide sequence 


Amino acid sequence ( X=llnknown, 
*=Slop codon, /=pos5ible nucleotide 
deletion, \=possiblc nucleotide insertion) 


27994 


58362 


A 


28164 


1 


712 


LNSEGNSGSGDSISYDAPAGNS 

FLEDCELSRQiGAQLKLLPMND 

QIRELQTIIRDKTASRGDFMFSA 

DRLITLVVEEGLNQLPYKECMV 

TTPTGYKYEGVKFEKGNCGVSl 

MRSGEAMEQGLRDCCRSIRIGK 

ILIQSGGETHRAQVYYAQFPPDI 

YRRKVLLMYP1LQTG\NTEFEA 

VKVL*DHGVHPSVIIOT SPFI IP 

HGGQ\SIIQRFPEFPI*PTEVHPV 

APTHFGQKYFGTD- " 


27995 


58363 


A 


28165 


1 


606 


GIRSAMQNTQNLLQMPYGCGE 

QNMVLFAPNIYGLDEVLNETQQ 

LTPEIKSKAIGYLNTGYQRQLN 

YKHYDGSYSTFGERYGRNQGN 

TWLTAFVLKTFAQARAYIFIDE 

AHITQALIWLSQRQKDNGCFRS 

SGSLLNNAIKVNHSGASFDLSI 

M 1 <s A R M R in <ir)N V M <iif r; pn 


27996 


58364 


A 


28166 


1 
1 


4626 




27997 


58365 


A 










27998 




A 


28168 


7S6 






27999 


5%367 


A 


28169 


319 


405 




28000 


58368 


A 


28170 


606 


896 




28001 


58369 


A 


28171 


I 


372 


FRRVACVGSAGD\TAGAEP/RG 
ACATAWVCEMAADISESSGAD 
CKGDPRNSAKLDADYPLRVLY 

NFPNEFAKLTVENSPKQEAGISE 
GQGTAGEEEEKKKQKRGKT 


28002 


58370 


A 


28172 


I 


731 


LSRGSAAGGRALGRPWGARRV 

ACVGSAGD\TAGAEP/RGACAT 

AWVCEMAADISESSGADCKGD 

PRNSAKLDADYPLRVLYCGVC 

SLPTEYCEYMPDVAKCRQWLE 

KNFPNEFAKLTVENSPKQEAGI 

SEGQGTAGEEEEKKKQKRGGR 

GQIKQKKKTVPQKVTIAKIPRA 

KKJCYVTRVCGLATFEIDLKEAQ 

RFFAOKFSCnA^VTriFDFMIOri 

DFTDAII\DVIOFKWPFVri**OPI 

FDl GRK 


28003 


58371 


A 


28173 




2297 




28004 


58372 


A 


28174 




416 




28005 


58373 


A 


28175 


1 


68! 




28006 


58374 


A 


28176 


1 


1668 




28007 


58375 


A 


28177 


1 


1587 





3682 



wo (H/075067 



PCT/US01/(»8r.3l 



SEQID 

NO: 


SKQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( \=Unknown, 
*=Siop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


27977 


58345 


A 


28147 


163 


593 


GFLEVQTPHPPNLDCPRRANRN 

TFLWTCHVGIPDLPALPAPASFL 

GTQLTLKKASDGPRTEKVTQD 

LAQPFWTTGRQLRFVLHLSLQQ 

KDLSKCWRGAEVVLGPTRLFL* 

GYSEGVKENGTGGVNK*AFSM 

CDSKWFNPCLTF 


27978 

■ — 


58346 


A 


28148 


159 


405 


PRLRVKYTQLC1L*S/CWRERKK 
FHLGKRVELRQGTTLGRVGWP 
KRRLSQGSAGCFPAGLAHSPPH 
LAEAPGSGFCTALFtWL " 


27979 


58347 


B 


28149 


123 


1561 




27980 


58348 


A 


28150 


1 


1771 




27981 


58349 


A 


28151 


68 


698 




27982 


58350 


A 


28152 


1 


1260 




27983 


58351 


A 


28153 


57 


302 




27984 


58352 


A 


28154 


1 


245 




27985 


58353 


A 


28155 


5 


422 




27986 


58354 


A 


28156 


3 


1372 




27987 


58355 


A 


28157 


1 


1653 




27988 


58356 


A 


28158 


586 


867 




27989 


58357 


A 


28159 


1 


1410 




27990 


58358 


A 


28160 


1 


1441 


MDIKKGITDISASLRVESGWEA 

RTRKEKTHINTVIIGHVDSGKST 

TTGHLIYKCGG VDKRTl EKFEK 

EAAEMGKCSFKYAWVLDKLK 

AEREHGITIDISLWXKFETSKYY 

VTIIGAPGHRDF1KN\MITG\TSQ 

A\D\CAVLIVAAGVGEFESWYSP 

RNGQTREH ALLVA YTLGC*N KL 

1 VG V\NKMDS'nEPPYS\QKRY E 

EIVKEGSTYIKKMGYNPSTVAF 

VP\1SGW\NG*QHCLEAKWLTCP 

WFQGDGKVTP*GLAIASWEPRL 

LWRALALQSYPPTRPTDQAPLR 

PASPRMSYQKLGGIVNVATEV 

KSVEMHHEALSEVLPGDNA^GA 

FNVKNVSVKDVRRGNVAGDSK 

NDPPMEAAGFTAQVIILNHPGQ 

ISAGYAPVLDCHTAHIACKFAE 

LKEKIDRRSGKKLEDGPKFLKS 

GDAAIVDMVPGKPMCVESFSD 

YPPLGRFAVRDMRQ'nVAVGVI 

K\AVDKK\AAGAGKVTK\SAQK 


27991 


58359 


A 


28161 


125 


370 




27992 


58360 


A 


28162 


156 


547 




27993 


58361 


A 


28163 


108 


919 





wo (M/075()67 



PCT/US(H/«8631 



SEQID 

NO: 


SEQIDNO: 
of peptide 
sequence 


Met 
hod 


SEQIDNO: 
in IJSSN 
09/540,217 


Nucleotide 
location ofrin;! 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=lJnknown» 
*=Stop codon, /=possible nucleotide 
deletion, V=possible nucleotide insertion) 


27951 


58319 


A 


28121 


39 


346 


QYISELQFLASTVRQTPATSPAH 
KNFQTPEPQQPGIPPEPPPPGAC 

T N.i^ W N.oO n V^A Ivtv^ LV^rO 1 r KK/ 
HASHLWQPLPEPPGTLAQGSLT 
DSFPDLLGLAAED 




jOJZU 


A 
A 


Zo 1 ZZ 


1 

1 jy 


jUO 


UOoONLr tllNrLooCoLrKbbUr 

ED 


27953 


58321 


c 


28123 


80 


106 




27954 


58322 


A 


28124 


166 


423 


RPRSERLL.WGTSPLS/CALTL*G 

nppTT^npriTTsjr*! I^PUI TTJITL^C 
Urr 1 1 oijrV; 1 INv^l^lsJcrlL, 1 riris^o 

Urn WIviVIiJCr 1 MrAA I rKArU 1 
1 AO/7CI xr^ccorM i /^ca a cr\ 




JoJZ^ 


A 


7R 17^ 
Zo 1 Z J 


1 
1 


J J^ 




27956 


58324 


A 


28126 


1 


702 




27957 


58325 


A 


28127 


317 


427 




/ /y JO 


DojZO 


A 


7ft 1 7R 
Zo 1 Zo 


4A7 




QADli^DPOI CD**XT1^1TI 1 VDACC 
oAl\JVKrV^L.or INKI I LLIVrAoo 

AloALAA 1 rKArO 1 LAi^OoL 1 U 

or r Ur LbLA Abu 


27959 


58327 


B 


28129 


1 


320 




27960 


58328 


A 


28130 


1 


605 




27961 


58329 


A 


28131 


273 


529 


LGSGDLPWGINPLSSCSLLREK 
urL I li>OrV ' HyPlvbrlL 1 NrKbO 
PH*KSDCSTAPG\ATPRAPGTLA 
QGALTDSFPDLLSLAAED 






A 


Zo 1 jZ 


4jy 


OUl 


UVUKJi VKO^NrHHNblKoLAA 1 
PRAPGTLAQ/GLTDSFPDLLGLA 
AED 


27963 


58331 


A 


28133 


J 12 


331 


LGLGDLPVWEINPLSSCSLLHEK 

npPTTQrjPOTr^APk^lcTP I TTJCVC 
Urr 1 1 oOrvf 1 ljV<rI\JS.Kb I INr 

ATPPAPriTi AdriQi Tr^ccorM i 
A I rKArvj I LAl^OoJL. 1 Uor rUL-b 

ri\ A A cr\ 
OJLAAcLr 




Joj JZ 


A 
A 


7fi 1 7/1 
Zo 1 j^ 


1 
1 


^70 

J /y 




770A^ 

z /yoj 




A 

A 


7ft 1 7^ 
Zo 1 J J 


77 
/Z 


jUU 




z /yoo 




A 
A 


7ft 1 7A 
Zo 1 jO 


777 
/ZZ 


fton 

oZU 




z /yo/ 




A 
A 


7ft 1 77 
Zo J J / 


t 
1 


0Z4 




z /yoo 


Joj JO 


A 
A 


7ft 1 '?« 
ZO 1 JO 


JHO 


OjO 




z /yoy 




A 

A 


78 1 70 

ZO 1 yy 


1 7/1 
1 j^ 


1 1 J 1 




z /y /u 


JOJ JO 


A 

A 


7ft 1 A(\ 
Zo 1 '♦U 


t 
f 


1 7no 
izuy 




z /y / 1 


joj jy 


A 
A 


7ft 1/11 
Zo 1 ^ 1 


Z 


7A/1 




9707'? 

z /y /z 


JOj'iU 


A 

A 


7ft \A1 
Zo I^Z 


7 

J 


oUj 




77071 

z /y / J 


JOJ*» 1 


D 
£> 


7ft 1/17 
Zo I'fj 


1 
1 


oOi 


- 


27974 

£t i 7 ft 


JO J*T^ 


A 


Z.O 1 *T*t 


1 

1 


1 J 77 




27975 


58343 


A 


28145 


119 


593 




27976 


58344 


A 


28146 


1 


573 





3680 



wo (H/075067 PCT/US(U/08631 



SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 

inUSSN 

09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Slop codon, /='possible nucleotide 
deletion, \=possible nucleotide insertion) 


27934 


58302 


A 


28104 


2 


1287 


GRVGFASTAQSPRILRSEPVR TP 

PIPAFSPLKTLRIMSLHQFLLEPI 

TCHAWNRDRTRPVCLDYYSLV 

VSFEIKK*IALSPNNHEVHIYKK 

NGSQWVKAHELKEHMGHITGI 

DWAPKSDRIVTCGADRNAYVW 

SQKDGVWKPTLVILRJNRAATF 

VKWSPLENKFAVGSGARLISVC 

YFESENDWWVSKHIKKPIRSTV 

LSLDWHPNNVLLAAGSCDFKC 

RVFSAYIKEVDEKICASTPWGSK 

MPFGQLMSEFGG\SGTGG\WVH 

GVSFSASG\SRLGWGSATDSTV 

SVCWMPSKSVLQVSTLKTEFLPL 

LSVSFVSENSVVAAGHDCCPM 

LFNYYDRGCLTFVSKLDIFKQSI 

QRNMSAMERFRNMDKRATTE 

DRNTALETLHQNSITQVSIYEV 

DKQDCRKFCTTGIDGAMTIWD 

FKTLESSIQGLRIM 




58303 


c 


28105 


198 


362 


" — — 


27936 


58304 


A 


28106 


1 


915 




27937 


58305 


A 


28107 


403 


519 




27938 


58306 




28108 


88 


237 




27939 


58307 


A 


28 J 09 


527 


1205 




27940 


58308 


A 


281 10 


2 


272 




27941 


58309 


A 


281 1 1 


39 


543 




27942 


58310 


A 


28112 


1 


789 




27943 


58311 


A 


28113 


401 


912 




27944 


58312 


B 


28114 


147 


653 




27945 


58313 


A 


28115 


586 


650 


KIQCLCLWLLFLIIFLHAFQETIL 

ALRVLNVFNKRINSLGKNLAFN 

LFVYNKANSMP*RLLWECAPRS 

DK*IQ*SLRIQNQCTQISSTAVH 

STVTKLRIKSRTQPLLQQL 


27946 


58314 


A 


28116 


I 


1464 




27947 


58315 


A 


28117 


260 


462 


MLYLSGl* PKAE/TIGAKWTiDL 
KSGSGKVYQGPAKGAADTTIIL 
SDEDFHGRWSGASLTLRRHSLV 
AG 


27948 


58316 


C 


28118 


183 


254 




27949 


58317 


A 


28119 


98 


445 


LGSGDLPWEINPLSSCSLLCEKH 

PPTTSGPQTDQPKKHLTNFKSG 

ACYMCRKSGHWAEECPQPGIPP 

KPRPICVGPH*KSDCSTHLAATP 

RAPGTPAQGSLTDSFPDLLGLA 

AED 


27950 


58318 


A 


28120 


32 


143 





wo (»1/«75067 PCT/USOl/08631 



SKO ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in DSSN 
09/540,217 


Nucleotide 
tocatiOQ ornrst 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Slop codon, /^possible nucleotide 
deletion, \-possible nucleotide insertion) 


27922 


58290 


A 


28092 


1 


2438 


MRLFGYARVSTSQQSLDIQVRA 

LKDAGVKANRIFTDKASGSSSD 

RKGLDLLRMKVEEGDVILVKK 

LDRLGRDTADMIQLIKEFDAQG 

VSIRFIDDGISTDGEMGKMVVTI 

LSAVAQAERQRILERTNEGRQE 

AMAKGVVFAENDKKMLSNAFI 

ETADFRTLIETDDRTIVVGRRGT 

GSFNLARAATRLLWRYAMLME 

lASYISSHYKLSSQISSETLLNEH 

LKK\\TsISAQGDILRKCRLVAKE 

YLDENNPEESiGDLQFNLNISEI 

ENNIVSLLERSDRKVVILMDKL 

DEAYEPDNIGIGMIAGLAYASIE 

LNQKAKCIRPIIFLRDNIFRSLSK 

EDPDYSRNIEGQVIRLHWDWA 

QLLMLSAKRMKVAFKLDIEKD 

QRVWDRCTADDP*KGGNGFKR 

CLQFTLYRPRDLLSLLNEAFFSA 

FRENRETIINTDLEYAAKSISMA 

RLEDLWKEYQKIFPSIQVITSAF 

RSIEPELTVYTCLKKIEASFELIE 

ENGDPKITSEIQLLKASGILQSL 

YSVGFVGIRDKNTSSYSFCHDG 

RTPDKGFESNEKLLIHPCYWLG 

LNLNRNALAPEEAEEINDEYDI 

NIISDNSAIRNKTIGQITTHLDQl 

PIGNEGATEFEQWCLDALRJVF 

ASHLTDIKSHPNGNAVQRRDII 

VVFOAKMFFEI GP^^FYROT OW 
L TGPYGKl GFIfNRDF<;FVVR<sK 


27923 


58291 


A 


28093 


673 


916 




27924 


58292 


B 


28094 


I 


4725 




27925 


58293 


A 


28095 


959 


1387 


CMRRPSCSCPASIRDNTAPHSRT 
LKVLIIGKRSSGRKLSRILPLLRS 
SSM*PTRAPN*SSASFTFTSVCIS 
RCMSAVMVMAVLTIACRFLKM 

I Vo VOrill-'OLJNrALfVj loll AiVlA 

VD AAA TD A CD A r^DXiriD IJD\1/D 1 
Vr AAA 1 KAolvAl^rNUKjIr Wtvl 

C\\ryTf\l^ A 
WIV 1 l^lvA 


z /yzo 


jozy^f 


^- 


ZoUyo 


007 

yy / 


1 lAO 

1 jUZ 




07007 


COOQC 


A 

A 


Zouy / 


o^y 


O^l/l 
Zjj4 




0707R 

z /yzo 


^ftOOA 

jozyo 


A 


OQftOft 

zouyo 


1 lA 


zy4 




07070 

z /yzy 


jozy / 


A 


zouyy 


J 1 


17Q 

J /y 




27930 


58298 


A 


28100 


3 


518 




27931 


58299 


A 


28101 


1 


3015 




07010 

z/yjz 




A 

A 


OO 1 AO 




lyo 


A A DTT^CV A LI I 1 D IJ\/I/"TD\//^ 

l^AAKl lOr YAHLLKHYK ! rVu 
no T wivi-»n\jijiNrwooAr A vv^ r 
TCRNPFIDCW 


27933 


58301 


A 


28103 


390 


1186 





3678 



wo 01/«75»67 PCT/US(H/«8631 



SEQID 

NO: 


SEQID NO: 
of peptide 
sequence 


Met 
hud 


SEQ ID NO: 
in USSN 
09/540^17 


Nucleotide 
location omrsi 
codon for peptide 
sequence 


Nucleotide location of Inst 
codon Tor last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /-possible nucleotide 
deletion, \=possible nucleotide insertion) 


27903 


58271 


A 


28073 


778 


879 


LAL1VGNRS*MKPYQTTSVTPR 
CLQQWQQRCANY 


27904 


58272 


A 


28074 


332 


544 


CMRRPSCSCPASIRDNTAPHSRT 
LKVLIIGKLSSGRKLSRILPLLRS 
SSM*PTRAPN*SSASFTFTSVSG 


27905 


58273 


A 


28075 


355 


614 


CMRRPSCSCPASTRDNTAPHSR 
TLKVLIIGKRSSGRKLSRJLPLLR 
SSSM*PTRAPN*SSASFTFTSVSP 
L*NFIRLHPVY 


27906 


58274 


A 


28076 


I 


2226 




27907 


58275 ■ 


A^' 


28077 


31 


117 




27908 


58276 


A 


28078 


1 


547 




27909 


58277 


A 


28079 


290 


730 




27910 


58278 


A 


28080 


*> 


267 


TLVKVKDAEDQLGARVGYIEL 
DLNSGKJLESFRPEERFPMMSTF 
KVLLCGAVLSRJDAGQEQLGRR 
l\TILRMTWLSTHQSQKSILRMA 


27911 


58279 


A 


28081 


1 


1785 




27912 


58280 


A 


28082 


551 


685 




27913 


58281 


A 


28083 


2 


211 




27914 


58282 


A 


28084 


1407 


1874 


PRAAAAPTNLSPELSASPRPRV 

ACASAWGAGTDVTGWEAAMP 

RVGRCLPRTGLGSARRLRRPEL 

GGGAGPAPEAMRGFGADAGST 

EQPRLPARS*PRLPQRPRRPRKS 

ERPAGLAPRLRPPQPAEPPGLGS 

QERGRGTDRAAADPGLPRTSPE 

SS 


27915 


58283 


A 


28085 


1284 


1786 




27916 


58284 


A 


28086 


1205 


1279 


LALIVGNRS*MKPYQTTSVTPR 
CL 


27917 


58285 


A 


28087 


423 


676 




27918 


58286 


A 


28088 


2266 


2367 


LALl VGNRS* MKP YQTTSVTPR 
CLQQWQQRCANY 


27919 


58287 


B 


28089 


743 


852 




27920 


58288 


A 


28090 


1 


1100 




27921 


58289 


A 


28091 


548 


652 


LALIVGNRS*MKPYQTTSVTPR 
CLQQWQQRCANY 



wo (H/075«67 PCT/USOl/08631 



SEQII) 

NO: 


SEO II) NO: 
or peptide 
sequence 


Met 
hod 


SEO ID NO: 
in USSN 
09/540»2I7 


Nucleotide 
locniion of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possibte nucleotide 
deletion, \=possible nucleotide insertion) 


27894 


58262 


A 


28064 


107 


2499 


PIEDPEGRRRMREFILRSIQGVL 

RaMAPQlQPKPLLTKSSTSVSQA 

R17TSKQKALLPRQCSGSAKAQ 

AEREKIEETCQVGMKPPVPGGY 

TLQGKWITTFCNQVQLDTIKIN 

GCLKGKLIYLLGDSTLRQWIYY 

FPKVVKTLKFFDLHETGIFKKH 

LLLDAERHTQIQWKKHSYPFVT 

FQLYSLIDHDYIPREIDRLSGDK 

NTAIVITFGQHFRPFPIDIFIRRAI 

GVQKAIERLFLRSPATKASVSk^ 

LKCFWEPTRGTQKYEASQVTG 

AFPLRPKKGAATPSQLVIVNSS 

DAHNKCDEESEVRIKSTLGLKL 

DCKKGTALTKGTKEDEEDGAM 

SGVDQLCLLSSVDSSGRPQLMT 

DWHGVKGQFSCFKCGEEKELQ 

QKRKLTGKGWNVFFMVLEVG 

KTKIKALEVLASGKGTASWFIQ 

DFLAVNSSHGRWGKKEEFLFQ 

KWKVDPWLPVRWELVQTGTL 

THLVPEGRSDSVTCAWMPLGS 

KQVYKEPAGFPDMLRLRGSRV 

RMAVVTVHSQLRNLSLGDQHF 

NYPLPLKKKKKKKKKDTLIYPA 

DWLESCQSDNLSLAERDLVLV 

LRLALCALYGLLAPGNGNTESA 

ELHPGDKTEAQRPMALFKVTR 

PLNERPGDLASHVSRFAKSFLK 

SKRDHLDSQCKLGQRSQPWGQ 




JOZOJ 


A 

A 


ZoUOj 


J 


I / /U 




z/oyo 


DoZtH 


A 

A 


ZoUDO 




OA/I 

zU4 


orCb 1 brrKv^LA^'KKUrriKbrrP 

X\/AL1I T/^C\1/T>1 KADXIA/^ 




joZOj 


A 

A 


Z5U0 / 


1 OCA 
iZoU 


1 ^1 1 




z /oyo 


joZOO 


A 

A 


ZoUOo 


1 
1 


ooz 




27899 


58267 


B 


28069 


77 


1188 




27900 


58268 


A 


28070 


1016 


1400 




27901 


58269 


A 


28071 


1091 


1770 


CRGGSGCAVCAELAPGAVHTV 

AAERAGAQEAAAGAGPPQLGG 

LIAWATHLQHSAAVPLLSQRM 

CHTCCLSPRKLVIGCRAAKSLSS 

SPCGKWLCAALIRQPSVKGLPS 

CGVPLPLSLSRIQMCSSEATSSW 

ELNPDFGE A ATSP* * ESC F/LQS 

VVSTALLPDNTTGETFHHDGRA 

DlGSQrlHRFLVCCHLLVLRWLI 

XI nxk^ An\/\/nir:upi DPFnr'or* 

1 L.U 1 FsJWJv V iJIOIilvLKv^rL/V^KO 

VDSTICD 


27902 


58270 


A 


28072 


1568 


1819 





3676 



wo 01/075067 PCT/US01/08631 



SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( \=Un known, 
*~Stop codon, /^possible nucleotide 
deletion, \=po.ssible nucleotide insertion) 


27879 


58247 


A 


28049 


13 


494 


WVVPKNKTTFCSEF/CGAFLWP 
NNNNNFFFFFFFFFFFFFFFFFFF 
FLLLPLLLPLLLLLPLLPLLPLLP 
SSSFFFLLLSSSHSSPSSPSSPSPS 
SPSSPSSPSSSSSSSSSSSSSSSSSS 
SSSSSSSSSSSFSFSFSFSFSFSFSF 
SFFFFFFFFFLFED 


27880 


58248 


A 


28050 


544 


729 




27881 


58249 


A 


28051 


1667 


1896 




27882 


58250 


A 


28052 


1 


477 




27883 


58251 


A 


28053 


25 


448 


RSQFFFFFFFFFFFFFFFFFFFFFF/ 

ILLVLLLVLLVLLLLLLLLLLLL 

LLLL/ASSSSSPSPPSPSPSSSSSSS 

FSSSSSSSSSLSLGAYVLYFMVT 

HSSP VLCCLCNL! INN 1 * EE* FFR 

FRHNCDLFLAASTLGVDWLLL 


27884 


58252 


A 


28054 


47 


376 




27885 


58253 


A 


28055 


I 


1740 




27886 


58254 


A 


28056 


3 


1464 




27887 


58255 


A 


28057 


1 


394 




27888 


58256 


A 


28058 


143 


429 


STLQKKEARARHLVTPLDILQL 
FNGFPLLVDCYKLLRYSRVHSF 
PRFWIFFSIKDHIGFPKENTQRK 
MRLHPPPQS*TPPRE*VPSFSSG 
VGKSS 


27889 


58257 


A 


28059 


165 


408 




27890 


58258 


B 


28060 


21 


253 




27891 


58259 


A 


28061 


1 


150 




27892 


58260 


A 


28062 


1081 


1303 




27893 


58261 


A 


28063 


147 


437 





wo (n/«75(>67 



PCT/US«1/()8631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hud 


SEQ ID NO: 

inUSSN 

09/540^17 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide locntion of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X^Unknown. 
*=Stop codnn, /-possible nucleotide 
delelion,\=possible nucleotide insertion) 


27870 


58238 


A 


28040 


1 


594 


MLDITNDQGNASQNHNAIPPYS 

CKNGHNQKIKAGGL\\'TTVHSL 

LLFOLEQRTQQGYGPITHPKTP 

LHPPALLAVDRGSRSSVPATDS 

LPSAHDRQOQFHTWVCSRLLA 

TVRADPA DGQQPQA RADVCGC 

RGTGFINLVMIHLMGFEVGRIQ 

QLEQVAPRPQGVSWEVDSSDH 

LQGSPRVEPPGTWDLRVLCSQG 

Q* E A VNCGPQTPGLD/SFDYGH 

SCRSkVVSHCGFDLHFPDH**C 

KNGHNQKIKAGGLWTTVHSLL 

LFQLEQRTQQGYGPITHPKTPL 

HPPALLAVDRGSRSSVPATDSL 

PSAHDRQQQFHTWVCSRLLAT 

VRADPADGQQPQARADVCGCR 

vj 1 vj r I In V ivi 1 n L*ivio r c, v O t\J.V^v< 

r PrvvA PR PonvQu/Pvn^^rii-ii 

\^f2\l V rtr Ivr V^VJ V o W C V U^^UvlLt 

QGSPRVEPPGTWDLRVLCSQG 


2787! 


58239 


A 


28041 


1 


285 




27872 


58240 


A 


28042 


1 


1059 


FTNLSSSNSFPKMSFPNSSPAANT 

FLVDSLISACRSDSFYSSSASMY 

MPPPSADMGTYGMQTCGLLPS 

LAKREVNHQNMGMNVHPYIPQ 

V DS WTDPN RSCRJEQPVTQQ V P 

TCSFTTNIKEESNCCMYSDKRN 

KLISAEVPSYQRLVPESCPVENP 

EVPVPRYFRLSQTYATGKTQEY 

NNSPEGSSTVMLQLNPRGAAKP 

QLSAAQLQMEKKMNEPVSGQE 

PTKVSQVESPEAKGGLPEERSC 

LAEVSVSSPEVQEKESKEEIKSD 

TPTSNWLTAKSGRKKRCPYTK 

HOT! FI Pk'PFI PMMVl TPPR/R 

Al FKI^^IVMI Tr>\RnVK'AWFnisJ 
rtLrfdorvo V iNL 1 L/xivv^ V j*wi\ wr v^rN 

RRMKLKKMSRENRIRELTANL 


27873 


58241 


A 


28043 


358 


2292 




27874 


58242 


A 


28044 


2 


300 


HSLS/SFFFFFFFFFFFFFFFFFFFF 
FFFLFFFFFLLLLLFVSFSFSFSFS 
^p<sF^F<iQF^^P<iP«;pppi f PQ^^Q^ 

or oioroor ijorororrri-*i-rr ooooo 
^^^PFFFPFI I 1 f PFFPFFPFMFH 


27875 


58243 




28045 


9 


541 




27876 


58244 


A 


28046 


I 


126 




llZll 


58245 


A 


28047 


49 


183 




27878 


58246 


A 


28048 


3 


212 





3674 



wo 01/(»750r.7 PCT/US(H/08631 



SKQ ID 

NO: 


SKQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in tSSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=linknown, 
*=Stop codon, /=pos5ible nucleotide 
deletion, \=possible nucleotide insertion) 


27843 


58211 


A 


28013 


3 


353 


GY1EKRISCIALLF/SF*IPVNFLR 

FHDTFI*FCYSS*SI1QLSLWQSQI 

LLCV*LLRSIDFLYLIW*PLTYN 

EHASILLSLRAPYQLFDL*NDRS 

HIRYSATLVNNPAVCFAVGHD 


27844 


58212 


A 


28014 


106 


1814 




27845 


58213 


A 


28015 


37 


2847 




27846 


58214 


A 


28016 


1 


2430 




27847 


58215 


A 


28017 


1 


2660 




27848 


58216 


c 


28018 


80 


328 




27849 


58217 


B 


28019 


1 


1074 




27850 


58218 


A 


28020 


602 


853 




27851 


58219 


A 


28021 


505 


649 




27852 


58220 


A 


28022 


672 


1903 




27853 


58221 


A 


28023 


3 


319 




27854 


58222 


A 


28024 


1 


219 




27855 


58223 


A 


28025 


2 


508 




27856 


58224 


A 


28026 


1 


1011 




27857 


58225 


A 


28027 


1 


699 




27858 


58226 


A 


28028 


175 


351 




27859 


58227 


A 


28029 


1 


324 




27860 


58228 


A 


28030 


244 


1335 




27861 


58229 


c 


28031 


115 


231 




27862 


58230 


A 


28032 


2 


139 




27863 


58231 


A 


28033 


1 


788 




27864 


58232 


A 


28034 


115 


358 


LIVVRSRRGTSRSGSPRATAMA 

FiCDTGKTPVEPEVAIHRIRlTLT 

SRNVKSLEKVCADLIRGAKEKN 

LKVKGPVRMPTKVKMVVRSRR 

GTSRSGSPRATAMAFKDTGKTP 

VEPEVAIHRIRITLTSRNVKSLE 

KVCADLIRGAKEKNLKVKGPV 

RMPTKVK 


27865 


58233 


C 


28035 


179 


283 




27866 


58234 


A 


28036 


57 


431 




27867 


58235 


A 


28037 


54 


440 


RVPELWVGTEVKERKNARSGV 
PSTQRLECGSAESAAGAPASVS 
VQVTAVPAPLFPGWTGGGRAV 
NLTEAERMRVVINSVCHWRLY 
E*TANRFS* KQDVG KLTNC VCH 
PEGM LKAVTTQAQVFLVIRHN 


27868 


58236 


A 


28038 


1 


2693 




27869 


58237 


B 


28039 


131 


350 





wo 0I/(»75(»67 



PCT/US01/«863I 



SEO "> 

NO: 


SEO •» NO: 
of peptide 
sequence 


Met 
hod 


SEQII) NO: 
in USSN 
09/540,217 


Nucleotide 
location of Tirst 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Un known, 
*=Stop codon, /"^possible nucleotide 
deletion, V=pos5ible nucleotide insertion) 


27833 


58201 


A 


28003 


1913 


2388 


PllHNTTAMKKAAKAEPPFTTIV 

CTE*AILSQPvTCSL*FTVt>iDlCP 

GPRAHA^VQDIHGKLFTGSAIA 

NRFQDAMAIPFLGTQGKRVPR 

NGMAIPFPGNRNVIAGAFIPHR 

V^rlJ^UyiVLIN r V KV^CoN Lr A H LL 

AyKbbAlrHMKKJiHKJKU 1 VKK 

TIT C 




^07AO 


A 

A 


Z6UU4 


1 
1 


1 jOO 




27835 


58203 


A 


28005 


951 


1217 




27836 


58204 


A- 


28006 


1294 


3108 




27837 


58205 


A 


28007 


1 


1896 


LFDWLVSQNELKANPAKGVSA 

PKAPRHLPKNIDVDDMNRLLDI 

DINDPLAVRDRAMLEVMYGAG 

LRLSELVGLDIKHLDLESGEVW 

VMGKGSKERRLPIGRNAVAWI 

EHWLDLRDLFGSEDDALFLSKL 

GKRISARNVQKRFAEWGIKQG 

LNNHVHPHKLRHSFATHMLES 

SGDLRARGAYLCAKLLSGAAQ 

VPEWRSAFAWFARCAEQARQN 

QYLQVSSCVPALEGCDVNGAS 

FTLEQMLAWRDHPQVTGLAEM 

MDYPGVISGQNALLDKLDAFR 

HLTLDGHCPGLGGKELNAYITA 

GIENCHESYQLEEGRRKLQLGM 

SLMIREGSAARNLNALAPLINEF 

NSPQCMLCTDDRNPWEIGHEG 

HIDALIRRLIEQHNVPLHVAYR 

VASWSTARHFGLNHLGLLAPG 

KQADIVLLSDARKVTVQQVLV 

KG\EPIDAQTLPAEEIGRLAQFA 

PAYGNTIGRQPLSASDFALQFTP 

GKRYRVIDVIHNELITHSHSSVY 

SENGFDRDDVSFIAVLERYGQR 

LAPACGLLGGSGLNEGALAAT 

VSHDSHNIVVIGRSAEEMALAV 

VIV^UOOuLC V VKJNUV<?V 1 
UAl^fcKJvllViuN.K YK.b 1 ^UolOLIv 

\/DADI XII XT! CI /^DDCTM /^/^/^CX 


J.10J0 


<C7AA 


A 


zoUUo 


1 
1 








<C7n7 


A 
A 




1 
1 


2. 14!) 




27840 


58208 


c 


28010 


193 


363 




27841 


58209 


A 


28011 


1 


397 




27842 


58210 


A 


28012 


2 


405 


FVSAQGPGGKRFGTAPATPGCL 
VHDLS*APCLRWYQHPTEEELR 
ILAGKQQKGKTKKDRKYNGHI 
ESKPLTIPKDIDLHLETKSVTEV 
r^Ti A I wvFPPvnwi vriPTVAA 

Vj 1 Lrl T r r C T W 1^ V VJT \ V /\/\ 

TVVYLVTEVYYNFMKPTQEMN 
ISLV 



3672 



wo (H/(»75067 PCT/USO 1 /(>«63 1 



SEQID 

NO: 


SEQ ll> NO: 
of peptide 
sequence 


Mci 
hod 


StQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Niicleutidc lucation of last 
codon tor last amino acid 
of pcplide sequence 


Amino acid sequence < \=Llnknown, 
*=Stop codon, /-possible nucleotide 
deletion, \=possible nucleotide insertion) 


27815 


58183 


A 


27985 


3 


529 


DAWAFHKMAPKAKNEAPAPP 

KA\EAKAKGF*RAKKGSF*KVS 

HSH\KKKKl PH VHPTFRAG RRPL 

R\LRRQP\KYPSGRALPWRNK\L 

DHLCLSIKFP\LTH*VLPMKK1E 

DNXNTLVFIVDVKANKHQIKQA 

VKKL\YD1\DVAKVNT/LW1RPD 

GEKNGICSDLAP\DYDA\LDVA 

NKIGII 


27816 


58184 


A 


27986 


105 


241 

. -i--- -- - - 


PFFFFEMESPSVAQAVFSLVFRS 
PHCGG1QAHLFNL*RDLFKIWT 


27817 


58185 


C 


27987 


175 


363 




27818 


58186 


A 


27988 


724 


958 




27819 


58187 


A 


27989 


*> 


823 




27820 


58188 


A 


27990 


1 


877 




27821 


58189 


A 


27991 


487 


786 




27822 


58190 


A 


27992 


147 


623 


RSAVANGLTKRRMGLKLNGRY 
ISLILAVQIAYLWQAVRAAGKC 
DAWFKGFSGLFCSSLGDTMAQ 
LPAGPGDDKTN1KTV\CTYWGG 
ISHSCnVTALTDCQEGAKNMW 
DKLRKESKNLNIQGSLFELCGN 
GNGAAGSLLPGFPVLLVSLSAA 
LTTWLSF 


27823 


58191 


A 


27993 


213 


579 


ASLLLLAFLAELASLKAGLQKS 

REYSCSSFISSLSSTDAHCVLSE 

YARPLS/QRPAPNGSSPRCQASE 

AQSPGHRPPPPLFSSPLAALQLD 

SHRFPSDPNGKDESRPPRLCTKL 

GRGCAGCGK 


27824 


58192 


A 


27994 


1 


800 




27825 


58193 


B 


27995 


54 


165 




27826 


58194 


A 


27996 


46 


313 




27827 


58195 


C 


27997 


30 


151 




27828 


58196 


A 


27998 


169 


1173 




27829 


58197 


A 


27999 


456 


651 




27830 


58198 


A 


28000 


487 


833 


RNKFCDDQTEGNKIKNRREEK 

HRCRGQSKLNlllDNVVKAVNG 

GKSQREQAEFADCITFGIRHNTS 

PKMSRVRGGG/TTPWAVLG^4A 

EASSSLQSSSQNPGQAGWQTGP 

WVVSLGC 


27831 


58199 


B 


28001 


1 


2268 




27832 


58200 


A 


28002 


1 


639 





wo 01/075067 PCT/USOl/08631 



SEQ ID 

NO: 


SEQIUNO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540»217 


Nucleotide 
location omrst 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence < X=lInknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=pussible nucleotide insertion) 


27803 


58171 


A 


27973 


I 


2406 




27804 


58172 


A 


27974 


20 1 


1069 




27805 


58173 


A 


27975 


450 


647 




27806 


58174 


A 


27976 


329 


697 




27807 


58175 


A 


27977 


141 


)506 




27808 


58176 


A 


27978 


1 


1773 




27809 


58177 


A 


27979 


3 


460 


PHRVMGVPISRGTL*SVFP*PS* 

CTTWPGSLGSCTTACQVRCQPQ 

APHQP*APPERTTSAPAAQSPSR 

SSLWVTAPLVSACPTCSPATHP 

TRSQMPSTHTPCCRGSSPRPRGS 

PSWTRTWTTCPKASKADPKAP 

WPCSLMPFYAQTQTLGET 


27810 


58178 


A 


27980 


I 


1803 


MGKDFMSKTPKAMATKAKIDK 

WDLIKLKSFCTAKETTIRVNRE 

PTKWEKIFTTYSSDKGLISRIYN 

VLKQIYKKKTNNPIKKWVKDM 

NRHFSKEDIYAAKKHMKKCSP 

SLAIGEMQIKTTKKLMLYYDVI 

RICHDSHKELEQKLAAFLGMED 

AILYSSCFDANGGLFETLLGAE 

DAIISDALNHASIIDGVRLCKAK 

RYRYANNDMQELEAAYRRSTR 

PLSTRLFSFRSRVLTEFRVCPCL 

VHTTWGGNLMRLSARSLWQR 

A A VN 1 PKLEG 1 1 EE Y/ALL V/WR 

AML/TEVNLSPNPGLVDRINFG 

AHKDMALEDFHRSALAIQGWL 

PRFIEFGACSAEMAPEAVLHGL 

RPIGMACEGDMFRATAGVNTH 

KGSIFSLGLLCAAIGRLLQLNQP 

VTPTTVCSTAASFCRGLTDREL 

RTNNSQLTAGQRLYQQLGLTG 

ARGEAEAGYPLVINHALPHYLT 

LLDQGLDPELALLDTLLLLMAI 

NGDTNVASRGGEGGLRWLQRE 

AQTLLQKGGIRTPADLDYLRQF 

DRDTSQGSSRVDCSVWELCRA 

GRTAGVMAVAAKTKNAGKWH 

NHlIRRFDITsIPGDRLYDQGGRA 

H H PFAGTHHQKY Y RHRSRR 


2781 1 


58179 


A 


27981 


1 


1974 






CO 1 OA 

Do 161) 


A 




J 44 






27813 


58181 


A 


27983 


3 


492 




27814 


58182 


A 


27984 


65 


261 





r^R7n 



wo (U/075067 PCT/USOl/08631 



SEQ II) 


SEO ID NO: 


Met 


SEO ll> NO: 


Nucleotide 


Nucleotide hieation of last 


Amino acid sequence ( X=Unknown, 


NO: 


of peptide 


hod 


in USSN 


location of first 


codon for last amino acid 


*=Stop codon, /^possible nucleotide 




sequence 




09/540,217 


codon for peptide 


of peptide sequencr 


deletion, \=possible nucleotide insertion) 
















07770 


JO I *♦ / 


A 

fx 


27948 


272 


393 






JO 1 to 


A 

fx 


27949 


333 


622 




977R 1 


JO 1 *t7 


A 


27050 

^ / 7 JV 


] 1 


1850 




07707 

Z / /OZ 


SRI 

JO 1 JV 


A 


770S1 
z / yj 1 


] 
1 


1 107 




Z / / o-> 


SRI S 1 
Jo [ J I 


A 


770S7 
z / yjz 


1 
1 


n4R 

1 J*tO 




Z / / OH 


SR 1 S7 

JO 1 jz 


A 


770S ^ 
z /yjj 


J 


41 1 

•t J 1 


KLONELLLLHVSHPGHADAKG 














GFPWP*AAPPLWLCRVOPSFWL 














LSWAGIFGLWLFHTHDTSCOWl 














YHSGVALADVLHESPALOOTS 














VWTSRSFHTSSEIQAEVPFCPQLL 










■ r 


; . ■ " ■ 


TSVHAOAOYSMEAPFCAWGLYP 














LK PWPEL YLG PF 


Z / / oJ 


SR I SI 

JO 1 JJ 


A 
rx 


770Sd 
z tyjH 


164 


1117 
111/ 


EGHRAEGOCTGSVVLLTSSIGR 














SGKOSSGCHFWLLOHOICTCPS 














RVMGPRKKHRPTARGSRPPOPI 














p^irsFP^iAPiAMnt^vHrf aaph^j 

r ovJrror\.vJrVlVl\JV^ V nv^L»/\/\r 














1 FR VRTsIPROTO/PPnWFn/PPTR 














ANI Al LPTPPAATATMSSIPDSP 














pr;<;nr;<iVPAni tt\x/i avt ti n 




























PKTPPVTPSRVSLI ASFPNTIRI 














KNVFPRVFPACTWKSHRHSTPA 














HFSSOKGl YPAKPOGWSCPRL 














WFPT^PKVTWM 

W dr I 0^10 V I w ivi 


27/60 


CO 1 CA 

MS 1 J4 


A 

A 


z /Vjj 


1 
J 


774 
















1GPPRVF\PPE*RAFGGQRAPPDI 














PVPPSPRHPTKDRRTAARSGPRR 

1 \X I *J1 IXI 1* X IX.JL.'iX.iV 1 fx.rxW\,\J^^\ IVIV 














KRGOTNE 

iX 1 WJ 11^ Li/ 


27787 


58155 


A 


27956 


681 


879 


LQISHPGHADASGGFPWPWAA 














PPLWLCRVQSPS*LLSQPGVECP 














QLFQAHSASRHLNSMRPQMNS 

s 




SRI S6 

JO t JU 


A 


279S7 


835 


1482 




z / / 07 


SRI S7 

JO t J r 


A 


970S0 


1 
I 


522 




77700 

Z / / 7V 


SRI SR 

JO 1 JO 


A 

/A. 


97060 




396 




77701 


SRI S<) 

JO 1 J7 


A 


27961 




1501 




77707 


SRI 60 

JO I Uv 




27962 


473 


860 




Z / / 7J 


JO 101 


A 


97061 
z ly\jo 


170 

J /v 


167S 

J V / J 




7770/1 

z / /y** 


SRI /i7 
JO 1 OZ 


A 
/\ 


Z / 7OH 


S9 

jZ 


1 17 

1 1 r 




7770^ 

z / /yj 


SRI A'l 
jol Oj 


A 

A 


9706S 
Z /VOj 


'I 
J 


700 


PRKTVOFGGTVTEVLLKYKTG 














ETNDFELLKN0LLDPAIRDD\Ol[ 














NWLLEFRSSVMYLTKVDFEVQLI 














SIILRLPWLNRSOMVVEEYLAF 














LGNLVSA 


7770^ 

Z / / 7U 


SR1M 

JO 1 


A 


97066 


1 
1 






77707 
Z / / " / 


SR1/>S 

JO 1 \JJ 


A 


£r 1 y\) 1 


1 
1 


666 




7770k 
t I yo 


SRItf^^ 

JO 1 \J\J 


A 


9706R 


274 


930 




77700 


SRl/\7 
JO 1 u / 




97060 
z /yvy 


1 J 


21] 
^ J 1 




27800 


58168 


A 


27970 


46 


386 




27801 


58169 


A 


2191 \ 


3 


451 




27802 


58170 


A 


27972 


160 


494 





wo (n/075«67 PCT/USOl/08631 



SEQID 

NO: 


SEQ ID NO: 
or peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540^17 


Nucleotide 
location of First 
codun Tor peptide 
sequence 


Nucleotide location of last 
cudon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno>vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


27762 


58130 


A 


27931 


128 


586 




27763 


58131 


A 


27932 


271 


465 


HLTRPGTLLRQNFQRMDQAAT 
LAVHQYPLLCSNRC/CIPRQT/W 
VWSGPPANSNRPAAEGPDC*KE 
N 


27764 


58132 


A 


27933 


1 


375 


MQKSPIFCVAHAGSCRLELFLF 

GHLGGHHPDTKPGRDTTRKDN 

FRPISLMNIDAKILNKILANRJQ 

QHIKKLIHRDQVGFISGVQGWF 

NIRKSINVIQHINRTKDKNHMM 

SIDAEKXFDklQQGFMLKILNK 

LGIDGMYLKIIRAIYDKPTAKIIL 

NGQKLEVFPLKTGTRQRCPLSP 

LLFNIELEVLARAIRQEKEIKG! 

QLGKEEVKLSLFAHDMIVYLEN 

PIVSPQNLLKLISNFSKVSGYKI 

NVQNSQAFLYSNNRQT*AIAGA 

PPPASLPPCSLISDCCASNE*GSV 

GIGPSKPGAGYNLLLCHLISPSIS 

PTSSPKSDTCPIADFSNKSPDRSS 

AGDILLAMQSLGSMAIFTILILP 

THEHGMFFHLFVSSFISLSSGL 


27765 


58133 


A 


27934 


1 


1059 




27766 


58134 


A 


27935 


1 


533 


LSKQGHLNLQRF\LLPFG\C*CLP 

LRGGVXYRGRQVASLSCGGLHP 

V*AS\RQLCLPTQALA\MAGTPP 

PASLPPCSLISDCCASNERGSVG 

MGPSEPRCGNNNLVVQRFLSL 

SEKRSSIRVGVTRFSXRCHLSQL 

CLATKGNSLTPCTSQVRRCLTL 

LQLTLGAMQPLSCGLPTLSDKP 


27767 


58135 


A 


27936 


140 


426 




27768 


58136 


A 


27937 


1 


918 




27769 


58137 


A 


27938 


54 


102 




27770 


58138 


C 


27939 


244 


A 

462 




27771 


C0 1 

58139 


A 


27940 


234 


282 




27772 


58140 


A 


27941 


328 


1212 




27773 


CO 1 >< 1 

58141 


B 


27942 


^ AC 

245 


338 




T7T7 J 

27774 


58142 


A 


27943 


483 


635 




27775 


58143 


A 


27944 


9882 


10134 




27776 


58144 


A 


27945 


2 


370 




27777 


58145 


A 


27946 


1682 


1945 




27778 


58146 


A 


27947 


1172 


1732 


ESTAAEADTRFGCSWAVWAVE 

AEGEDCCCCCCaCCCCCCCCC 

CCCCCCCCCCCCLPPSAGGRGP 

SGSARYFALIDAAQREDGGDA 

YRVGLAAALEVNAAETVACGG 

LEGGEAPTDAGTRYVLEPEAPQ 

LoVLWKKVbVv^KLVrVKV V VA 

AWHAARKARAWLRRAARPGP 

PASCALRRPSGYAAARN 



wo {tmiSUGl PCT/US(H/08631 



SEQ ID 

NO: 


SKQIDNO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Niicleolitic 
location or first 
cudon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=lJnkno\vn, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


27740 


58108 


A 


27909 


3 


226 


HETGCCGQAAERDSCWERPPIP 
LLLPSLSGDYETVRNGGLIFAG 
LAFIVGLMLLSRRFRCGGTKKR 
RRJNEDEP 


27741 


58109 


A 


27910 


67 


264 




27742 


58110 


A 


27911 


161 


851 




27743 


581 1 1 

-/O III 


A 


27912 


139 


351 


GGRRIETGGWERPPIPLLLPSLS 
GDYETVR\MGG L\l FAG LA Fl VG\ 
LLILUSRRFRCGGNKKRRQINE 


27744 


58112 • 


A 


27913 


2 


431 




27745 


58113 


A - 


27914 


217 


289 




27746 


581 14 


A 


27915 


255 


389 


KPN1ACSHS*VGTEQ*EHMDTG 
RGTSHTGACREALDRGPAWEK 
L 


211A1 


58115 


A 


27916 


14 


460 


NCLTRRRRRRRRTFLEEERLKP 

SRKKITKKHTKKRTASLILHAM 

ICCRSLNSSKTKNTKCLNSINQR 

LKILSLQKDLMCGTAGRCKTLT 

EQ*LNTTA1TLCLLLREARKTL 

MTHQSTWTWMKLETIILSKLTQ 

EQKTKQRMFSLISGS 




581 16 


A 


27917 


503 


1046 




27749 


581 17 


A 


27918 




198 




£.11 J\J 


581 18 

-/Olio 


A 


27919 


54 


320 




777S1 


581 1Q 


A 


27920 


443 


477 




21152 


58120 


A 


27921 


I 


963 




27753 


58121 


A 


27922 


1 


2292 




27754 


58122 


A 


27923 


3 


736 


SCCLHSRLVRARRLRRAVAVM 

AAQCVRLARRSLPALALSVRPI 

FPGLLCTATK\QRTSAKNLKGD 

MGQSEQRADPPATEKTLUEEK 

VICL\EEQLKETV\EKYKRALA\D 

TEELTGRGSQNLLREAKLLRHF 

KPFCKDLLEVADV\LEKATQCV 

PKVEEIKDDNPHLKNPLWRGLW 

MTEVQIQKVFTKHGLLKLNPV 

GAKFDPYEHEALFHTPVEGKEP 

GTVALVSKVG\YKLHG\RTLRP 

ALVGVVKEA 


27755 

£•11 J J 


58123 

JO t ^J 


A 


27924 

*• r 7Z.t 


253 


363 




27756 


58124 


A 


27925 


235 


318 




27757 


58125 


A 


27926 


1 


426 




27758 


58126 


A 


27927 


146 


254 




27759 


58127 


A 


27928 


1 


1401 




27160 


58128 


A 


27929 


61 


457 


LESTLATAERFLIPSYPSSTGN*L 

VCFCTT*GQECYSVTRF\SLGYG 

SPGCLYA*SSL!PCWRWGTPRL 

CCEKPFTTHFCLRFVSPSKLAVS 

RWHIPLGSEEKRRSMSAGTISL 

HFIWMKSPTRTSFQHFCT 


27761 


58129 


A 


27930 


1 


567 





wo (M/075<»67 PCT/US(H/()8631 



NO: 


SEOIDNO: 
of peptide 
sequence 


Met 
hod 


SKQ ID NO: 
in USSN 
09/540,217 


Nuclculidc 
location of Hrst 
codon for peptide 
sequence 


Nucleotide location of last 
codon Tor last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=pos5iblc nucleotide insertion) 


27725 


58093 


A 


27894 


186 


2192 


QRRPRPFPSQGISMTECFLPPTSS 

PSEHR.RVEHGSGLTRTPSSEE1S 

PTKFPGLWRTGEPSPPHDILHEP 

PDVVSDDEKDHGKKKGKFKKK 

EKRTEGYAAFQEDSSGDEAESP 

SKMKRSKGIHVFKICPSFSKKKE 

KDFKIKEKPKEEKHKEEKHKEE 

KHKEKKSKDLTAADVVKQWK 

EKKKKKKPIQEPEVPQIDVPNL 

KPlFGlPLApAVERTMMYDGlR 

LPAVFRECiDYVEkVGMKCEGI 

YRVSGIKSKVDELICAAYDREES 

TNLEDYEPNTVASLLKQYLRDL 

PENLLTKELMPRFEEACGRTTE 

TEKVQEFQRLLICELPECNYLLIS 

WLIVHMDHVIAKELETKMNIQ 

NISIVLSPTVQISNRVLYVFFTH 

VQELFGNVVLKQVMKPLRWSN 

MATMPTLPETQAGIKEEIRRQE 

FLLNCLHRDLQGGIKDLSKEER 

LWEVQRJLTALKRKLREAKRQ 

ECETK! AQEl ASLSKEDVSKEEM 

NENEEVINILLAQENEILTEQEE 

LLAMEQFLRRQIASEKEEIERLR 

AEIAEIQSRQQHGRSETEEYSSE 

SESESEDEEELQIILEDLQRQNE 

ELEIKNNHLNQAIHEEREAIIEL 

RVQLRLLQ MQRAKA EQQAQE 

DEEPEWRGGAVQPPRDGVLEP 

KAAKEQPKAGKEPAKPSPSRDR 


27726 


58094 


A 


27895 


12 


413 


PSRAPGLQKACTGHEGMAVHP 

PRIPVQSDHLISIEGLLCKLPCA 

GQVTKESGLVSFSLRPVLPQNT 

LSNSFYLFPFGYASPYVETFLPG 

AHSGPAPPGLPVRTPRTAKRL/G 

VAVAPSPTF*ISPRALRSTFVSN 


It 111 


58095 


A 


'^TO A^ 

27896 


1 


361 




2,11 


58096 


A 


'^TO A1 

27897 


2 


162 




LI 123 


C O AAT 

58097 


A 


O^O AO 

27898 


248 


381 




21130 


C O AAO 

58098 


A 


27899 


73 


254 




27731 


C OAAA 

58099 


A 


'^TAAA 

27900 


1 


729 




21132 


cot A A 

58100 


A 


T7AA 1 

27901 


1 


762 




211 5:> 


CO 1 A t 

58101 


A 

A 


27902 


2 


334 




21 15^ 


CO 1 A'^ 

58102 


A 


'^^AA^ 

27903 


3 


369 




27735 


58103 


A 


27904 


669 


1006 




277^6 


C O 1 Ail 

58104 


A 


27905 


3 


250 




L 1 1 ^ 1 




A 


2. /yuD 


1 L 1 


O /O 




27738 


58106 


A 


27907 


3887 


4013 




21139 


58107 


A 


27908 


3423 


3627 





wo 01/075067 PCT/USOl/08631 



SKQ ID 

NO: 


SKQ ID NO: 
of peptide 
sequence 


Met 
hod. 


SKQ ID NO: 
in USSN 
09/540,2l7 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence < \=tinknovvn, 
*=Stop codon, /^possible nucleotide 
deletion, \— possible nucleotide insertion) 


27704 


58072 


A 


27873 


263 


714 


KLNVPIIKATNTIMNMTMNLK 

MSLTAPPSDICRGPKLSFAGKIQ 

AlPEKLKTTATAQRPLDTIGLEV 

PVPAAWLLSAVRNCSKLRATS 

GPNLDTMNGSRRQTGSWTEGS 

RSSMKPHLLSDITGALR/SPKVS 

♦AFCRLATWPFNFLQSGILS 


27705 


58073 


A 


27874 


347 


902 




27706 


58074 


A 


27875 


17 


1178 




27707 


58075 


A 


27876 


1 


1155 




27708 


58076 


A - 


27877 


3 


11 09 


EKETMQSLNDRLASYLDRVRS 

LETENRRLESKIREHLEKKGPQ 

VRDWSHYFKIIEDLRAQIFANT 

VDNARIVLQIDNARLAADDFRV 

KYETELAMRQSVENDIHGLRK 

VI DDTNITRLQLETE1EA\LKEEL 

LFMKKNHEE\EVKGLKTPNYA 

ALG*T\VEVDAP\KSQDLAKI\M 

AD1R\AQ\YDELGSERTERKLDK 

YWSQQIEESTTVFTTQSA\EVGA 

AETNLHRSLKRTV\QSLEDRPW 

TSMRNLKAQLGEQP*GEVEAPL 

RPTRWSQLNGILLHLES\ELAQT 

\RAEGQRQA\QEYEALLNIKVICL 

\E AEIATYRRLLEDGEDFNLG D 

ALDSSNSMQTIQKTTTRRJVDG 

KVVSETNDTKVLEALSQQKAG 


27709 


58077 


A 


27878 


1 


1305 




27710 


58078 


A 


27879 


209 


560 




27711 


58079 


A 


27880 


219 


512 




27712 


58080 


A 


27881 


528 


803 




27713 


58081 


A 


27882 


3 


432 


SSPCVEFSTSMGACLRPATARSP 

SATCTAWTCTGWRRGRPWWR 

WTPENSGVAGGDGTSEEDSEE 

VEGAEWWGRRRRQRRGERCG 

GLRRAPCQGAPGKCLCPRPP\GP 

SPC*/CEALGAQRAS*PHRRELK 

VGGPGPGCELSPMV 


27714 


58082 


A 


27883 


117 


483 




27715 


58083 


A 


27884 


I 


1497 




27716 


58084 


A 


27885 


228 


776 




27717 


58085 


A 


27886 


1012 


1677 




27718 


58086 


A 


27887 


194 


562 




27719 


58087 


A 


27888 


1 


423 




27720 


58088 


A 


27889 


232 


308 




27721 


58089 


A 


27890 


1 


1692 




27722 


58090 


A 


27891 


186 


2191 




27723 


58091 


A 


27892 


2 


141 




27724 


58092 


A 


27893 


1 


1692 





wo 0I/075(»67 



PCT/USOl/08631 



SCO ID 

NO: 


StQIDNO: 
of peptide 
sequence 


Met 
hod 


SE Q ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of Tirst 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( \-linknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


27694 


58062 


A 


27863 


I 


1341 




27695 


58063 


A 


27864 


i 


739 


MGDFNTLLSALDRSTRQKVNK 

DIQELNSALHQADLIDIYRTLHP 

KSTEYTFFSAPHRTYSKIDHLV 

GSKALLRKCKRTEIITNCLSDHS 

AIKLELRIKKLTQNHSTTWQLN 

NLLLNDYWVHNEMKAEIKMFF 

ETNENKDTTYQNLWYVKDTR] 

SGMLWYVKAVCRGKFIALNAH 

KRKQERSKIDTLTSQLKELEKQ 

EQTHSkTSRR(jElfklRAELkEl 

ETQKTLQKINECRSWFFEKINKI 

DRPLARLIKKKREKNQIDAIKN 

DKGDHTDPTEIQTTIREYYKHL 

YGNKJLENL*H*MPTRESRKDLK 

LTP*HHN*KN*RSKSKHIQKLAE 

GKK*LRSEQN*RK*RHKJCPFKK 

SMNAGAGFLKRSTKLIDR 


27696 


58064 


A 


27865 


I 


1920 




27697 


58065 


A 


27866 


444 


763 




27698 


58066 


A 


27867 


1 


651 




27699 


58067 


A 


27868 


94 


964 


VNADWVLQRELEQTSLWSSKQ 

RACCLSHVVGLRMISSCTTRKM 

AEEEQRKIPLVPENLLKXRKAY 

QALKATQAKQALFGKEGAEER 

KRAQ/WFKRLESFLHDSLAAET 

*QG/RISRQLEVQPHALELPDKC 

SLAFVVRIKRIDGGSLLVQRTIA 

RLCLKKIFSGVFWKAPPRIQKW 

LRIVEPYVTWGFPNLKSVRELIL 

KRGQAKVKNKTIPLTVDITVME 

EHLGKFGVICLEDLIHEIAFPGK 

HFQEISWVLRPFHLSVAHHATK 

NRVGFLKEMGTLGYRGERINQ 

LIRQLN 


27700 


58068 


A 


27869 


176 


334 




27701 


58069 


A 


27870 


3 


452 


AASTGGGSHLLLSIMAALRPLV 
KPKIVKKRTKKFIRHQSDRYVK 
IKRNWRKPRGIDNRVRRRFKGQ 
ILMPNIGYGSNKKTKHMLPSGF 

RXFLVHNVKELEVLLMCNKSY 
CAEIAHnVSSKNRKAIVERAvA 

r\1 A ID\/TrKlDXT A Dl 1> OCCXTTT 


27702 


58070 


A 


27871 


2 


423 




27703 


58071 


B 


27872 


193 


1698 





wo 01/(>750(i7 



PCT/US(>1/(»«631 



SKO ID 

NO: 


SEQIDNO: 
of peptide 
sequence 


Met 
hod 


SEQ II) NO: 
in USSN 
09/540,217 


Nucleoltde 
location of Tirst 
codon for peptide 
sequence 


Nucleotide location of last 
codon for Inst amino acid 
of peptide sequence 


Amino acid sequence ( X'=Unknovvn, 
*-Slop codon, /-possible nucleotide 
deletion, \=possibte nucleotide insertion) 


27674 


58042 


A 


27843 


37 


299 


ILLCSVQTLPLLRREFYGHIPKC 
QQSLNIICSPSSLRJPGFLHRNRL 
STPFHVQQPQREHF*YCRSQIH 
GENSAWHIRSHHAEKAHF 


27675 


58043 


A 


27844 


84 


428 


PAEIERSTAKTPGPPGSLEMGLL 
TFRDVAIEFSLEEWQCLDTAQR 
NLYKNVILENYRNLVFLGIAVS 
KQDLITCLEQEKEPLTVKRHEM 
VNEPTGPRQKRRVTSSR»*MKR 
YVII 


27676 ' 


58044 


A - 


27845 


1 


719 




27677 


58045 


A 


27846 


669 


830 


CLVQNQNIFC*1LS*WSSLV*QS 

ACRQLMPLLHLPNDQQAPVWT 

ENQPGGHWR 


27678 


58046 


A 


27847 


223 


382 


CLVQNQN1FC*1LS*WSSLV*QS 
ACRQLMPLLHLPNDQQAPVWT 
ENQPGGHWR 


27679 


58047 


B 


27848 


1 


491 




27680 


58048 


A 


27849 


1 


1113 




27681 


58049 


A 


27850 


505 


1105 


ITCTLYPSLRIVYEAFPATGDNM 

FRRIIKDALFRTIQFCQIMNRSQ 

YMFTCRCRTEMQVPQHRRKKT 

FKPTVLLNHFVMEIIVLTAGRID 

AAFQDEVAASEGFLKQPVGKD 

YKFGGPSVKDEKLFGVGTGMG 

HHN*LSV*TSIQHLLSNTQG/CL 

RVCPALRL/HSRNLSAMVISFSF 

SCGARSAISPINARKRWASPVC 


27682 


58050 


A 


27851 


1 


2697 




27683 


58051 


A 


27852 


1 


1998 




27684 


58052 


A 


27853 


864 


1025 


CLVQNQNIFC*ILS*WSSLV*QS 
ACRQLMPLLHLPNDQQAPVWT 
ENQPGGHWR 


27685 


58053 


A 


27854 


1605 


1766 


CLVQNQNIFC*ILS*WSSLV*QS 
ACRQLMPLLHLPNDQQAPVWT 
ENQPGGHWR 


27686 


58054 


A 


27855 


677 


735 




27687 


58055 


A 


27856 


1126 


1568 


SSSSTGRSRHKEVSPGCQQDGL 

RCQEWWSVRPG\YEATGGVWG 

KQLGIPASGLPGRRSSESPRKSC 

TPVTSRTGLPVCPWAALSPESR 

SFSLSVRPVCVC\CVGTKMSCA 

PECCFFLVSLSLLSLFLRLLLGL 

AAHCQFFPAVPLCIL 


27688 


58056 


A 


27857 


1142 


2450 




27689 


58057 


A 


27858 


1 


1131 




27690 


58058 


A 


27859 


229 


402 




27691 


58059 


A 


27860 


505 


597 




27692 


58060 


A 


27861 


1 


657 




27693 


58061 


A 


27862 


248 


382 


QPPKITLLYQQWIQTKKKSLKS 
FLP*QEFRKMQKJCHSTKSS1TL 



wo 01/075(167 PCT/USOl/08631 



SEQ ID 

NO: 


SKQ ID NO: 
of peptide 
sequence 


hoil 


StQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
IfKralion of first 
codon for peptide 
scqueuce 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=llnknown, 
*=$top codon, A=po$sible nucleotide 
deletion, \=possible nucleotide insertion) 


Z /OjO 




A 


Z /6Zj 


A A 


oZ 1 




£. iOJ / 




A 

A 


Z /dZO 




70 T 
tZ. / 




Z fOJo 


Jotizo 


A 


77C77 
Z /OZ / 


7 


1 717 
1 J J / 




Z /UJ" 




A 

A 


Z /oZo 


1 ZJO 


1 70 1 




27660 


58028 


A 


27829 


228 


502 




27661 


58029 


A 


27830 


1 


1035 




27662 


58030 


A 


27831 


146 


392 


GHRSHQSPEETPNLIPRTPIPPLG 

1 Lj I olKo i KIrK 1 tAoOrNULINX 

\X/VI XDXDD/^n/^D DCC A A CDD/^ I? 

PDTTvTMCCIJf DAPDTT 
rt' 1 INNooKJLr Atrc 


27663 


58031 


A 


27832 




300 " 




27664 


58032 


C 


27833 


289 


414 




27665 


58033 


A 


27834 




576 


AALAERWLGEVLVRVGVRVPG 

GSGGLRHWCPCGLLGRGLGQA 

PEHKVRLSMEFCSTCTADHISLS 

SFWRSSFQQPLVPAVSLQSPDR 

RLSHDPAASSWSGFCGISPAFSA 

FSECSPSSLRSHPPALLQAAES* 

C A A CCCDODX\l/CI C/^ Oi^TTi 

r AAi>bbrc>r i WbLl>OoO 1 RKPW 
SA^ACNWLLSDSSSHRRSFWES 
GIITMVLALTLEELV 


27666 


58034 


A 


27835 


1 


231 


DELLVGGNPRGDAAEEGRCPP 

00 Vu V K Yl^lv^rl WrKKLL,i>KNr 

GAAD*GPGS*RWDRCPRDEIWR 
FLGALVGSVSSG 


27667 


58035 


A 


27836 


18 


398 


KVRWERSWSESESESQEGRRR 
AQALVPSVASVSSRPWDRPPST 
K*GCLWSSAARAQOTIYHSVPS 
Kjkj H r Jjooli W L r A V oLl^or UKKL 

SHDPAASSWSGFCGISPAFSAFS 
ECSPSSLRSHPPA LGSF 


27668 


58036 


A 


27837 


1059 


1446 


AVWSLPAPPAPCLLAGLLCTCC 
RTP*TASLCARGPVPRPRA*EAT 
RGTSA*ALHSPPGTLTPTVTRTS 

DCUI C A D A A A DCliD A DDX A CDCC 

RLPAWLAVRLSIPPRRGSLGGA 
GAQAAAASTRFTCCS 


27669 


58037 


A 


27838 _ 


1 


211 


ATALAERWLGEVLVRVGVRVP 

r*/^ P \1/T> A A 1 \/Dl\/ A C* A XDDC/^ 
L^OCWIvAl^ALVrl V Ao A 1 IvroO 

Kvjrr 1 K^yi 1 K 1 oKlvjKo 1 1 IVIK 

HART 


27670 


58038 


A 


27839 


316 


537 




27671 


58039 


A 


27840 


255 


475 


RPWVRAPYKLLPALLHAPLCAP 

K 00 r W Ki' V / r A 0 Ar 0 r KJL L 1 r 

r^J/T^l Cl 1 DX\1/CI Ci^C/^TD 1/ D\l/C 

GPVTG^ 


27672 


58040 


A 


27841 


622 


1127 




27673 


58041 


A 


27842 


364 


666 





3662 



wo 01/075(167 PCT/lJSOl/08631 



SEQ ID 

NO: 


SEQ ID NO: 
or peptide 
sequence 


Met 
hod 


SEO ID NO: 
in nSSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of Inst 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X^Unknown, 
*=Stop codon, /-possible nucleotide 
deletion, \=possible nucleotide insertion) 


27639 


58007 


A 


27808 


126 


893 


EDGSGGGKFPEGARQGGTGQR 

RRRKAM RRTG A P AQA DS RG RG 

RARGGCPGGEATLSQPPPRGGT 

RGQEPQXMKETIMNQEKTRHTC 

RHKVRJGGKGTARKKKKVVHI 

TATA\DDKK\LQFLLKGS*GVN 

N1SGIE\EVNMFTNPRNKLIHF*Q 

PLKVQGISWAANTFHHLQGHA 

♦DKSSWTEMLPSIFKPSLGAG*V 

♦LVLRRLA\EALPQTNLWDGKS 

TTLLLGEDDGDDDESSQILWEY 

FGWRVPRNEANLNLSSTF 


27640 


58008 


A 


27809 


180 


589 


KELPLLIFCRWQFESLHELNVPF 

FKVGSGDTNNFPYLEKTAKKG 

SPNGDLPVGCKSNGHP*SKFIRS 

VKPLNPQLLASLQCTSAYPLQP 

EDVNLRVISVSRREGVPFLGHL 

L WG RR S L F YN QN SN KHG IL YN 


27641 


58009 


A 


27810 


623 


1082 




27642 


58010 




2781 1 


548 


645 




27643 


5801 1 


A 


27812 


329 


510 




27644 


58012 


A 


27813 


3254 


3628 




27645 


58013 


A 


27814 


1 


960 




27646 


58014 


A 


27815 


349 


681 


PMASNRAITLTAWPKIPFLGICE 
AKNPRSENMRL/AHHFGSGLPP 
SWELWEOGPPGNSSRYIEFLNK 
HT Y 1 KGTLR V YTK KFCML V I KS 
FESKSCVWRYDFDSKSSVNVTV 


27647 


58015 


A 


27816 


240 


473 




27648 


58016 


A 


27817 


825 


1043 




27649 


58017 


A 


27818 


2 


418 


GKVVCFEAFLQQILGKHQFYW 

CLEGLGHCHHHIGAKYPEDIVD 

EESAQQDAASADIVEVQELYSI 

KGEGQAKKVVGNPVLPQQVPD 

ANDAAQAQAHQVLGVKFIIDD 

L*AERPGKSTP*GRATPPTFLVF 

PRTLCEGI 


27650 


58018 


A 


27819 


2 


427 




27651 


58019 


B 


27820 


51 


672 




27652 


58020 


A 


27821 


43 


667 




27653 


58021 


A 


27822 


516 


1056 


WSRAPAPQQCQHWLHPAGRTL 

HLRCLLGIWHQCDGDSGQVLR 

GTNENLVFPQDLLEKGLEANNF 

AMLGTWEMSSFPGIFIALLLRF 

DiSLKKNTHTYFYTSFAAYIFGL 

GLTIFIMHIF1CHAQL*GVKS*GS 

SGSDRJQRGNRGISIEGAGEERE 

^4MQLVPEPLRARPDRWGLGPH 

RRA 


27654 


58022 


A 


27823 


1 


1019 




27655 


58023 


A 


27824 


1061 


1258 





wo 01/075067 



PCT/USOl/08631 



SEQID 
NO: 


SEQ II) NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in IJSSN 
09/540^17 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, V^possible nucleotide insertion) 


27629 


57997 


A 


27798 


1 


629 


MKVGLDQIIEVVPSHSVTSGAA 

AG ECG G V HCDS VC A EG R WGPN 

CSLPC YCKNG ASCSPDDG ICEC 

APGFRGTTCQRICSPGFYGHRC 

SQTCPQCVHSSGPCHHITGLCD 

CLPGFTGALCNE/RLFTVCPSGR 

FGKNCAGICTCnvJNGTCNPIDR 

o\^\l\^ y rO WIUoUCov^rrlCAUIvC 

VHGRCIAPNTCQCEPGWGGTN 

CSSVKKQSTVCES 


2763(r' 


57998 ^ 


A 


27799 


108 


1071 


YPLFLSSISACDGDHWCPHCTS 

RCQCKNGALCNPITGACHCAA 

GFRGWRCEDRCEQGTYGNDCH 

QRCQCQNGATCDH VTGECRCP 

PGYTGAFCEDLCPPGKHGPQCE 

QRCPCQNGGVCHHVTGECSCP 

SGWMLSFPGWRP1*FSKSL*MQ 

GTVCGQPCPEGRFGKNCSQECQ 

CHNGGTCDAATGQCHCSPGYT 

G ERA A VPDVRKXCQDECP VGTY 

GVLCAETCQCVNGGKCYHVSG 

ACLCEAGFAGERCEARLCPEGL 

YUlKCJJKKCrCHLhN iHoloLIA 

AKKSNSLHAIALDFRAQCQSVK 

DRCHASDLPIDIVSTETLR 


27631 


57999 


A 


27800 


243 


1296 


ETQEESSEFLPCGSHQPNG*LLF 

CSTYKRCLCNWGPC*AY*RACP 

CPALQQCPDI/CPQAQLAIPCAP 

QQQQLSRCLSFPSSLLQDPNTP 

G/EYRKDEGRAGSRGAGEKQC 

THNSPRWLQNTVSNQGSSMPG 

FQSHVPSLLGAFVQCTNCTRVC 

SSPANKIFTTFRLGDPLVSPCHQ 

GFGSNTHCCVESWQSSCSGMH 

KDLGALHTPAPGSPTNVAATQ 

ARREPRCRLAVLSTLDRSTRQK 

VNKDIQELNSALHQADLTDIYR 

TLHPKSTEYTFFSEPHRTYSKTD 

ML VUoK.OLLbK.CK.K 1 til 1 NCLo 
UrtoAlKX.tLlviK.K-L I i^NUo 1 1 W 
KLIN IN LLL NU T W V n In tlVI KAtl L> 




JoUUV/ 


A 
r\ 


Z /oUI 


J jZ 


OZ / 






joUUI 


A 


070 AO 

z /oUZ 


7ft 

/u 


ZUU 




07/: '5/1 


conn'5 


A 
A 


Z /ttUJ 


1 0 








JoVKJj 


A 
A 


Z /6Uh 


OjZ 


you 




27616 


S8004 


A 

fx 




1 
1 


474 




27637 


58005 


A 


27806 


1 


140 




27638 


58006 


A 


27807 


1 


1260 





3660 



wo (M/075«67 



PCT/US(>1/0«631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 


Nucleotide 
location or first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide scQuencc 


Amino acid sequence ( X=Unknown, ' 
*=Slop codon, /=possible nucleotide 

ff^lAfft^n fflkt^lAAffl^A AnPA^iiAn\ 

ociciion^ \— possiuic nucicoiiac inscriion^ 


27609 


57977 


A 


27775 


3 


197 


RPDA V PARSLEM KRFPM PPPPP\ 
G*FSPGASLDVNPGCYKQAPSC 
SLAQILSNLSNLWSSAVSNF 


27610 


57978 


A 


27776 


77 


379 


GRLLDKAGIPH/PPFPSGGLGCQ 
H * RRSPLH EHPSSGPXPAGLKPS 
LSCLPAGQGSGPAARY/GLSLPP 
TP WAPVQPEPPRRAPPPA PGRS 
VPSTTQGLRSASA 


27611 


57979 


A 


27777 


177 


444 


RGGQGSGPAACYA*/RLPPTPW 

APVRPEPPQRAPPPAPRRPVPST 

TQGLRSASTRRVTGRQtHtQP' 

WCGIHWVKPAGLLSLVGRWRV 

LMS 


27612 


57980 


A 


27778 


165 


591 


QRAGSPHSPRSLSAPPLPGLPLW 

RHLRSPSAHRCTVRAPFWAGQ 

GRSRLPQLAGRCGGRGASGNP 

G\SHGACGPAGVPGGRGLGGPR 

TGSSQLALPAPGNEGLSTPASG 

RRKKLRTHPSIRRN KLQTRYLK 

SCNTHREGPRLH 


27613 


57981 


A 


27779 


1 


1605 




27614 


57982 


A 


27780 


2 


1970 




27615 


57983 


A 


27781 


1 


3522 




27616 


57984 


C 


27782 


183 


254 




27617 


57985 


A 


27783 


39 


346 


QYISELQFLASTVRQTPATSPAH 
KNFQTPEPQQPGIPPEPPPPGAC 
YKCWKSGHQAKECLQPGIPRK/ 
HASHLWQPLPEPPGTLAQGSLT 
DSFPDLLGLAAED 


27618 


57986 


A 


27784 


1 


354 




27619 


57987 


A 


27785 


72 


299 




27620 


57988 


A 


27786 


273 


530 


LGSGDLPWGINPLSSCSLLREK 
DPLTISGPQTHQPKEHLTNFKSG 
PH*KSDCSTAPG\ATPRAPGTLA 
QGALTDSFPDLLSLAAED 


27621 


57989 


A 


27790 


1 


1068 




27622 


57990 


A 


27791 


148 


527 




27623 


57991 


A 


27792 


2 


1910 




27624 


57992 


A 


27793 


1 


1047 




27625 


57993 


A 


27794 


96 


488 


WDRMAGGSSNTFGFPPPPLPYR 

SCER*QRDGGPRSPGSLSVPPW 

PR/PPILAALEEPFSPPLHRGRPS 

LGWPRPELAPSAQRSAAS/RPEA 

SKDHEPTRKKE/PTPDTQP* EL* 

HSLPRSSASLALGPHYLYEL 


27626 


57994 


A 


27795 


3 


2086 




27627 


57995 


A 


27796 


3 


412 




27628 


57996 


A 


27797 


2 


390 





wo 01/075067 



PCT/USOI/08631 



SEQID 
NO: 


SIQ ID NO: 
of peptide 
sequence 


Met 
hod 


SK Q ID NO: 
in USSN 
09/540^17 


Nucleotide 
location of first 
codon for peptide 
sequence 


NuclfOtidc location oflast 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X-Unkoown, 
*=Stop codon, /^'possible nucleotide 
deletion, V=^possible nucleotide insertion) 


27599 


57967 


A 


27765 


1 


927 


GTRDATAEENRVLLAMVNPTV 

FFDIAVDGErLGRVSFEVRGLD 

TKX*LL1*SIKLC*QIGGSSFF1TS 

D*KNSCLPLIVQQCLLFLR1LP\L 

FADKVPKTAENFRALSTGEKGF 

GL*GVPCFHR\nPGFM\CQG\GD 

FTPP*MAPGGKSIYGEK\FEDEN 

FI\LKHTGPGILS\MANAGPNTN 

GSQFFICTAKTEWLDGKPWVF 

GKWKXGLNIVEANiERFGSRNG 

KTSKKITIADCGQLLISFDLCFIL 

NHQDHSFCALLSGEHPSTPFAR 

RlLRILwLSLQFLWGSMFSLFPP 

MPSWIAAVKFMIIEIKTK 


27600 


57968 


A 


27766 


1 


798 




27601 


57969 


A 


27767 


1 


575 


PTRPPTRPPTRPIMAQDQGEKE 

NPMRELRIRKLCLNICVGESGD 

RLTRAAKVLEQLTGQTPVFSKA 

\RYTVRSFGIRRNEKIAVHCTVR 

GAKAEEILEKGLKVREYELRKN 

NFSDTGNFGFGMQDHIDLGIIY 

DPS 1 G i YG LDF Y V VLG RPG FS I A 

DKXRRTGCIGAKHRISKEEAMR 

WFQQKYDGIILPGK 


27602 


57970 


A 


27768 


1 


1695 




27603 


57971 


A 


27769 


1 


228 




27604 


57972 


A 


27770 


1098 


1938 


IWPRPRDC/RVSYTTVFPPATVT 

APVA^SGGSHDHIQQYSDIEDFR 

QATAASSVMVARAAMWNPSIF 

LICEGLRPLEEVMQKYIRYGGM 

GAALLSDPDKIEKAPSMGTLM 

GVYLPCLQNIFGVILFLRLTWM 

VGTAGVLQALLIVLICCCCTLL 

TAISMSAIATNGVVPGYLHTLV 

QNLVNNGYVRDETVRAAPYD 

WRLEPGQQEEYYRKLAGLVEE 

MHAAYGKPVFLIGHSLGCLHLL 

YFLLRQPQAwKDRFIDGFISLG 

AP WGGSI KPML VL ASGSGTRA 


2/O03 


57973 


A 


2111 \ 


1 


1710 




27606 


57974 


A 


27772 


163 


1659 




27607 


57975 


A 


27773 


3 


297 




27608 


57976 


A 


27774 


3 


447 


SSPHSSRSLSAPPLPGLPLWRHL 

RSPSAHRCTVGAPFWAGEGRSP 

LPQLAGRCGGRRASGNRG\ARG 

ACGPAGVPGGRGLGGPALGAA 
nwno*! DCDnAm /^XA/riDDr*! 

SLPPPPWVPVQPEPPRRAPPPAP 
RRPVPSTAQGLRSASA 



wo ()l/075067 



PCT/US01/(I863I 



SEQID 
NO: 


SKQ ID NO: 
of peptide 
sequence 


tMel 
hod 


SEQ ID NO: 
in USSN 
Oy/540,217 


Nucleotide 
location or first 
codon Tor peptide 
sequence 


Nucleotide location of last 
codon Tor last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possible nucleotide insertion) 


27580 


57948 


A 


27746 


166 


405 


RPRSERLLWGTSPLS/CALTL*G 
DPPTTSG PQTNQ\PRN 1 SPI SN RD 
PTGKWTVQLTRQPLPEPLELWP 
KALRLTPSQIFSA 


27581 


57949 


A 


27747 


425 


484 




27582 


57950 


A 


27748 


448 


520 




27583 


57951 


A 


27749 




679 


GGGFSDRDRTIALQPGQQWM 

WGIGKQVGGCGWLRGKNRVV 

GAAKDQSGTGEKFYFIPKAMG 

AMEGSGORRTLPDPGAHRNPS 

GGYSATDCEGSRPAPGEINSHA 

SHTKPVWWFFTQTRMKFGAVT 

RIGGLPWEVNPLSSCSLLREKD 

PPTTSGPQ'nTSPRNISPILNPELA 

TLAGNLATGPRNARSPGFLLSR 

VPSVWDPTENRTVQLTWQPLP 

EPLELWPKAL 


27584 


57952 


A 


27750 


3618 


3848 


NLCKEPSSRRSIHKESLLNFPLM 
GLDPRPQEGFPRDSPR*REESTS 
LHDPMASSSSTVFWGLKRQKY 
FLWPFRAST 


27585 


57953 


A 


27751 


1 


297 




27586 


57954 


A 


27752 


244 


420 


RKETKERSRTPP*SPRTGQMTP 

CKLQPGVLSFPRTAQSWEPPAV 

PQSPLKNELRRKYLT 


27587 


57955 


A 


27753 


1993 


2205 




27588 


57956 


A 


27754 


138 


833 




27589 


57957 


A 


27755 


1 


875 




27590 


57958 


A 


27756 


1 


1041 




27591 


57959 


A 


27757 


3 


1447 




27592 


57960 


A 


27758 


23 


3257 




27593 


57961 


A 


27759 


2 


168 


GKAGCWPRSRARKCRTSSPSIW 
A A WRPPTR* LT VTSRPGTSG SE 
PWAMAAASRWQ 


27594 


57962 


A 


27760 


85 


1271 




27595 


57963 


A 


27761 


5871 


6056 


TSSAASTAPRWRRKPHGHQKSL 
PASLRFPGR*TPQPDLPGPPAQP 
PAQPGPPQAATVPGRW 


27596 


57964 


A 


27762 


1 


280 




27597 


57965 


A 


27763 


1 


714 




27598 


57966 


A 


27764 


2 


558 


RRAHACARRRRKKEMLGVNVL 

TSHSSQERMKLTFKKKAVNFA 

DAAAAQGPLLPAMVNPTMFFH 

lAVDGEPLGCVSFEVRGLESFCK 

*LLI*SIKLC*Q1G\LFADKVPKT 

AENFHALSTGEKGFGYKGSCFH 

RIIPGFTCQSGDFTRHT/GIGGKS 

ICREKFDDKNFILKHTGPGILSM 

ANAGPSVNV 



wo 01/075067 



PCT/USOl/08631 



StQlD 


SEQ ID NO: 


Met 


SEO ll> NO: 


Nucleotide 


Nucleotide location of last 


Amino acid sequence ( X=Unkno\vn, 


NO: 


of peptide 


hod 


in USSN 


location of first 


codon for last amino acid 


*=Stop codon, /=possihlc nucleotide 




sequence 




09/540,217 


codon Tor peptide 


of peptide sequence 


deletion. \=possiblc nucleotide insertion) 










sequence 








J /yzH 


A 


77777 
z / /zz 


1 
1 


7171 
ZJ / J 




2 / 55 / 


5 / Vz5 


A 


Z / /ZJ 


2 


'->'?'^ 
z /z 


ivAK 1 1 1 LVVPRARGi GSRVSGAP 














WrLLULACiUUr LPHA VLCDLSA 














Aool VbOKoNrnCAWOOLErr 














riP\/CD A CC/^CD\/DE?DCI IOCk>IDI_l 

UcVcKAtourrVrfcroLlobMPH 




J / yzo 


A 
r\ 


77774 

Z / / ZH 


1 yj 


4ft0 

Hoy 






S7077 

-? /"Z / 


A 
rV 


7777 S 

Z / /Z J 


7 I fl 
Z 1 U 


iinft 

1 jUo 






^707 ft 


A 


7777A 
Z / /ZD 


707 
ZUj 


474 




Z / JO J 


J /vzy 


A 


77777 
Z / /Z / 


774 
zz4 


ft07 
6VZ 






^70*10 
J fyjxj 


A 


7777ft 
Z / /Zo 


1 
1 


4^7 
'f J / 




Z / JOJ 


^70T1 — ' ' 


A 
/A 


77770' 
z / /zy 


J 


1 17^ 
I jZj 


..^ rr: ; — - 


Z / JOH 


^7017 
J /yjz 


A 
/\ 


Z / / JU 


177 
jZz 


^17 
J 1 Z 




Z § JXjJ 


J /yjj 


A 


7771 1 
Z / / J 1 


A7 1 
OZ 1 


717 




Z /300 




A 
A 




AAi 

44 1 


J60 




Z / JO / 




A 
A 


777 

Z / / J J 


1 
1 


707 
/VZ 




Z / jOo 


J / VjO 


A 
A 


77774 
Z/ / J'f 


Q 
0 




C?/^/~'DVIC Al> A PkA rAOOT U A c r»r» A T\ 

oO N A KA U A UP b LH A b PP A P 














1 MA 1 VyLLhGKWRLVDSXKGF 














Y M K t\LU V 0 1 A LKKIVI 0\A MP 














K.r\UL.II 1 I MK. 1 bo I Lie 














1 lyhSCTLOEKJFEETTADGRKT 














1 VCNr 1 UUALVQHQEWDGK 














1 J 1 KKLKJjOKLVVECVMNN 














V 1 CI Kl YbK-Vb 


z / Joy 


^70*57 


A 
A 


777*^ c 
Z / / J J 


oO 1 


7 1 1 
z 1 0 1 






S70'%ft 
D /yjo 


A 
A 


777-2/: 
Z / / JO 


14Q 
j'+y 


A7^ 
OZ J 




77S71 


J lyjy 


A 
A 


777-27 
Z / / J / 


1 
1 


OjU 


MAl^t 1 INMoV^VrMLCo 1 UCOr Y 














rj'KiPRTMnMPQv/r'Vfcf PTJi rkDr*xi 














CCXiriP IQPD ATCX/CCI CTTCI DV/i^r' 
ooiNOtvlorrA I oVooLaboLr Vl^C 














TPin^VPP AHQ A 1 r^CTCCQWirkDC 














DP'IVXOCI 1 CCC\/ACC*^I r\C"TO\/r\ 
rl^iKXi^oLLocoV A bbybUo 1 0 VL) 














IvAVrbl tUVyAbVbDI AQQPSb 














bC^olvbLtKPKyjvKNKCr MCRK. 














K.VvjL J OrbCKCON VbCboVHRY 














bUVrliNCo YN YKAUAAbbN/Lb 














IvtlNr V V VUJtKlV^rLl 


27572 


57940 


A 


£. 1 1 DO 


1 
1 


1 I/O" 




77S7'? 


J / y*^ 1 


A 


Z / / J" 


4 1 


114 
J JH 


Avj JSJVl I ls.LFlin.riLft.Ui VlNiorv^^ 














Vf? wriHPnTi Ck^r;\Pi w^ni i ti^c 

V tvJVVjrlr U 1 LoIvO\cLn.v^LL i IVt 














bAiN 1 \IIvWJnU!w\ VlL)blr\y(j\LL) 














AXI/^riP\/^\/rkP/^PPIC\I \/AIA¥ 

AWyt^txy VUrV^br IMLVAIAL.K. 














A A LIVLiTTLJI/C 

AAH Yn 1 HKb 


77^7d 


^7047 
J ly^L 


A 
A 


777>|A 


1 


< 1 0 

J ly 




77S7^ 


^7041 
J ty*\j 


A 

A 


on A 1 
Z / /'J 1 


7ft 
z5 


1 14 
J 14 




77^7/i 
Z / J /o 




A 
A 


777/17 
Z / /HZ 


ZUK 


/t7 1 
4z 1 




21511 


J / 7*T J 


A 


7774'? 

Z / / *T J 


0 1 " 


ftQO 
oyi/ 




77S7R 


J / yno 


A 
A 


77744 


I 1 J 


17ft 
jZo 


1 {^Qn A\\/nnnr\i dm/pfkidt cc/^c 
L.U0OA WUUOULr WblNrbobl^o 














LLKbRUbL 1 1 oOri^ 1 \ 1 5>PRNISP 














1! "KIRDPTVOI TWOPI PPPI Fl U/ 














PKAL 


27579 


57947 


A 


27745 


501 


680 





3656 



wo (ll/075«67 PCT/lJSOl/08631 



SEQ ID 

NO: 


SEQ ll> NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540^17 


Nucleotide 
location or first 
codon Tor peptide 
sequence 


Nucleotide location of last 
codon Tor last amino acid 
of peptide sequence 


Amino acid sequence ( \=lJnknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possibte nucleotide insertion) 


27543 


57911 


A 


27709 


3 


959 


MANNPGANGQ\PGGPGGPGMG 

KPRCF/RGEVFGIVIRGRGSRP/R 

GRGRGR\GRGARGSKGRG*RE 

WNAVHQVGAALVKDH*RSKFP 

WKE1YLFSLPH*RNQR!IDRFLG 

GLLSKDEGFE*LCPVQKQTRA\ 

GQPHPGFKA\FVAIGDY\NGHV 

GLGWKCSKEWATGHPVGAllVL 

AKLSIRPRCAEGYLGNKVLAKP 

\HTVPLQGDKGRCG\SVLVRLH 

PLHPRG\TG1\VSAPVA\KKLLM 

MA\G1DDCYTLS/ARGCTATLG 

QIWPRAT\FDAISKTYICLP*PPD 

LWKETVFTKV\PYQ\EFT\DHLV 

KDPHPESSVQQDSELQLVATT 


27544 


57912 


B 


27710 


50 


1598 




27545 


57913 




2771 1 


1 


3916 






57914 


A 
r\ 


27712 


334 


462 


PAFITVNKCSSARKL1QV*GPVA 
CRVHILPLVVRCPPICPGTTG 


27547 


57915 




27713 


256 


654 




27548 


57916 


A 


27714 


1 


855 




27549 


57917 


A 


27715 


211 


436 




27550 


57918 


A 


27716 


19 


319 




27551 


57919 


A 


27717 


987 


1392 


RHCLCSPSRSSESLQPTASSSSA 

RSSPSPPASQPVPPGPAGAAAAP 

HPPCCPPESTCWTWPC*SPLCH 

WAVA*ARSGPGPLGECFETHGP 

HGCPPGQSPRPPQ*APSAWWTE 

VQPR*PRPAPEGSSRRPPPPGAP 


27552 


57920 


A 


27718 


285 


1266 


RSQIQRGTDRAPKCTSGPP\HRV 

AQPQDDAPREEPPYLPNGMPPG 

RDAPHLPDWAASQRGSSHPRR 

WPPSQRRSLLPRRVADRPEAAI 

SALWEAKAGGWETLPEMEITIH 

NKTRQSKRITHQTNRPNTSSKTI 

RITKTDLTSWETQSPGSPDRHR 

KPSTATKHNRFSKIYSRFSIFQC 

DQGLNGRCGQGKGAGKEQRM 

QEQGENFQAPPFQSHPALRSLQ 

MQQVQTEEHFGTLECGKLAQC 

SFHPTREEDRNQDGKTDMLHF 

KLELPLQSTEHVLGVQLILTFSY 

RLHSCGIPSVLSRYPYFSMLAFG 

ILSRTLRRFVTVSSLLITGI 


27553 


57921 


A 


27719 


1518 


1779 


ARSGPGPLGECFETHGPHGCPP 
GQSPRPPQ*APSAWWTEVQPR* 
PRPAPEGSSRRPPPPGAPCPAOP 

PTRRCPGRHQTPPAAGAAVP 


27554 


57922 


A 


27720 


507 


1114 




27555 


57923 


C 


27721 


80 


223 





wo ()l/075(»67 



PCT/USO 1/08631 



SKQ ID 

NO: 


SEQ ID NO: 
ur peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540^17 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^^possible nucleotide 
deletion, \=possible nucleotide insertion) 


27537 


57905 


A 


27703 


717 


1803 


stgrkaphhtyskidhilgska 

lpskc!crt/&/!!™clsdhsa!!cl 

elrikkptqnpsttwklnnlll 

ndywvnkemkseikmffetne 

nknttyqnlwdafkavcrgk 

fialnahkgkqerskidtltsq 

lrelekqeqthskvsrrqeitki 

raepkeietqktlqkinesrswf 

ferinkidrrlarlikkkreknq 

rdaikndegdittdptjeiqttir 

eyykhlyanklenlkemdkfl 

ntytlprlnqeeaeslnrpiags 

eiva™slptkkspgpdgftaef 

yqrykeklyfgagyfgmwal 

l vqf vcicpaqeptel dvlfsvl 
pplsliln 


27538 


57906 


A 


27704 


407 


1696 


NILRN AVPHQQQNKA* RRMTL 

TS*EKKASDDQTTPSYRRKFKA 

KAKKLNTA'EKNLDECITRJTNR 

EKCLKELMELKAKARELREEC 

RSLRSQCDRLEERVSVMEDEM 

NEMKREGKFREKGIKRNEQSL 

QEIWDYVKRPNLHLIGVPESDR 

ENGTKLENTLQDIIQENFPNLAR 

QANIQIQEIQRMPQRYSSRRATP 

RHIIVRYTKVEMKEKMLRAAR 

EKGRVTHKGKPIRLTADLLAET 

LQARREWGPIFNILKEKNFQPRl 

SYPDKLRFISEGEIKYFTDKQML 

RDFVTTRPALIEALKEVLNMER 

NNRSPSSSPATEQSWMENDFDE 

LREEGFRRSNYSELREDIQTKG 

KEVENFEKNLEECITRITNTEKC 

T f Cf K>firi I^Tfc^ADd DCC/^DCI D 

LKcLivibLK. i IwVtvbLlvtbUKoLK 

CD/^r^rM T7CD \/C A K>f Cr\C\>rKlCKif 1/ 

oKUUl^LbbKVbAlvlbUbMNblylK 
KIlO K. r Kb K N IN K^IV iV 




J l^yj 1 


A 
t\ 










27540 


57908 


A 


21106 


1 


67S 




27541 


57909 


C 


27707 


137 


1357 




27542 


57910 


A 


27708 


1 


1032 





3654 



wo <M/()750(»7 



PCT/US«1/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peplide 
sequence 


Met 
hod 


SKQ ID NO: 
in USSN 
uv/y#u^ 1 / 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 

Oi pcpiluc ^LqucilLC 


Amino acid sequence (X^Unknown, ' 
*=Stop codon, /^possible nucleotide 

uciciiuiif \~|iU9^iuic nuticuiluc inacr iiun^ 


27535 


57903 


A 


27701 


1 


2231 


MGK.KQSRKTGNSKKQSASPPP 

KERSSTPATEQSWSENDFDELR 

EEGFRRSNYSKLQEEIQTKGKE 

VK H FEKNLDECITRJTNREKCL 

KELM ELKAKARELREECRSLRS 

QCDQVEERT\LA RLIKKKREKN 

QIDAIKIDKGDITTNPTETQTTIR 

EY YKHLYTNKLEN LEEMDKFL 

DTYTLPRLNQDDVESLNRPITG 

SEIEAINHSLPTKKSPGPDRFTA 

KFYQSLPSSCDYGHAPAHPDVF 

RVSSFWWVRGLAGSGVKLQTF 

AVSVTALKAARLELFIPPDSGA 

QLASPSGSLTRTGGGAACQSHA 

VCPHSSAFGWSMGLGAMEQG 

AALIGEARASREPMEEVGGSG 

MAACRSQALPRGQLRPSEKSRA 

APEHSSSPAMEQSWMENDFDE 

LREEGFRRSNYSELREDIQTKG 

KEVENFEKNLEECITRITNTEKC 

LKELMELKTKARELREECRSLR 

SRCDQLEERVSAMEDEMNEMK 

QEGKFREKRIKRNEQSLQEIWD 

YVKRPNLHLIGVPESDGENGTK 

LENTLQDIIQENFPNLARQANIQ 

IQEIQRTPQTYSSRRATPRHIIVR 

FTKVEMKEKMLRAAREKGDSV 

ERSFSNKAELLFQLHGHQRESL 

SKKEAQVWRDKGLYFRKGLLD 

QAQSWSRQVASILGAQIQVEGS 

PEQRLENVELAGGHLNTLKAIP 

MVAVAGGISFKCGAVLLLGAA 


27536 


57904 


A 


27702 


596 


1593 


KPRLENYVKNAEASGANAINW 

KKGY/LVMEDEMNEMKQEGK.F 

REKRLKRNEQSLQEIWDYVKR 

PNLRLfGVPESDGENGTKLENT 

LQDI IQENFPNLARQATVHIREI 

QRTPQRFSLRRSTPRHIVRFSKV 

ETKEKMLRAAREKEIQTTIREY 

YKHLYTTKLENLEEMEKFLDT 

YTLPRLNQKEVESMKRPITSSEI 

EAVINILPIKRSPGPDGLTATFY 

QRYKEELERSSSPATEQS WM EN 

DFDELREEGFRRSNYSELREDIQ 

TKVKEVENFEKNLEECITRITNT 

EKCLKELMELKTKARELREECR 

SLRSRCDQLEERVSAMEDEMN 



wo 01/075067 



PCT/USOl/08631 



SKO »> 
NO: 


SEQIDNO: 
of peptide 
sequence 


Met 
hod 


SEO 10 NO: 
in USSN 
09/540^17 


Nucleotide 
tocalion of first 
codon for peptide 
sequence 


Nucleotide location of last 
codun for last amino acid 
of peptide sequence 


Amino acid sequence ( X^Unkoown, 
*-Stop codon, /°:possiblc nucleotide 
deletion. \=po$sible nucleotide insertion) 


27531 


57899 


A 


27697 


1 


1783 


MGARAGGSCSCLMWLLLASG 

HFMGC V A AG DTVG PEKFRSC Y 

TITLLQSKLSYSFGKNNKNFQL 

RKCLQT VDNLFVPNQNG Y YCH 

SQTSLDRAQIDLNGRIRNGSVY 

SAHSTNSLNNPQPYLQPSPMSS 

NPSITGSDVMRPDYLPSHRHSA 

VIPPSYRPTPDYETVMKQLNRG 

LVHAERQSHSLRNLNIGSSYAY 

SRPAALVYSQPEIREHAQLPSPA 

AAHCPFSLSYSFHSPSPYPYPAE 

RRPVVGAVSVPELTNAQLQAQ 

DYPSPNIMRTQVYRPPPPYPPPR 

PANSTPDLSRHLYISSSNPDLITR 

RVHHSVQTFQEDSLPVAHSLQE 

ERSSSPATEQSWTENDFDELRE 

EGFRRSNYSELREDIQTKGKEV 

ENFEKSLEECITRITNTEKYLKE 

LMELKTKARELCEECRSLRSQC 

DQLEERVSAMEDEMNEM KRE 

GKFREKRJKRNEQSLQEIWDYV 

KRPNLRLIGVPESDGENGTKLE 

NTLQDIIQENFPNLAKQANVQl 

QEIQRTPQRYSSRRATPRHIIVR 

r I IS. vXiiviiv,tixivii^i\y\/\i\jcivOix V 1 

1 k^n/TTHnT/RnRIQROI^ 1 Vk'PPP 

Qnnnv^TPi krK'RTF>jpppMinp'w 




J / 7 V V 


A 


27698 




1046 




27533 


57901 


A 


27699 


1 


3585 




27534 


57902 


A 


27700 


937 


1119 





3652 



wo (H/075«67 
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SKQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


jVlet 
hod 


SEQ ID NO: 
in USSN 
09/540.217 


Nucleotide 
location or first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
or peptide sequence 


Amino acid sequence ( X^Unknon n, * 
*=Slop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


27524 


57892 


A 


27690 


1 


1902 


MNAKALPTLSPLPQATTESVSL 

TQERSSSPATEQSWTENDFDEL 

REEGFRRSNYSELREDIRTKGK 

EVENFEKNLEECITRIINTEKCL 

KELMELKTKARELREECRSLRS 

RCDQLEERVSAMEDEMNEMK 

REGKFREKRJKRNEQSLQEIWD 

YVKRPNVRLIGVPESHGENGTK 

LENTLQDIIQENFPNLARQANIQ 

IQEIQRTPQRYSSRRATPRH 1 1 V R 

FTKVEMKERMLRAAR£K£1QT 

TIREYYKHLYANKLENLEEMD 

KFLDTYTLRRLNQEEVESLNRPI 

TGAGIEAIINSLPTKKIPGPDGFT 

AEFYQRYKEELRIKYLGIQFTR 

DVKDLFKENYKPLLKEIKEDTN 

KWKNIPCSWVGRINIVKMAILP 

KVIYRFNAIPIKLPMTFFTELEK 

TTLKFIWNQKRARIAKSILSQK 

NKAGGITLPDFKLYYKATVTKT 

AWYWYQNRDIDQWNRTEPSEI 

MPHIYNYLIFDKPEKNKQRGKD 

SLFNKWCWENWLAICRKLKLD 

PFLTPYTKI>iSRWIKDLNVRPKT 

IKTLEENLGfTIQDIDMGKDFMS 

KTPKAMATKAKIDKWDLIKLK 

ELLTAKETTIRVNRQPTKWEKI 

FTTYSSDKGLISRIYNEL/KQIYK 

KKTNNPIKKWAKDM 


27525 


57893 


A 


27691 


1 


2781 


MGKKQNRKTGNSKKQSASPPP 

ICERSSSPATEQSWMENDFDEM 

REEGFRRSNYSELREDIQTKGK 

EVENFEKNLEECITRITNTEKCL 

KELMELKTKARELREECRSLRS 

RCDQLEERVSVMEDEMNEMN 

DGENGTKLENTLQDIIQENFPN 

LARQANVQIQEIQRTPQRYSSR 

RATPRHIIVRFTKVEMKEKMLR 

AAREKDFKPTKIKREKEGHYIM 

VKGSIQQEELTILKIYAPNTGAP 

RFTKQVLSDLQRDLD 


27526 


57894 


B 


27692 


1 


756 




27527 


57895 


B 


27693 


I 


1743 




27528 


57896 


A 


27694 


1 


1407 




27529 


57897 


A 


27695 


3 


391 




27530 


57898 


A 


27696 


604 


955 


SSVFLGDPPILIGN KEMCLSSVL 

LINGSINFLHPFREDKGAVDVP 

GVATQQLILLNDPVLTASEILG\ 

LVSSLSK*TSPPiPGPGGNA*AR 

QPSCP*KGELSWRSAPSLVQFSS 



wo 01/i»75067 PCT/USO 1/08631 



SEQID 
NO; 


SEQID NO: 
or peptide 
sequence 


iMet 
hud 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon Tor peptide 
sequence 


Nucleotide location of last 
codon Tor last amino acid 
of peptide sequence 


Amino acid sequence ( X^Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, V=pussible nucleotide insertion) 


27523 


57891 


A 


27689 


1 


1719 

1 


MHNTDGNRFLSHWGYRQALSI 

SSCPASASLHPSSKTKPLGTQSKT 

VVAKRNREHGKKERSSSPAME 

QSWMENDFDELREEGFRRSNY 

SELREDIQTKGKEVENFEKNLE 

ECITRJTNTEKCLKELMELKTK 

ARELREECRSLRSRCDQLEERR 

KQERSKIDTLTSQLKELEKQEQ 

THSKAGRRQEITKIRAELKEIET 

QKTLQKINESRSWFFERINKIDR 

PLARLIKXKREKNQIDTIKNDK 

GDITTDPTEIQTTIREYYKHLYA 

NKLENLEEMDTFLDTYTLPRLN 

QEEVESLNRPITGSEIVAIINSLP 

TKKSPGPDGFTAEFYQRYKEEL 

HINRAKDKNHMIISIDAEKAFD 

KIQQPFMLKTLNKLVLEVLARA 

IRQEKEIKGIQLGKEEVKLSLFA 

DDMIVYLENPIVSAQNLLICLLS 

NFSKVSGYKINVQKSQAFLYTN 

NRQTESQIMSELPFTIASKRJKY 

LGIQLTRDVKHLFKENYKPLLK 

ElKEDTNKWKNIPCSWVXGRrNI 

VKM A 1 LPK VI YRFN A VPIKLPM 

TFFTELEKTTLKFIWNQKRACIA 

KSILSQKNKAGGITLP 



3650 



wo Ol/«75067 PCT/USOl/08631 



SEQ II) 

NO: 


SEQ ID NO: 
<»f peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
■n USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=tlnknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


27515 


57883 


A 


27681 


1 


1677 


MARKDLPPAYGGWQVLDATP 

QEMSNGVYCCGPASVRAIKEG 

EVDLNYDTPFVFSMVNADCMS 

WLVQGGKEQKLHQDTSSVGNF 

ISTKSiQSDERDDlTENYKYEEE 

HFEAFOSVAQ\LPITRPFSWILRP 

F* RP* RJCISTSFi RPLFTFL/LRLM 

NAHPEFRMAMKDAKTYPGKIS 

YSQDSQDLSTDKLIRISALGEEK 

SSPEKILVNKIITLSYPSITllMLLA 

RVLSPSLPGPAGLASRSEYGPA 

KPTPTGNSSWPASAARSPGSRP 

CLSLHTSPQAEGAGSGLDQPRE 

RLPQCSGELKGSSSAARMGAE 

NEEAPRASEGCQGCQQAVTSQ 

QDGGPLLQNRFFWDCGDENGA 

DAVYLDSEPQRQEYVMNDYGF 

lYQGSKNWlRPCPWNYGQAASP 

WRYGQWWVFAAVMCTALGIK 

SCDFQAARNNEEHHTKALSSRR 

LF VRRGQPFTI IL YFRAPVRAFL 

PALKKANKGKLESFSYICFFSIV 

FGSKNSYAKVAYLEVAYPATL 

ONGALRKYLVLGAAVVNOPLS 

lOVIFSNPLSEOVEDCVLTVEGS 

GLFKKQQKVLIP 


27516 


57884 


A 


27682 


1 


1653 




27517 


57885 


A 


27683 


3 


2170 




27518 


57886 


A 


27684 


2 


244 


ACPSTSTSHCRGATCSCSRTS\C 
SGVLQHSLRHCASGRGFSSRCP 
ACCGSPGLGLPAALPPAAWGL 
QIAPSPQGTPGNSQS 


27519 


57887 


A 


27685 


618 


851 




27520 


57888 


A 


27686 


78 


240 




27521 


57889 


A 


27687 


860 


1246 




27522 


57890 


B 


27688 


1 


2301 





wo 01/075067 



PCT/US(H/0«63I 



SEO "> 


SEQ II) NO: 


Mcl 


SEQII>NO: 


Nucleotide 


Nuclrolide location of last 


Amino acid sequence ( X=tlnknown, 


NO: 


of peptide 


hod 


in USSN 


location of first 


codon for last amino acid 


*=Stop codon, /=possible nucleotide 




sequence 




09/540^17 


codon for peptide 
sequence 


of peptide sequence 


deletion, V^possible nucleotide insertion) 


27512 


57880 


A 


27678 


3 


1923 


ATMAQGLEVALTDLQSSRNNV 

RHHTEEITVDHLLVRRGQAFNI. 

TLYFRNRSFQPGLDNIIFVVETE 

DAVYLDSEPQRQEYVMNDYGF 

lYQGSKNWlRPCPVWYGQFED 

KIIDICLKLLDKSLHFQTDPATD 

CALRGSPVYVSRVVCAMFNSN 

UDNOVLNONWSENYTDGANP 

AEWTGSVAILKQWNATGCQPV 

RYGQCWVFAAVMCTVMRCLG 














IPTRVITNFDSGHDTDGNLIIDE 

YYDNTGRJLGNKKKDTIWNFH 

VWNECWMARKDLPPAYGGWQ 

VLDATPQEMSMGVYCCGPASV 

RAIKEGEVDLNYDTPFVFSMVN 

ADCMSWLVQGGKEQKLHQDT 

SSVGNFISTKSIQSDERDDITEN 

YKYEEGSLQERQVFLKALQKL 

KARSFHGSQRGAELQPSRPTSL 

SQDSPRSLHTPSLRPSDVVQVSL 

KFKLLDPPNMGQDICFVLLALM 

MSSQFKDLKVNLSAQSLLHDG 

SPLSPFWQDTAFITLSPKEAKTY 

PCKISYSQYSQYLSTDKLIRJSA 

LGEEKSSPEKILVNKIITLSYPSI 

TINVLGAAVVNQPLSIQVIFSNPV 

LShQVEEKJVLTVEGSGLrKKQQ 

KVrLOVLKJ*QHQASllLbTVPFIC 


27513 


57881 


A 


27679 


1 


756 




27514 


57882 


A 


27680 


I 


2601 





3648 



wo 01/075067 



PCT/USO 1/08631 



V 



SEQID 

NO: 


SEQ II) NO: 
of peptide 
sequence 


Met 
bod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location or first 
codon for peptide 
sequence 


Nucleotide location of la:it 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno»'n, ' 
*=Stop codon, /"^possible nucleotide 
deletion, \=possible nucleotide insertion) 


27507 


57875 


A 


27673 


3 


938 


MANNPGANGQ\PGGPGGPGMC 

KPRCF/RGEVFGIVIRGRGSRP/R 

GRGRGR\GRGARGSKGRG*RD 

W\VPVHQVGAALVKDH»RSKF 

PWKEIYLFSLPH/IKESEllDRFL 

GGLLSKDEGFE*LCPVQEQ\TRA 

GPAATR\FKAFCCYPGTTNGVHV 

G\LGVKCSQE\VAHRPFRGA1\IL 

AKL\S1VPVR\RGYWGNK1RKP\ 

HTVP\CKVnG RCGS VL VRLIP/S 

QPRGTGIVSAPVPNKHbVLMMAG 

IDDCYT\SARG\CTATLG\NFAK 

ATVFDNAISKTYSYLTPDLWKET 

VFTKSPYQEFTDQLVKDHTRVS 

VQRTQAPAVATT 


27508 


57876 


A 


27674 


1 


864 




27509 


57877 


A 


27675 


2 


752 


RRAHACA RRRRKKEMLG VN VL 

TSHSSQERMKLTFKKKAVNFA 

DAAAAQGPLLPAMVNPTMFFH 

lAVDGEPLGCVSFEVRGLESKK 

♦LLI*SIKLC*QIG\LFADKVPKT 

AENFHALSTGEKGFGYKGSCFH 

RIIPGFMCQGGDCE/RHHNGTG 

GKSIYTEKFEDENFILKHTGPGI 

LSMANAGPNTNGSQFFICTAKT 

EWLDGKHVLFGKVKEGTNIVE 

AMERFGSRNGKTSKKITIADCG 

QLLISLTCVLS 


27510 


57878 


A 


27676 


3 


327 


AQELHTFEVTGQETVAQIKAHV 

ASLEGIAPEDQVVLLAGAPLED 

EATLGQCGVEALTTLEVAGRM 

LGGVAKQEKKXKKTGRAKRRM 

QYNRRFVNVVPTFGKKKGPNA 


27511 


57879 


A 


27677 


567 


838 





wo (H/075067 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /^possible nucleotide 
deletion, V=possible nucleotide insertion) 


27478 


57846 


A 


27643 


3 


461 


TRTRRGSRTAEAR*CTPGWRPA 
GRRSALCSRGHLGP*RPPRTRS 
GAAPGPHSPCGRPDGAPCSRLP 
PHRSRSPPHGSHVPAAGWLSAG 

r riV^lvVv r AAAAOrVJ 1 L/V^V^IvV V\j 
nCrivAor rll \vr\.\jo 1 vrrLro W 1 r L 




C7847 


A 


77A44 


7 
z 


1 SO 

1 3y 






C7848 

J lOHO 


A 


77/i4^ 
Z /0*t3 


1 
1 


74 

ZH3 




Z /HO I 


^7840 


A 


7 7/^4 A 


7 10 

z ly 


4A7 
'♦OZ 






C70cn 
J /03U 




77A47 


7^A 
Z30 


'tZ / 




J. /HoJ 


3 /o-> I 


A 

A 


77A48 
Z /OHo 


1 
1 


OS4 
y3*t 




Z iHoH 


^78^7 


A 

A 


77A40 

z /OHy 


7 
z 


4AQn 
Hoyv 




01 ASK 


<70C'> 
3 lojy 


A 
A 


Z /031I 


1 
1 


1 z / 3 




OlASlf^ 
Z /HoO 




A 
A 


Z /03 1 


1 
1 


8A7 




Z mo f 


J /oj3 


A 
A 


77A^7 
Z /03Z 


1 
1 


477 
/Z 




774518 


J / OJD 


A 
A 


Z /033 


7 
Z 


17 1^ 
1 Z 1 3 




77/180 


3 / o3 / 


A 

A 


77A*\4 
Z /03H 


3 


4ni 

HV 1 




7 7/1 Oft 


3 /o3o 


A 

A 


Z /033 


717 
/ IZ 


174^ 
1 Z*»3 




77/I01 


3 fojzf 


A 

A 


Z /030 


7 
Z 


1 1 78 
11/5 




Z /4VZ 


3 /oOU 


A 

A 


77A^7 
Z /03 / 


778 
Z /o 


33y 




77/IO'J 


^78A 1 
3 /oO J 


A 

A 


Z /O3o 


1 
1 


1407 




77/104 


3 /oOZ 


A 

A 


77A^0 

z /o3y 


1 
1 


A87 
Oo / 




77/10^ 

z /**yj 


3 /603 


A 
A 


Z / OOU 


AQA 
HOH 


77A 
/ /O 




7 74 OA 
Z IHyO 


<;7BA4 
3 /oO'fr 


A 
A 


Z /OO 1 


700 

zyy 


1718 
13 15 




77407 

z /**y / 


3 /603 


A 

A 


77AA7 
Z /OOZ 


1 
1 


OAO 

you 




77408 

z /*tyo 


3 /oOO 


A 
A 


77 AA'? 
Z /003 


177 
1 /z 


787 
ZoZ 




77400 

z /'fyy 


<78A7 
3 / oO / 


A 
A 


z /ooh 


1 
i 


Ann 




Z / jUU 


3 /oOo 


D 
D 


Z /003 


1 
1 


17^ 
3/3 




27501 


57869 


A 


27667 


356 


439 




27502 


57870 


A 


27668 


49 


360 




27503 


57871 


A 


27669 


2 


580 


GRVGCGGPWAARVGERJPNMA 

GRKLAS*KPTD*VAFARD/IIPQ 

NPKAPLPSFLKS\WNGDPSPSRL\ 

AALP*ESHPAIVDWA*LPRPNVA 

QGLAWVDDFEXKKFNAAERFPC 

PEDK\YTAQVDA\EEK\EDVKSL 

P/APWV^I AXRIVPYPJ^FMF 

V^/ACi W V »>L<Oiv/\\I\J V jC I fJlVCflVlCl, 
K'MI^'MI TPXPFiOMTMPni "WPAPP 
PTI^I nWl^k^VPVWA VIOPMPM! 


27504 


57872 


A 
I*. 


27670 




675 




27505 


57873 


C 


27671 


137 


1357 




27506 


57874 


A 


27672 


1 


1032 





3646 
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SEQ ID 

NO: 


SEQ in NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
0*^/540,217 


Nuclcolidt 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=linknown, * 
*='Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


27468 


57836 


A 


27633 


108 


441 




27469 


57837 


C 


27634 


156 


287 




27470 


57838 


A 


27635 


2 


363 


RFTK VEMKEK\M LSA AREKGR 

VTHKGKPISLKADLSAETLQAR 

REWGPIFNILKEKNFQPRISYPA 

KLSFISEQEIKYFTDKQMLRDFV 

ITRPALKELLKEALNMERNNW 

YQPLQKHAKL 


2141 \ 


57839 


A 


27636 


2 


367 




27472 


57840 


A 


27637 


1 


936 




27473' 


57841 


A 


27638 




865 




27474 


57842 


A 


27639 


1 


1287 




27475 


57843 


A 


27640 


1 


2565 


MGPGARLAALLAVLALGTGDP 

ERAAARGDTFSALTSVARALAP 

ERRLLGLLRRYLRGEEARLRDL 

TRCNDETITYLLDKRLTVLTAA 

NIPYSSPENGAK.RRRQDAFPPIH 

YNTQDALLQYLSGVGWGAPPA 

AQAHRDAPFVDSIAQVLLRTSG 

GSAEASGWSLRSRWAVGGATG 

SWVLSKGDRASLGERVVTGWA 

TLNVGRSFAYCLTTCVQPPLDV 

GPRKEHAPRPPSLSPTSTRQRGQ 

SERSQDANGRRKQKTKSEPERF 

EDAVLLAGFKVEEEPVQRPRRK 

EWFQGPSPGHCCPAQPQDSAPC 

ILATHAPARAQNAPGTAWAAA 

LEGTSTVSLDHFHVVGVVVVS 

GGEIILLLSFRFYDKVLSLHEDS 

TTPVANPLLAFTLIKRLQSDWR 

NWHSLEASENIRALKDGYEKV 

EQDLPAFEDLEGAARALMRLQ 

DVYMLNVKGLARGVFQRVTGS 

AITDLYSPKRLFSLTGDDCFQV 

GKVAYDMGDYYHAIPWLEEA 

VSLFRGSYGEWKTEDEASLED 

ALDHLAFAYFREQSSSPATEQS 

WMENDFDELREEGFRRSNYSE 

LQEEIRTNGKEVKSFEKKLDEW 

ITRITNAEKSLKDLMELKTKAR 

ELRDECRSLSSRCNQLEERVSV 

M EDEMNETKRGEKFREKRIKR 

NEQSIQEIWDYVKRPNLRLIGV 

LESDRENGTKLENTLQDIIQENF 


27476 


57844 


A 


27641 


219 


451 


APAAEGAGRIS/PCSRHSPAGLE/ 
WLCPHLCALF*QCPP/PTCHQSA 
SPR\WP*G/RPAAGPHPPAATVA 
PKRKGKTKSSTRE 


27477 


57845 


A 


27642 


237 


561 





wo (>l/075(>67 



PCT/US01/««631 



SEQID 

NO: 


SEQIDNO: 
of ptptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540^17 


Nucleotide 
location of lirst 
codon for peptide 
sequence 


Nucleotide location of last 
codon fur last amino acid 
of peptide sequence 


Amino acid sequence ( X^Unknown, 
*==Stop codon, /=possiblc nucleotide 
deletion, \=possible nucleotide inscrllon) 


27449 


57817 


A 


27614 


2 


686 




SQCAELSASPLSPAPGLPRHSRL 
HALLGLAMPVDLSKWSGPLSL 
QE V DEQPQHPLH VTY AG AA VD 
ELG K V LTPTQVKN R PTSIS WDG 
LDSGKLYTLVLTDPDAPSRKDP 
KYREW\HHFL\VVNMKG\NDISS 
GTVLSG 1 VG\SGP\PKGTGLH RY 
VWLVYEQG\RPLKCDEP1L\SN\ 

A pnppv AnwpVTP^Pi^u/nPDiwi 

PPOTVTk'OT QVi/nK' 


27450 


57818 


A 


27615 


446 


1300 




2745 J 


57819 


A 


27616 


2 


346 




27452 


57820 


A 


27617 


1 


305 


MAISTSGSSVPWPSA/PSGPHGR 

GS\PWGFCLATCWQS1RGQGGD 

p WQ A P. cr; 14 pnTi^ n A Q A pn pn p 
r;nQnr;nQr:QA/nD*nQi4i4i pr^p 

Aor tvAUoOl^A W LajKUN. 




J /oZ 1 


A 

A 


77/: 1 0 
Z /0 1 0 


Zo / 


47^ 






J /oZZ 


A 
/\ 


Z /O I y 


J 1 


WA 






C707'3 
J /6Zj 


A 


Z /OZU 


1 
1 


jO / 




Z /HDD 


3 /oZn 


\_/ 


Z /QZ 1 




0 1 u 




Z I 


J /oZj 


A 
/\ 


77/;77 
Z /OZZ 


OU*f 






27458 


57826 


B 


27623 


8 


442 




27459 


57827 


A 


27624 


1 


2268 




Z /**OU 


J /oZo 


A 
fx 


77A7^ 


zyo 




APPrf^PXI P\l/ A CXPCP/^/^T* A DP/^ 
Ar rijr 1 L-r W Ao 1 roKOC 1 ArrU 

PTf D\X/ A CTPCPr:r*XCCWt7K>II PA 
r 1 Lr W Ao 1 roKviL^ 1 00 W rIvlLrA 

Mpppn A pr* 

IVl JtvKL/ Vj A r 


27461 


57829 


A 


27626 


1 


3633 




27462 


57830 


A 


27627 


1853 


3809 




27463 


57831 


A 


27628 


1 


656 


MTHNQEKNKSTNTEMTMMMK 

LADKDDKTAMINMLQVVKKV 

EEAMSMMRRNKDVKNIHGRA 

RWVKPMIPALWEAKEVEGKYS 

AHNFWGSWKFKSSSRSSSSGPE 

SPARTHASFCQPDGGPTNKLGT 

KAFRVSPASSLLVDLNTQEVEIl 

NVRKATPTCSLELGRKRRDGA 

APRAAf nWWIVni APAAAP 
ACIVAAL<L' V V V V I I V^I^Ar AAAr 

"MPi >jp\/TQpR/PpnTPAPPr;rv^D 
RQSFEE 


27464 


57832 


A 


27629 


127 


273 




27465 


57833 


A 


27630 


3 


405 


AAFHARGHRAGLSASSCSWRC 
CPSSSAPCAPYAAPAARMLQTC 
LKQSPAGMPPASPSSPAAHSWG 
STSFSKYSPRSTSTSCCPCISSCW 

PCU/pr'PTPQQPf ♦Mk^PFPAQFPKI 
p/^v/^i 1 CT<^r:cr:PXTi/'ni^ niJA! 


27466 


57834 


A 


27631 


689 


987 




27467 


57835 


A 


27632 


228 


527 





3644 



WO()1/075«67 PCT/US(M/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ 10 NO: 
in USSN 

AQ/Zjn "TIT 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
ui pepiiuc acquciit.c 

I 


Amino acid sequence ( X=llnlino\vn, 
*=Stop codon, /^possible nucleotide 

fl^lAtinn \=rMivcihlA niif^lonliH^ tnc^r>4'i/\n\ 

uciciiuiif \~|nfaaiuic iiuLii-tJiiuc inacriion^ 


27421 


57789 


A 


27586 


50 


394 




27422 


57790 


A 


27587 


I 


666 




27423 


5779J 


A 


27588 


2 


91 




27424 


57792 


A 


27589 


5 


91 




27425 


57793 


A 


27590 


884 


991 




27426 


57794 


A 


27591 


290 


460 




27427 


57795 


A 


27592 


86 


349 




27428 


57796 


A 


27593 


2 


89 




27429 


57797 


A 


27594 


723 


882 




27430 


57798 


A 


27595 


255 


352 


TGTWMKLETIILSKLTQEVQKTK 
HCMFSLISGS 


27431 


57799 


A 


27596 


1 


1685 




27432 


57800 


B 


21591 


82 


263 




27433 


57801 


A 


27598 


491 


816 


RHRGAQRKAFLQRVNCGLCCT 

WNLCPQKLRGRKWPVQVSVPA 

AGRDPGGPLL'PEGTLWGAPFC 

LGAPPPLLTAACAPAAGRAGGT 

RGAAPACPEDRTNAHSQHHHP 

HV 


27434 


57802 


A 


27599 


645 


1142 




27435 


57803 


A 


27600 


218 


326 




27436 


57804 


A 


27601 


181 


2316 




27437 


57805 


A 


27602 


2 


238 




27438 


57806 


A 


27603 


709 


1416 




27439 


57807 


A 


27604 


3 


501 


SSRALRLLGVVVRJRQAGTMA 

VTKELLQMDLYALLGIEEKAA 

DKEVKKAYRQKALSCHPDKNP 

DNPRAAELFHQLSQALEVLTDA 

AARAAYDKVRKAKKQAAERT 

QKLDEKRKKVKLDLEARERQA 

QGQGE*GGRRESRSTRTLEQEIE 

RLREKGSRQLEEQQRLI 


27440 


57808 


A 


27605 


1 


963 




27441 


57809 


A 


27606 


135 


384 




27442 


57810 


A 


27607 


349 


679 


SETYWFFPRESQHLDLDVWPPR 
SEHHSQSTGTHSGVSESLSPRYF 
QRCNAHSPSQGHEEQYLAPWK 
HRLYQRMSDLPLNDIR* FQ YSK 
GHHRCQSNEAVQNPKQLQSLL 


27443 


57811 


A 


27608 


1590 


2758 




27444 


57812 


A 


27609 


123 


2312 




27445 


57813 


A 


27610 


1 


1809 




27446 


57814 


C 


27611 


79 


309 




27447 


57815 


C 


27612 


77 


325 




27448 


57816 


A 


27613 


1 


606 





wo 01/075067 



PCT/USO 1/08631 



SKQ ID 

NO: 


SEQ II) NO: 
of peptide 
sequence 


Mel 

hod 


SEQ II) NO: 
in USSN 
09/540^17 


Nucleutidc 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Slop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 




^77Aft 
J / lOXJ 


A 


Z / J JJ 


774 
ZZ4 






113^3 


577o i 


D 


z755o 


77 
ZZ 


! Id 
1 JU 




LI yy^ 


J / /oz 


A 

A 


Z /j J / 


1 
1 


/t AO 






J 1 10 J 


A 

A 


Z /j JO 


1 
1 


1 A 1 1 
lUI 1 




z / jyo 


3 / IW 


A 

A 


z / J Dy 


^A. 
JO 


C77 
5ZZ 




LI ^7 1 


J / lOD 


A 

A 


Z /jOU 


1 /I A 
1 HO 


A 1 1 
4 1 1 






J / Zoo 


A 

A 


z/Dol 


1 
1 






27399 


57767 


A 


27562 


115 


1200 




27400 


57768 


A 


27563 


791 


1M4 




27401 


57769 


A 


27564 


67 


401 


RLGSSGREVIHPGERGLENMVC/ 
H *SSGNQENELEMNKTANGDC 

KXUrlvtrKoKbrlbKA V Ar 1 MbLH 

GSHLYTSLPSLGLEQPLALTKN 

SLDASRPAGLSPTL\TPGERQQN 


27402 


57770 


A 


27565 


109 


345 


HTPLFIFPDPLPPPTFHPLIGPRMC 

trCD/^I Al /^DLIOXTl II XI/^CCLTXICV 

rJirOLALCrHriNLILNUooHNbY 
VL wbOrOOK rboWOKr rHD 1 
VLVI VNKi>HK.l 


OT/I AT 
11 


jif 1 I 






OJ 


lO/ 




I /4U4 


Jf 1 IZ 


A 

A 


Z/DO/ 


zi 1 


11/1 




27405 


5im 


c 


27568 


99 


323 




27406 


57174 


A 


27569 


1 


1347 




27407 


57775 


A 


27570 


192 


269 


WFYKGEFLCTHS/HCLLPRKTC 
LLFAAM* YCU5>yri>MAOh 1 SQb 
WQKAKEEQRHILHGGRQKARL 
TWQQAGECVHRNSPL 


27408 


57776 


A 


27571 


107 


797 


AQWRRAAPPAAGVTCPFRLQP 

GMETPLDVLSRAASLVHADDE 

KREAALRGEPRMQTLPVAS\AL 

SSHRTGPPPISPSKRKRSMEPVG 

DEDLDCDNDHVSKMS\RJFQPP! 

LNKTANGRLARRDPRERSRSPI 

ERAVAPTMSLHGSHLWTSLPSL 

GL\EQPLALTKNSLDASRPAGLS 

DXI XDr^ CD^^^XID DCX/IT*/^ A C A 

r 1 L 1 rOtKVfVNKro VI 1 CAbAO 
AruNCrsboMCriAtioOCAArurA 
o T KJvr r o A 1 C V 




C7777 
J 1 1 1 1 


A 

A 


77^77 
Z lo /Z 


1 
1 


lOOO 






<777C 


A 
A 


11 J 15 


1 


1 1 /f 




7741 1 


J 1 1 ly 


t> 


Z /j /4 


ZUo 


500 




27412 


smo 


A 


27575 


15 


1729 




27413 


Sim 


A 


27578 


1 


1614 




774 1 4 
Ll^ I** 


<77B7 
D/ /oZ 


A 

A 


77C7Q 
Z / J /V 




AAA 


I/' A IJ LI UI \l/C 1 CL^OI/'CCD^* r*TIC\l/ 

Iw\ilnH WJ>LcNCI\.otrl^ U 1 lo W 
MroLlbUo 


77/1 1 < 




A 

A 


Z/36U 


7Q 1 

zy 1 


770 
3 /O 




77/1 1 


J / /o4 


A 

A 


Z/j>5l 


z 


A 1 

y 1 




77/1 1 n 


01 lOJ 


A 

A 


Z /36Z 


439 


CIA 






_> / / oo 


A 
A 


Z iDoj 


7 

z 


y I 




27419 


57787 


A 


27584 


2 


91 




27420 


57788 


A 


27585 


2 


91 





3642 



wo 01/075067 PCT/USOl/08631 



SEQID 

NO: 


SEQ ID NO: 
of peptide 
seQucnce 


Mcl 
hod 


SEQ II) NO: 
in USSN 


fS'iiclcnlide 
location or Tirsl 

couon lor pcpiiuL 
sequence 


Nucleotide location of last 
codon for last amino acid 

* 


Amino acid sequence ( X^Unknown, 
*=Stop codon, /^possible nucleotide 


27374 


57742 


A 


27537 


1 


1590 


MPNGTNESHRYNASERSQTQK 

DEQTGKTVGPPEWTPLVRRNG 

GDSGLDFHFFAEKLKIIVDSAG 

RAGTGHMRPPAVHFGHRGQA 

MITLSPLRAKQKAVLQKPPPLT 

STYSLMLPLFLPDKRPPTTEWF 

LPVMEDAHELTLAWLMLALYR 

KPNASVQGSAQEETLCVFRVKE 

PLEWQALFADVHSGVNDKGPN 

INCSLYEHIKNVSEIVLNLAQTQ 

KNPAHSDPSSTPAGGN4\PGTTA- 

GGSAVMSACCPSPAAPGPLPGP 

ATGSC/SPSAAPRPPDPPPGHPE 

GIMAIRAAPSCLGACITLQDEET 

CEQTHTHSRIYMIYLFARCLLH 

AIARGRSRKCAASAGGTCPHVR 

VPGGGSYFRVSLQGQQTHWMR 

PENGFSTCVRTKSRRCPFIREQH 

PTKIPKALTANANQAFFLLVNG 

HSMVASPHQSQRRADLGGFWR 

DASSSLLANSQVQVCGSLRKRP 

HGWVVPFSLRCVAPLTADDSR 

LRTASLEMSTPPMHVQDDWQL 

RRGLPAGNTAVTVSELIYLNAN 

GRLQVEICFLF 


27375 


57743 


A 


27538 


279 


759 




27376 


57744 


A 


27539 


443 


696 




imi 


57745 


A 


27540 


1 


179 




27378 


57746 


A 


27541 


3 


1237 




27379 


57747 


A 


27542 


4 


152 




27380 


57748 


A 


27543 


760 


908 




27381 


57749 


A 


27544 


203 


570 




27382 


57750 


A 


27545 


312 


500 




27383 


57751 


A 


27546 


i 


441 




27384 


57752 


A 


27547 


1 


630 




27385 


57753 


A 


27548 


1 


1254 




27386 


57754 


C 


27549 


236 


408 




27387 


57755 


C 


27550 


220 


398 




27388 


57756 


c 


27551 


254 


445 




27389 


57757 


A 


27552 


1 


2742 




27390 


57758 


A 


27553 


1 


744 




27391 


57759 


A 


27554 


1135 


1751 


RPGSTLQVRQNYHQGLRRPPIN 

R\QrNLE\LYAS\YVYLSMSY\YF 

DRD\DVALKNFAKYFLH\QSHE 

E\REHAEKT*»KL\QNQRRLAEF 

FLQDYQRNQDVCDDWGRAGLN 

\A\MECALAF\VKKNVESSHYW 

NLHKL\A'nDKN*PPIWCDFHW 

RHIYLE*AG*KAIKRIWGDHVN 

QTFA/RKMGSAPNLGFGEYLF* 

QSTPWGDSDNESSPWG 



wo 01/075(»67 PCT/US01/(»8631 
4 i » •* 



SEQID 

NO: 


SKQIDNO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


/Vminu acid sequtnre ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


27367 


57735 


A 


27530 


314 


691 


SLQGHLSDYTLTFQGCQTTQGH 

LPWSFTLSGKSRFSEEGTKGDV 

SGSQDNCGERVSRQTREQRSLH 

MKV^OACY 1 LKKouH WA\KNAK 
CPGFLLSCVPSVWDPTENRTVR 
LTWQPLPEPLELWPKAL 


27368 


57736 


A 


27531 


383 


2907 


RSPTSKTKDICHRSWRRGL/WV 

NKASEDGEDLDRDVSVASNIEP 

WTGWCRAAPLQADLGPNSSSA 

SAPPPYN.PFITSPPHTWSGLQFR 

SVTSPPPPAQQFTLKKVAGAKG 

IVKHALKRLKPVITRLLQHGLL 

KPINSPYNSPILPVLKPDKPYICL 

VQDLRLINQIVLPIHPVLGIIGLT 

SSVRRDAGQDLKRDRAEFLLG 

DEVHHPHRRRIAEARRLLLGQH 

FDPLHRLIGQVLELGEARYAPP 

VEQHHRLAPARRTGQRLHPLE 

QFGQAGRAQRRNRLGIEHRDR 

LDRPDDGAGNALAGDGDFRRG 

CLFAG IG IRPR YCRYRQSQDDR 

RPSHAAPRPRALPIPHRPATPIA 

DVMVMFSVAIMSQLRLVLRHl 

DGISRWPPAVVFITDVKIWLVY 

PSDDCRIRSNDRDDMQGEAPA 

MSIVTNAAARVGDPIGHSFSQGL 

FGEALDGLFFARRSEVDMRAG 

NLGRLIARGLSGGRWTPADGQ 

LTLGSRDVFINGPPATMTIRSTG 

QCRQHSGLRTVTRTETDSIGPIE 

VPADAYWGAQTERSLENFPFG 

AREQMPIGiVHALAIVKKAAAR 

IMRGHGLAGEKADAIESAAHDV 

lEGRHDDQFPLVIWQTGSGTQS 

NMNANESSNDTFPTALHVAAA 

LAVTKOLFSALDRLHAAI DAK 

AKEWDSrVKlGRTHLQDATPLT 

LGQEFSGYVQQLANARDRIEGT 


27369 


S1131 


A 


27532 


929 


1227 


PENGTFEFSILQVLDNSCHKMG 

KWS/RGA*RPGILLH1GPSLVSA 

Dxiv/nruDi^ccppf cci ci DCDorw/ 
rN V 1 nrKorrrL.orJLrLKorrl^V 

PSPLNPSFLWTHLTSPLLPRLLL 

ARLSQVPILT 


27370 


5113^ 


A 


27533 


98 


412 


LGSGDLPWEINPLSSCSLLCEKH 
PPTTSGPQTDQPKKHLTNFKSG 

AC Y IN4UI<Js.\oUn W A/KA N AKorO 
CI 1 CDiDC\/\i/r\DX*i^^c/^i \tr\\ t\ 

nvTii DCD1 CI DDVDi cr\ 


27371 




A 


27534 


Id 






27372 


57740 


A 


27535 


49 


341 




27373 


57741 


A |27536 


392 


571 





3640 



wo (H/«75(I67 PCT/US01/(>8631 



SEO >l> 

NO: 


SEQ ID NO: 
or peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/5*40,217 


Nucleotide 
location of first 
codon Tor peptide 
sequence 


Nucleotide locution nri»sf 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X^'Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=pussible nucleotide insertion) 


27356 


57724 


A 


27519 


1 


1618 


ASSHVETRAHAEERLLKKLFSG 

YNKWSRPVANISDVVLVRFGLS 

lAQLIDVDEKNQMMTTNVWVK 

QEWHDYKLRWDPADYENVTSI 

RIPSELIWniPDlVLYNNADGDFA 

VTHLTKAHLFHDGRVQWTPPA 

lYKSSCSlDVTFFPFDQQNCTMK 

FGSWTYDKAKIDLVNMHSRVD 

QLDFWESGEWVIVDAVGTYNT 

RKYECCAEIYPDITYAFVIRRLP 

LFYtrNLIIPCLLISCLTVLVFYLP 

SECGEKITLCISVLLSLTVFLLLI 

TEIIPSTSLVIPLIGEYLLFTMIFV 

TLSIVITVFVLNVHHRSPRTHTM 

PTWVRRVFLDIVPRLLLMKRPS 

VVKDNCRJILIESMHKMASAPR 

FWPEPEGEPPATSGTQSLHPPSP 

SFCVPLDVPAEPGPSCKSPSDQL 

PPQQPLEAEKASPHPSPGPCRPP 

HGTQAPGLAKARSLSVQHMSS 

PGEAVEGGVRCRSRSIQYCVPR 

DDAAPE\QMARLPAPWPLATPT 

RLSSHPQTSPLRANAHARRSPL 

RCPRVPRSRPAAPKHRPRTCPC 














27357 


57725 


A 


27520 


1 


3158 




27358 


57726 


A 


27521 


2 


237 




27359 


57727 


A 


27522 


76 


254 


PLHITFFSRACFPSLHNCCEY*Q 
PGF*TS\KTPQLWCQLRQYSFK 
HSFLVVPTCPVPLLG 


27360 


57728 


A 


27523 


86 


376 


SLEGRLSDYTPTFQGCQTTQGR 
LPWSFTLSGKSRFSGEGARACY 
KCQKSDHQVARNACSPGFLLSRI 
PSVRDPTGNRTVQLTWQPLPEP 
LELWPKAL 


27361 


57729 


A 


27524 


1 


167 


MPEPQRPGVPPEPPPPGACYAC 
RKSGHWA\RNARSPGFLLSRVP 
SPPGPSRTPSFG 


27362 


57730 


C 


27525 


1 


381 




27363 


57731 


A 


27526 


243 


437 


VTSTVRQTPATSPAHKNFQMPE 

PQRPGVTPEPSPPGACYKCQKS 

DYQA\RNACSPGFLLSRVPSV 


27364 


57732 


B 


27527 


88 


1485 




27365 


57733 


A 


27528 


1 


3759 




27366 


57734 


A 


27529 


36 


438 


RNDRVRPHRDVYSLQGRLSDH 

SPTFQGCQTTQGRLPWSFTLSG 

KFRFSGEGATTSPAHKNFQTPE 

PQWPGIPPEPPPTGACYTCRKSG 

HWA\RNARRPGFLLSRIPSVWD 

PTENRTVQLTWQPLPEPLELWP 

KAL 



wo 01/075067 



PCT/USOl/08631 



SEQID 


SEQID NO: 


Met 


SEQ ID NO: 


Nucleotide 


Nucleotide location of last 


Amino acid sequence ( \=linknown. 


NO: 


of peptide 


hod 


in USSN 


location offlrst 


codon Tor last amino acid 


*=Stop codon, /^possible nucleotide 




sequence 




09/>40»2I7 


codon for peptide 


of peptide sequence 


deletion, \=possible nucleotide insertion) 










sequence 






£, Ijyy 


^77r»7 


A 


97<A9 
Z / jUZ 


1 
1 


C^9 
ojZ 




L /34u 


J / /uo 


A 

/A 




1 


1 7 1 




071/1 1 
Z 1 5*\ 1 


C77AO 

J / /uy 


A 


Z / jU4 


1 f\A.A 


1 in9 

1 jUZ 






^77 irk 


A 


97^A^ 
Z /jUj 


/t/10 


000 


orOUYrloLMAAIviOKrv^Vu Y W 














A r b L Lv^ KJW M K K^KM N K/ V K. K. L 1 














v^N T Kv^LK/CoL 1 LIN NH V KL V K 1 














vri DCLII A/^l I 

NLKr HLAULLO 


Z 


^77 1 1 


A 


97^AA 

Z /5Uo 


1 


9/1 






<77 1 7 
J / / IZ 


A 

A 


97<A7 


z 


4Uo 






^77 1 1 


A 

A 


97^AQ 
Z /_>U5 


9A< 
ZUj 


71 < 




Z /^'fO 


^77 1/1 * ' 


A 

A 


Z /D\)y 


1 
I 


fill - 




z7j47 


57715 


A 


27510 


1 


864 




Z / J*»o 


cnn 1 
J / / 10 


A 

A 


97< 1 t 

Z /M 1 


1 7 
1 / 






z / j^y 


CTJ 1 7 
5 / / 1 / 


A 

A 


97^ 1 7 
Z / J IZ 




hZo 


1 TTVl V A A A V/"*nr/^ III ADDIIK1D 

L 1 NY AAA YC 1 OLLLAKKLLNK 














LOMDKIYEGQVEVPGNEYNVE 














SIDOQPGAr rCYLVADLAR 1 1 1 














OlNKvrOArbOA VUO(jLbNrHc> 














oKKrLOLolrHo IK^lLOYUobN 














lUir N A b V KJ< ls.H 1 M O A L) L)L 














HCLIEEDENASKK 


OT^ C.t\ 

27350 


57718 


A 

A 


27513 


164 


431 


EFFFSTSNIGVYLQllHIVGKPI'H 














/YLV*ILSY*HLAART1SSK1KSN 














VrCAS>NKOL>VUo 1 KKPKV 1 R 














DCX/DA/C A DA A Dl DCDI 1? A D 

Kc>VKYbAPAAPLKt>rLrAR 


27351 


57719 


A 


275 14 


1 OAT 

1307 


1947 


TNEGSGNSAPLFSGARMQTkM 1 














VRGTNR/DilCQIAYARTEGDMl 














\//^X A V\/LIC! Dl^V/^X/I/ \/rM TX.1\/ 

VU 1 AY VHbLrKYOVK.VUL 1 NY 














A A A V/^X/^I 1 I r\DOI 1 XlDCr^Niiri 

AAA YU 1 OLLLUKXLLNKrlJMD 














Y tOV<f VbA I UUU Y IN V VolLIO 














QPEVHRKJilMOHNVADYMCY 














LMEbDbDGYKJCQFSQYMKNSV 














1 rlJIVlIvliicMwiS.lvAllAAIKJbor 














CblvKrKJsii V KKKK W N KPnM b 














b Av^N.lvU W V AV^KlvAor bKAv^ b 














D A A cc 
KAAbb 


071 


5 / /ZU 


A 

A 


77< 1 < 

275 15 


1 
1 


987 




Z / jDj 


S777 1 


A 
A 


97^ 1 A 
z / J 10 


1 ^9 1 
i jZ 1 


1 A/1 1 




Z / J 


J / /ZZ 


A 
A 


97<; 17 
Z /3 1 / 


9 
Z 




TI QPWPPPI TAPVPDPl 1 A A Ar: 
IboK V VCrKb 1 AH V rrcLrLAAAU 














r r H 1 u riy UK. V KCr r C Y GO Lk}o 














WKRODDPW 1 EHAICwFPSCQFL 














btvoN.LilvlJr Vlio VV^b 1 MovLbljo 














W Ur W cbr bU\c rb W r r r obr bvi 














1 bol^rnrUbK3obiS.VrKoV^bLio V 














V<f r ivrKvj KOO r bor V^/ UA KXJ V t A 














l^bKKJ^ybbK IClvVCbUKA Vc>IV 














Fvppnm vr\AFPAPr;i ni rpi 














WQKPPSRSR 


27355 


57723 


A 


275)8 


3 


89 





3638 



wo 1)1/075067 



PCT/lJSOl/08631 



SEQ ID 

NO: 


SEQ ID NO: 
or peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence ^ 


Nucleotide location of last 
codon for Inst amino acid 
of peptide sequence 


Amino acid sequence ( X=llnknown, 
*=Stop codon, /=possible nucleotide 
deletion, X'^possible nucleotide insertion) 


27312 


57680 


A 


27475 


152 


468 


GLGIQ*LLCCSSFCFQLLPEKKE 

GRLAGDAGAARPAKSGRFLGL 

TSGLPSEWSARTGPEPPKSLSG 

GGELNGSSLGFGTQDGRGTRE 

GRDRGLHPARPPQYQHSP 


27313 


57681 


A 


27476 


541 


4172 




27314 


57682 


A 


27477 


3 


11 10 




27315 


57683 


A 


27478 


340 


1032 




27316 


57684 


A 


27479 


2 


779 




27317 


57685 


A 


27480 




281 




27318"^^ 


5-7686^ 


A ' 


27481 


519 


737 


VPDLLLQEPNAGLCGHFCDPGD 
SLQCLCHQGPGFQAQNWAAV 
WADTKPAAGAEAREPGDLA*L 
VPPTWSPTR 


27319 


57687 


B 


27482 


1 


915 




27320 


57688 


A 


27483 


68 


145 




27321 


57689 


A 


27484 


1281 


1433 




27322 


57690 


A 


27485 


171 


708 




27323 


57691 


A 


27486 


1 


270 




27324 


57692 


A 


27487 


278 


588 


VYIKRMPKKXV/SEGTIKEEPKR 

RLAQLSAKPAPAKVEAKLKKA 

AAKDKSSGKNVQTKGKRRAK 

GKQAKVANQETKEDLPAENGE 

MKTEESPASDEAGEKETKSD 


27325 


57693 


A 


27488 


304 


513 


PVRHGAFFQDKSSDKKWQTKG 
KRGAKGKQA\EVAN\QETKEDL 
PVDXSGETK'REESPSLLIEAGEK 
EAKS 


27326 


57694 


A 


27489 


1 


435 




27327 


57695 


A 


27490 




273 




27328 


57696 


A 


27491 


9 


293 




27329 


57697 


A 


27492 


I 


504 




27330 


57698 


A 


27493 


1 


529 


IPPPRLFLPVATEVARVRLLPPP 

PPQNAARDALTSPSYLAWASPR 

KQTPSPPAAKDIK\KILEQRGYP 

KADDDR\LNKVI\SEAEWKYTL 

KDVIAPGVLASLPSVPVAGGAV 

AVSACPQALAAPCCLGSAPA\A 

AEGEEKMKKKEEVLKES\DDD\ 

MGFGPFELKSLPPLQIKGLFYTS 

R 


27331 


57699 


A 


27494 


I 


396 




27332 


57700 


A 


27495 


2 


398 




27333 


57701 


A 


27496 


1 


702 




27334 


57702 


A 


27497 


1060 


1446 




27335 


57703 


A 


27498 


46 


216 


HPLQLSVIPFLPVK*HVDQMGF 
AD/CVLSN*VNCLASRFLAVSV 
ALRSSRFIFTMVP 


27336 


57704 


A 


27499 


1 


1152 




27337 


57705 


A 


27500 


126 


184 




27338 


57706 


A 


27501 


238 


498 





wo 01/075(167 



PCT/US(H/0«631 



NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location or first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 

of peptide sequence 

t .J * 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \~possiblc nucleotide insertion) 




J /OO^ 


A 

A 


/ fHjy 




/Ol 




£. 1 t 


J / uu^ 


A 

rv 




•3 on 








J /OOD 


A 


01 Af^ 1 
Z /^O 1 




loo 1 




27299 


57667 


A 


27462 


1 


95 




27300 


57668 


A 


27463 




517 




27301 


57669 


A 


27464 


6 


401 


RGLTEVPETSGGRVSVGAMAK 
HHPDLIFCRKQAGVAIGRLCEK 

CEGKCVICDSYERPCTLVRICDE 

o X! vn c vr^/^ D \/ 1 Dr^ \ / o r\ A 
rvIN YLio I v^vjKUVlL^vjOrUVoL/A 

VV/^L^ CV/ LIU one DTD T\r*r^\^\/\\t 
"Ml /^CCL^Tr^I Pt ♦T'A I/XIT/^Cr^CcJ-s" 

tNL/OooK 1 L/LrL 1 AlviN 1 Orybiv 


L 1 j\jL 


J /O /U 


A 

A 


77/1/^^ 


1 


JZ 1 




LI ^\)^ 


J /Of I 


A 
A 


L/HOO 


A7 






27304 


57672 


A 


27467 


1 


642 




27305 


57673 


B 


27468 


193 


445 






^7/^74 
J /O 


A 

A 


7 7/1 AO 


JZ 


z lo 


AOri>yrlNV/l 1 OKbrQ LQQiJYr 
PRRSYRCSHRLIICLNVIGDAV* 
STVQLKALMLRGRNYK 


27307 


57675 


A 


27470 


214 


440 


QDRWGLAPHPPAPGLPLPGPTN 
V^l 1 OKorv^Lvl^UYr PKKbYRCS 
HKJLIICLN VIONAL'b i VQLICAL 
IViLKOIvN Yk 




D /O/O 


A 


Z /4 / 1 


3D 


1 OA 1 

3o01 




27309 


57677 


A 


27472 


1 


290! 




27310 


57678 


A 


27473 


1 


1317 




27311 


57679 


A 


27474 


1698 


3255 


RVACPCVVWLCWAHWELWRT 

EEVEGGIAGTDVAR/EASDFILT 

DAIFSSIVKAVMASLQRRGSRE 

L*LPAAGVWKLQTDF*AQSI/AE 

EGIECKSIKPVLAKYLVWTRLF 

VOLLAELRDESAPETTPAGRRR 

QPQVWSGARQTCGQRTERLAG 

GLGEMQACSGNLGAEKEKQSK 

KLAGGWPMSPTSLHALGPKLV 

PAKSQRHRAEHMSTWQVGVVS 

SSYFTGNLVGTLLTGYVIKRIGF 

NRSYYLASFIFAAGCAGLGLMI 

GFWSWLAWRFVAGVGCAMIW 

VVVESALMCSGTSRNRGRLLA 

AYMMVYYVGTFLGQLLVSKVS 

TELMSVLPWVTGLTLAGILPLL 

FTRVLNQQAENHDSTSITSMLK 

LRQARLGVNGCHSGIVLGSLYG 

LMPLYLNYKGGKSSPTPAVRPA 

RHNSLPGPEAKKYRPGFIIGLTS 

CIAFSVQAANVDEYITQLPAGA 

INI^r\.L<lvJ V V^^. V UAoAr AIL/ T rloV^ 

QMALPASTQKVITALAALIQLG 
PDFRFTTTLETKGNVENGVLKG 



3636 



wo (M/075067 



PCT/lJSOl/08631 



SEQ ID 

NO: 


SKQ ID NO: 
of peptide 
sei|uence 


Met 
hod 


SI:Q id NO: 
in USSN 


Nucleotide 
location of first 

cuuun lor pcpiiuc 
sequence 


Nucleotide location of last 
codon for last amino acid 

Ol pC|IIIUC 3Cl|UCIILC 

1 


Amino acid sequence ( \=Unkno\vn, 
*=Stop codon, /^possible nucleotide 

dplptinn \=nfivcihlp niirlrritirip incf^rtinnt 


27270 


57638 


A 


27433 


93 


866 


TVSFPATGC\QKLIEV\DDERKL 

RTFyEKRMATEVA\ADA\LGEE 

WKGYVVRISGGNDKQGFPMK 

QGVLTHG\RVIILLL\SKGHSCY 

RPRRT\GERK\RKSSSVGCI\VDS 

KSWSVLOLGLLLKKKKK*RRJF 

PGXLTDTTVPRRLGPQK/RASRJR 

KLFNLSKNEDDVRQYVVRKPLN 

KEGKKPRTKAPKIQRLVTPRVL 

QHKRRRl A LKKQRTKKNKEEA 

AEYAKLL\AKRMKEAKEKRQE 

01AKRRRLSSL\RASTSKSESSQ 


mix 


57639 


A 


27434 


2 


401 




27272 


57640 


A 


27435 


1373 


1838 




21213 


57641 


A 


27436 


1 


257 


MMRQLSDSYTEDTKEPSDVTTS 
ERTRSPPGSAKTTM 1 DTLKKLQ 
DVXQKLRTPKIPQSQQQICWNN 
MSRLRDQS*RSSKKRQRLWK 


27274 


57642 


A 


27437 


247 


831 




27275 


57643 


A 


27438 


1 


993 




27276 


57644 


A 


27439 


267 


281 


CNCPNIFEARWVNLKSLSKIHE* 
RPFQP 


27277 


57645 


A 


27440 


274 


482 




27278 


57646 


A 


27441 


1 


219 




27279 


57647 


A 


27442 


1 


681 




27280 


57648 


A 


27443 


11 


1094 




27281 


57649 


A 


27444 


51 


65 


NNTFLKYC*1DFND*DCGGEDIS 
PN*LGLPIPLSMVLCEIIHF 


27282 


57650 


A 


27445 


1 


1563 




27283 


57651 


A 


27446 


3 


318 




27284 


57652 


A 


27447 


1 


294 




27285 


57653 


A 


27448 


7 


259 




27286 


57654 


A 


27449 


29 


191 




27287 


57655 


A 


27450 


2 


519 


KSQDYKSLNATCAGGTSFSGC 

ARRLLLSTCSSGWRSGGLSLRG 

GKMELEAVMSRYTQPSEPQLSS 

PHLTVVLLAIGMFFTAAWFFVY 

EVTSTKY\TRDIYKEAPHPP*YA 

LTPSMGFGVLF\LLL\WVG1YRV 

SHPRVTTQNGFHWK.PAFCKINF 

FFYLFAWEVFPPAAHNKVQML 


27288 


57656 


A 


27451 


144 


386 


VCECKMPKVQPNFTHWSRS*N 
DDLNRSSLWQA*PQAASVE1IIL 
RS 


27289 


57657 


A 


27452 


462 


672 




27290 


57658 


A 


27453 


1 


475 




27291 


57659 


A 


27454 


1 


741 




27292 


57660 


A 


27455 


62 


390 




27293 


57661 


A 


27456 


549 


641 




27294 


57662 


A 


27457 


456 


774 




27295 


57663 


A 


27458 


2852 


2935 





wo 01/075067 



PCT/USOI/08631 



NO: 


SEO IJ> NO: 
or peptide 
sequence 


Met 
hod 


SEQIDNO: 
in iJSSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Un known, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


27253 


57621 


A 


27416 


2 


670 


lAGEITRKGSRARPRPGPQCPPG 

PPGTAMIKAlUFNNHGKPPvLSK 

FYQPYSEDTQQQIIRETFHLVSK 

RDENVCNFLEGGLL1GGSDNK\ 

LIYRHYATLYFVFCVDSSESEL 

GILDLIQVFVETLDKCFENVCEL 

DLIFHVDKVHNILAEMVMGGM 

vi PTUivyrwPivTr^in A pixiv 1 ci/'c 

VL.IilINlVINClV 1 v^lL'Al^lNJs.LtK.o 
Is A U L AO A r A \I\A V ^ A V K-N IVl N L. 

P\EIPRNIN1G\DISIK\VPNLPSFK 


27254 


57622 ' " 


A ' 


27417 


5 


379 ' 






D /OZ3 


A 
A 


Z /'fl 0 




0/3 


lvoV(? r LIVIIJAIVIoInJVIIJL V K Y 1 ^A 


I /Zjo 


J /oZ4 


A 

A 




Z 


1 ZZU 




Z /Zj f 


^ /OZj 


A 

A 


Z /'♦ZU 




33Z 






3 /OZO 


A 

A 


Z /4Z 1 


c 
3 


no 
3 /y 






3 /OZ/ 


A 

A 


Z /4ZZ 


t 
1 


1 UoZ 




27260 


57628 


A 


27423 


17 


467 




27261 


57629 


A 


27424 


105 


355 




Z /ZOZ 




A 

A 


Z /4Z3 


ZoJ 


/I A A 

400 


A DPC A D DlVUnVI^ A TP Dl^^ DPXTI 

LIJN.L/Mr oKbUrLrCVIVI r iv^UIVIt 
iNKl^WKNtrUKl c-VIIJlN 1 LN 


Z /ZOJ 


-> /o3 i 




Z /4Zo 


io/ 


3 /y 




Z /Zo4 


!> /oiZ 


A 


Z /4Z / 


lo4 


1 lo3 




Z /Zoj 




A 

A 


Z /4Zi5 


1 
1 


O /3 




27266 


57634 


B 


27429 


20 


523 




21261 


57635 


A 


27430 


3 


1225 




27268 


57636 


A 


27431 


1 


884 


GTRDATAEENRVLLAMVNPTV 

FFDIAVDGEPLGRVSFEVRGLD 

TKK*LLI*S1KLC*QIGGSSIFITS 

D*1CNSCLPLIV0QCLLFLRILP\L 

FADKVPKTAENFRALSTGEKGF 

GL*GVPCFHRnPGFM\CQG\GDF 

'HRHXNGTGGKSIYGEKVFEDENF 

1\LKHTGPGILS\MANAGP\NTNG 

SQFFICTAK'nEWLDGKPWVFG 

KVKE\GMNIVEAMERF\GS\RNG 

VTAQk^k^TTI AnpnOI PII^PHT VP 
N 1 \olVlVl 1 lAUl^Ov^L/lvlrwrL'Lr Vr 

YSLTTKIIPSGSPRESTPPTHLLA 
SILESLCSRLQFPFGFHVFLVPS 


27269 


57637 


A 


27432 


27 


410 


LQDEATGCQKLIEVDDERKLRT 
FYEKRN4ATEVAADALGEEWK 
GYVVRJSGGNDKQGFPMKQGV 
1 THfiRVRI I 1 SKGH^irYRPRRT 

1 nvJlV V IVLj Ij L/ O IvVJ I 1 IVllVIV 1 

GERKRKSV\RGCIVDANL\SVLN 
LVIVKKGEKDIPGLTDTTVPR 



3634 



wo 01/«75067 



PCT/l)S(H/08<531 



SKQID 
NO: 


SEQ II) NO: 
of peptide 
sequence 


Met 
hod 


SEO II> NO: 
in DSSN 
09/540,217 


Nucleotide 
location or first 
codun for peptide 
sequence 


Nucleotide location of last 
codon for lust amino acid 
of peptide sequence 


Amino acid sequence ( X^lJnknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


27243 


57611 


A 


27406 


142 


1285 


SRMSKAFGLLRQICQSILAESSQ 

SPADLEEKKEEDSNXMKREQPR 

ERPRAWD\Y?HGLVG\LH1MIWT 

DLACLNSLIQVFVMNVDFTRIL 

KRJTVPRGADEQRRSVPFVQML 

LLLEKMQDSRQKAVRPLELAY 

CLQKCNVPLFVQHDAAQLYLK 

LWNLIKDQITDVHLVERLQALY 

TIRVKDSLICVDCAMESSRNSS 

MLTLPLSLFDVDSKPLKTLVEDG 

MlCFFQPRELSSKSKeFCENCG 

kktrgkqvlklthlpqtltihl 

mrfsirnsqtekdlatplyfpqs 

ldfkprsfqlkresc\da\eeqs 

ggqyelfaviahvgmadsghy 

\cvyirmavdgk:w\fcfndsnic 

lvswediqctygnpmyhwqet 

ayllvymk\mec 


27244 


57612 


A 


27407 


1 


1077 




27245 


57613 


A 


27408 


3 


242 




27246 


57614 


A 


27409 


213 


928 


egparqrllspvraskmtkkr 

rnmgraqkraaahvrgpsplk/ 

cfpsgplppncarvcvpqgtrpi 

KKF\VIR\N!VGGRSRQGHISEAS 

RLRMP!SLPKL\YVKLH\YC\VSC 

A1HKQK*FR\NRS\RESPAKTRTP 

PPRF*DLAGGCPTVPPPKAHDL 

GPEYCRHQTCVNWVCCRQATI 

LGKELCGQIRKLPSQQMSPGWL 

PSGYSCWLYKYKTEATTALQS 

RGEVYHPLQALWSRPPGRDPL 


27247 


57615 


A 


27410 


1 


267 




27248 


57616 


A 


27411 


257 


322 




27249 


57617 


A 


27412 


2 


176 




27250 


57618 


A 


27413 


218 


923 




27251 


57619 


A 


27414 


2 


429 


TKFAARRPALAACAAISKIKAR 

DLRGKKKEELLKQ\LDDLK\VE 

LSQLRVA*VTGGAASKLSKIRV 

VRKSIARVLTDINQTSGKKTFR 

EILTRGKKYKPLGPCGP*GRTR 

AMRRRLNKHEENLKTKKQQRK 

ERLYPLRKYAVKA 


27252 


57620 


A 


27415 


1 


1146 





wo (H/075067 PCT/US01/()«631 



NO: 


SEQIDNO: 
of peptide 
sequence 


Met 
hod 


SEO ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=°Slop codon, /-possible nucleotide 
deletion, V=pos$ible nucleotide insertion) 


27235 


57603 


A 


27398 


I 


490 




27236 


57604 


A 


27399 


150 


536 


NCKlSFLHFCYIFVKALKRiSAL 
SRGKILAKRINVRIEHIKHSKSR 
DSFLKRVKENDQKKKEAKEKG 

L*n*DLTHHIIII FPFFFI **PAPP 
REAHFVRTNGKEPELL 


27237 


57605 


A 


27400 


336 


928 




27238 


57606 


A 


27401 


13 


724 


INPPPPPFRPEPPSSSKFAKNDGP 

QRGKRRGTP4IMFS/RGPFKXTM 

GVVPLAHIFMRMYKQRCDFVDI 

QGEWGTLFQKGNCPHKVVTHG 

QNLEGVLPMVTPAMLVGHLL* 

NKQV*GQRFLPICRNLMWRI*A 

HLRHF*GARD/RASLKTCGREN 

GSRKKERKPKGGKVTWGFQLK 

RRHI GFPPOFFATFI 1 KFPiriCiR 

FP*Ari FPYFPYWISWGINRVF 


27239 


57607 


A 


27402 


1 


759 




27240 


57608 


B 


27403 


1 


372 




27241 


57609 


A 


27404 


1746 


2966 


DMKNGAKEGESYLLLQCLPPSP 

LPSPPPSPSPPPPPPPPPSPSSPSPP 

PSPPPPPSPSPPPSPSPSPPPPTSPP 

SPSSPSPSPPPSPPSPSPLSPTPPPP 

PSPSLPPLPSPSLPPPPSPSPSPPPP 

PSPPPSPPPSPSPPPSPSPSPPPPPS 

PPPSPPPSPSPSLPPSPSPPPSPSPP 

PSPSPLPSPSPSLSPSLPPSPSPSPP 

HHHHHHHHHHHHHHHHHHHH 

HHHHHHHHHHHHHHHHHHHH 

HHHHHHHHHHHHHHHYHHHC 

HHHHHHHHHCHHHHHHCHHH 

HHRHCHHHRHHHHRQHHHHH 

HHHHHHQHHHPQTLH*PSESQ 

H1VGAQ*MLHCHSLCVYIQGSH 

SVRKFLVLKQKLSMGMVLPPG 

GDLEHCGACLDCDOD\MlCAM 

PSHKYPPKHAHCCEGCLC 


27242 


57610 


A 


27405 


150 


462 


ICEGRTCIFEEPCNCSSLYVRSN 

GGNHSHSTTTFKYNGSNWIPR 

WQGPSGSTQPSKARRPVAFSQG 

NCAMEKGN*SDILGTTEHWL*A 

DIDSRGPKMSLQSSS 



3632 



wo 01/075(»67 PCT/US01/(»8631 



SKQ ID 


SEQ ID NO; 


Met 


SEQ ID NO: 


Nucleotide 


Nucleotide location of last 


Amino acid sequence ( X^linknown, 


NO: 


of peptide 


hod 


in USSN 


location or Ttrst 


codon for last amino acid 


*=Stop codon, /-possible nucleotide 




sequence 




09/>40^ 1 7 


codon for peptide 


of peptide sequence 


deletion, \=possible nucleotide insertion) 










sequence 


> 




27212 


57580 


A 


27375 


i 


2355 




27213 


57581 


A 


27376 


249 


1544 


EIYSLSRFIEVKMSKKISGGSVV 














EMQGDEMTEUIWELIKEKLIFPY 














VELDLHSYDLGIENRDATNDQ 














VTKDAAEAIKKHNVGVKCATI 














TPDEKRVEEFKLKQMWKSPNG 














TIRNILGGTVFREAIICKNIPRLV 














SGWVKPIIIGRHAYGDQYRATD 














FVVPGPGKVEITYTPSDGTQKV 














TYL\VHNFEEGGGVAMGMY>JQ 














DKSlEDFAHSSFQMALSKGWPb 














YLSTKNTILKKYDGRFKDIFQE 














MXYDKQYKSQFEAQKIWYEHR 














L\ID\DMVAQAMKSEGGFIWAC 














KNYDGDVQSDSVAQGYGSLG 














MMTSVL\ACPDGKTVEA\EAAH 














GTVTRHYRMYQVKGQGDVHPIP 














LASIFAWGPEGLVAHRAKLDNTNJ 














KELAFFANALEESFYETHEVAGF 














MTKDLAACIKGLPNVQRSDYL 














NTFEF\MDKLGENLKIKLAQAK 


27214 


57582 


A 


21311 


1 


692 




27215 


57583 


A 


27378 


251 


2150 




27216 


57584 


c 


27379 


93 


293 




27217 


57585 


A 


27380 


308 


534 




27218 


57586 


A 


27381 


2 


856 




27219 


57587 


A 


27382 


3 


327 


AQELHTFEVTGQETVAQIKAHV 














ASLEGIAPEDQVVLLAGAPLED 














EATLGQCGVEALTTLEVAGRM 














LGGUKQEKKKKKTGRAKRRM 














QYNRRFVNVVPTFGKKKGPNA 


27220 


57588 


A 


27383 


150 


456 




27221 


57589 


A 


27384 


651 


835 




27222 


57590 


B 


27385 


I 


2193 




27223 


57591 


B 


27386 


109 


714 




27224 


57592 


A 


27387 


150 


458 




27225 


57593 


A 


27388 


1 


2055 




27226 


57594 


A 


27389 


1 


804 




27227 


57595 


A 


27390 


645 


1828 




27228 


57596 


A 


27391 


899 


1216 




27229 


57597 


A 


27392 


79 


156 




27230 


57598 


A 


27393 


1796 


2215 




27231 


57599 


A 


27394 


107 


724 






S7600 


A 


27395 


854 


926 


PLEIPHEPPPGRG*HAPQLPRGQ 


HOW 


S7f;fti 


A 


27396 


2 


413 






57602 


A 


27397 


54 


442 


F AKMTNTN LNRRGTRY M FSRP 














FRKHGVVPLATYMRIYKKGDI 














VHIKGMGTVQKGMPHK.CYHG 














KTGRVYNVTQHAVGIVVNKQG 














KGKILAKRINVRIEHITHSKSRH 














SFLKRAKENDPEYEVEALENGT 



wo (»l/(»75()67 



PCT/US(H/««631 



SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location ofrinil 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence < \-Unknown, 
*=Stop codon, /=possihte nucleotide 
deletion, V=pos5iblc nucleotide insertion) 


971QQ 
^ / 1 yy 


S7Sfi7 


A 


77'>^57 


SS7 


717S 




9770ft 

^ 1 £AJ\f 


S7Sfi8 


A 

i~V 


771^>'? 


^ ^ J 


1770 




77701 


S7SM 
J f j\jy 


A 
r\ 


A / jOH 


1 o 


Id^ 




77707 


S7S70 


A 
AV 




770 


UO J 




27203 


51S1\ 


A 


27366 


1 


1398 




27204 


57572 


B 


27367 


1 


1152 




27205 


57573 


A 


27368 


40 


538 


SPSPKDSPGVRVGISCYIGGPCQ 
QRLLSPVRASKMTKKRRNNGR 
A\KKGPRHVRGPSPLKFLPPSSC 
HLTVPRCRAQGTRPIKKFWISK 
P*VEAAAV\RDISEASVFbAYL\ 

*I PHOPPTKSP 


7770/^ 

Z / Z.UO 




A 
r\ 


77'? /^O 
z f j\}y 


704 


401 




77707 




A 


77*^70 




QXO 




27208 


57576 


A 


27371 


2124 


2836 




27209 


57577 


A 


27372 . 


139 


8892 




27210 


57578 


A 


27373 


1 


2592 


MAGLGASLHVWGWLMLGSCL 

LARAQVRASAPRHLFSRSLRRG 

LSFSDTEARCARELIHVHTSTN 

APARTEAYPAGSAEPPRRPRAG 

REHSFFSQRYVPLPPLGGALGS 

GPAKLPPPRAPCPVRFCADLET 

LCGALDCYKVRGGAAPARPAP 

RPAGGIQVSSLSGFGTESLPGGN 

PFPHRDHRESGTMDSPSLTVAT 

PLSLTPPIPRELACGDWRRVGG 

GAGGGGLRRRGLGGDKAGKR 

KSSDLPCGPGFLQSLLQKRRHW 

ESGLGLPGCGCESELVSGCGAP 

TLRQHIIPAEGRNGVKEKSADL 

GCGGSQGLRAKKGTNPGIENG 

KRKGKEGMLDAWICRRSAFGP 

GREKLGGEEVGCNDKGKIRFIE 

VKMSKKISGGSVVEMQGDEMT 

RJIWELIKEKLIFPYVELDLHSY 

DLGIENRD/ATNDQVTKDA A EA 

DKKHNV\GVKCATITPDEKRVE 

EFKLKQMWKSPNGTIRMILGGT 

VFREAIiaCNIPRLVSGWVKPIll 

GRHAYGDQGFGSNMQNAIMK 

KLKWLHLARVGKFSDANAKFY 

CRLYYAGEFHKMREVILDSSEE 

DFIRSLSHSSPWQARGGKSGAA 

FYATEDDRFILKQMPRLEVQSF 

LDFAPHYFNYITNAVQQKRPTA 

LAKILGVYRIGYKNSQNNTEKK 

LDLLVMENLFYGRKMAQVFDL 

KGSLRNRNVKTDTGKESCDVV 


27211 


57579 


A 


27374 


2 


2138 





3630 



wo 01/075067 



PCT/USOl/08631 



SEQID 
NO: 


SEQ ID NO: 
or peplitle 
sequence 


hod 


SEQID NO: 
inUSSN 


Nucleotide 
location of first 

cuunn iiir pcpiiuc 

sequence 


Nucleotide location oflast 
codon for last amino acid 


Amino acid sequence ( X^Unknown, 
*=Stop codon, /^possible nucleotide 

il*|^tinn \=nnccihl^ niirlt*nli/1^ inc»rt!/mk 


27178 


57546 


A 


27341 


3 


446 


ILAWFGSIAEAPSAAWLCGSSQ 

GRYCSSFNRVVRQNSSDAKVV 

NVPKTRITFCKKNCGKHQPHKV 

TQYKKGKDSLYAQGRRRYDRK 

QSGYGGQTKPIFRKKAKTTKKI 

VLRLECVEPNCRSKRMLAIKRC 

KHFELGGDKKRKGQVIQF 


27179 


57547 


A 


27342 


! 


565 




27180 


57548 


A 


27343 


1 


1050 




27181 


57549 


B 


27344 


1 


2109 




27182 


57550 


A 


27345 


2916 - 


322^ - - — - - 




27183 


57551 


A 


27346 


3 


671 


AGILAAIREANMGAYKYIQEL 

W/RKKPSDVHAFFLRV\RCGQT 

RSFFVFTGVPRPTRPDKARRLG 

YKAKQGYVIYRIRVRRGGRKRP 

VPKGATYGKPVHHG\ANPA*KF 

ASKALQVPLPEGTEAGR\HCGG 

S*ESLNSYWVGEDS\TYKFFEVI 

LIDP/YSHKAIRRNPDTQ\WI'nK 

PVHKHREMRGLTSAGRKSRGL 

GKGHKFHHTIGGSRRAAWRRR 

NTLQLHRYR 


27184 


57552 


A 


27347 


1 


1646 




27185 


57553 


A 


27348 


2 


2600 




27186 


57554 


A 


27349 


I 


2403 




27187 


57555 


A 


27350 


100 


520 




27188 


57556 


A 


27351 


1 


570 




27189 


57557 


B 


27352 


1 


837 




27190 


57558 


B 


27353 




1434 




27191 


57559 


A 


27354 




2379 




27192 


57560 


A 


27355 


3 


952 


IDWAPKSDRIVTCGADRNAYV 

WSQKDGVWKPTLVILRINRAA 

TFVKWSPLENKFAVGSGARLIS 

VCYFESENDWWVSKHIKKPIRS 

TVLSLDWHPNNVLLAAGSCDF 

KCRVFSAYIKEVDEKPASTPWG 

SKMPFGQLMSEFGGSGTGGWV 

HGVSFSASGSRLAWVSHDSTVS 

VAVDASKSWQVSTLKTEFLPLL 

SVSFVSENSVVAAGHDCCPMLF 

NYDDRGCLTFVSKLDIPKQSIQ 

RNMSA/LWERFR\NMDKRATTE 

DRNTALETLHQNSITQVSIYEV 

D\KQDCRKFCTTGI\DGAMTIW 

DFKTF\ESS1QGLR1M 


27193 


57561 


A 


27356 




134 




27194 


57562 


A 


27357 


1 


478 




27195 


57563 


A 


27358 


1 


623 




27196 


57564 


A 


27359 


425 


667 




27197 


57565 


A 


27360 


121 


401 




27198 


57566 


A 


27361 


1 


1818 





wo 01/075067 



PCT/USOl/08631 



SEQ ll> 

NO: 


SEQ ll> NO: 
of peptide 
sequence 


Mci 
bod 


SEQIONO: 
in USSN 
09/540^17 


Nucleotide 
location of first 
cod on for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknuwn, 
*=Stop codon. Mpossible nucleotide 
deletion, N^^possible nucleotide insertion) 


27163 


57531 


A 


27326 


2 


801 


PKGKKAKGKKVAPAPAVVKK 

QEAKKVVNPLFEKRPKNFGIGQ 

DIQPKRDLTRFVKWPRYIRLQR 

QRAILYKRLKVPPAINQFTQAL 

DRQTATQLLKLAHKYRPETKQ 

EKKQRLLARAEKKAAGKGDVP 

TKRPP V LRAG VNT VTTL VENK 

KAQLVVIAHDVDPIELVVFLPA 

L\CRKMGVPYCIIKGKARLGRL 

VHRKTCTTVAFTQVNSEDKGA 

P'A K f VP A IRTTO vVJOR' VnP IR'i) M 

WGGNVLGPKSVARJAKLEKAK 
AKELATKLG 


27164 


57532 


A 


27327 


550 


827 


DVSWAGRSEDHRWIFLKEQRT 
GGPPK/ERSRSESRHQISCMCAA 

QTU/A/fPRTA VnnQHRP! T I AA! 
ol W IVIClV 1 A TUOonf\CLL#L>l,^V;i-' 

PQEHTRKTLPLQQTSAWTYRLF 
HTSCEl 


27165 


57533 


A 


27328 


908 


1331 


GDMRGRREGGFGLGRRTAMRC 
GCSPGIVREADNLVKLSRPSTV 
RVTRSSASVMVLTMPLAPATFL 
RVNCWAG/RGR/C*SQNETVSR 

Tpppprip**ic^nvp\/PPOPi pk^xi 

U/Pkl ADDnPPril ADCPPVDrH Dl 
WL/UAKrOccvLArortlVlOJLrL/ 


Z / J DO 


J / 


A 


77170 


1 
1 


1 1 1/1 
J 1 OH 




27167 


57535 


A 


27330 


62 


310 




27168 


57536 


A 


27331 


243 


578 




27169 


57537 


A 


27332 


324 


995 


NLVPRPGTWIRGLPLGDHSPVL 

LLFAP*ERSTYDLRSSDRPAQET 

SHQFQIRERQRRHVLSVDPKLR 

RRSRTGKAAFPWCLIIAGTPL'L 

YTHVSRVSDHAGMPALVLHP* 

R/LSPTFLGKGQHALKGLKPVIT 

RLLQHGLLKPINSPFPSPILPVLK 

Pr>l^ AVI^I VON! RI fNirilVI PII4P 
rLJr\J\ I rwl^ VV^Ml.4l\Jul iNv^l V l.jrinr 

VVPWPVTI I <I5!PPSTTHV^\/I r> 
I kTHAFPTIPI HP^Qr»PI FAPT 




J /DJO 


A 


Z / 


1 

I 


1 oOU 




01 Mi 


J ijjy 


A 


Z /^J** 


1 
1 


0^7 




01 Ml 
Z / 1 /Z 


C7C/JA 
J / J'tU 


A 


7711^ 


07 

y / 


87/; 

5Z0 




01 Ml 
Z / 1 / J 


J /JH 1 


A 
A 


7711A 


OA^ 


107 
jVZ 




27174 


57542 


A 


27337 


736 


1300 




27175 


57543 


A 


27338 


590 


891 




21 m 


57544 


A 


27339 


1256 


1654 


VQPVRLVSGMQHPGSGWRRL 
WGQHSTSLTSKEHLHISKRGNI 
DNLVQRNMP\SNEKPKCPELPP 

SSICVQNDVVLREFKYLNCFIV 


27177 


57545 


A 


27340 


295 


852 
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SKQ II) 

NO: 


SEQ II> NO: 
or peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X^lJnknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


27153 


57521 


A 


27316 


63 


641 


FAKMTDHKGERGEATRYMFSR 

PFKKTMGVVPCGHNN*RFYK\K 

GD1VD\IKGMGYCVQNGMP\HK 

CYXHGVKTGRSLTIVTPACLLPLL 

*TNQF*GKVFS\KRINVRIEHIKH 

\SKSRDSFLKRVKENDQKKKEA 

QEEG'nWVQLKRQPAPPREAHF 

V\RTNGKEPEL\LEPIPYEFHGIN 

RCPKKKIKDLWATKKKKK 


27154 


57522 


A 


27317 


1 


390 




27155^ ' 


57523" 


A 


27318 


75 


394 


IWGDVEKGKKMFIMECSQCHT- 
VEKGGKHKTGPNLHGLFGRKT 
GQAPWDTPYTA ANKNKGII WG 
EDTLMEYLENPKK\YIP\GTKM1 
F\AGIKKKEERADLIAYLKKSY 


27156 


57524 


A 


27319 


2 


529 


ERQTRHAGGVRRGPRPKLQRD 

KAAAAAVLGAVRKRPSVVPM 

AGQDPALSTSHPFYDVARHGIL 

QVAGDDRFGRRVVTFSCCRMP 

PSHELDHQR\LLEYLKYTLDQY 

VENDYTIVYFHYGL\NSRNKPS 

LGWLQSAYKEFDRKYKKNLKA 

LYVVHPTSFIKVLWNILKPLISH 

KFGKK 


27157 


57525 


A 


27320 


287 


445 




27158 


57526 


A 


27321 


2 


362 




27159 


57527 


A 


27322 


30 


365 


EEAETVLVGQLKQLSSCLAVH 

KYRPETKQEKKQRLLARAEKK 

AAGKGDVPTKRPPVLRAGVNT 

VTTLVElsIKKAQLV\CRKMGVP 

YCIIKGKARLGRLVHRKTCTTV 

AFTQVN 


27160 


57528 


A 


27323 


3 


432 


NSRVDDFVAAQDAKGKKVAP 

APAVVKKQEAKKVVNPLFEKR 

PKNFGIGQ\QRLLARAEKKAAG 

KGDVPTKRPPVLRAGVNTVTT 

LVENKKAQLVVIAHDVDPIELV 

VFLPALCRKMG VPYCII KGKAR 

LGRLVHRKTCTTVAFT 


27161 


57529 


C 


27324 


62 


217 




27162 


57530 


A 


27325 


1 


1545 





wo ()I/(»75067 PCT/USOl/08631 
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SEQID 
NO: 


SEO ID NO: 
of peptide 
sequence 


Met 
hod 


*>KQ ID NO: 
in USSN 
09/540^17 


Nucleotide 
location or first 
codon for peptide 
sequence 


Nucleotide tocatiun of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( \=lln known, 
*=Stop codon, /=possibte nucleotide 
deletion, \-possible nucleotide insertion) 


27141 


57509 


A 


27304 


2 


645 


NRVLLAMVNPTVFFDIAVDGEP 

LGRVSFEVRGLDTKK*LL!*S!K 

LC*QIG\LFADKGPRGTA»FSCL* 

SIEEKGFGL*GVPCFHRIIPGFM\ 

CQG\GDFTRH\NGTVGGKSHPM 

GKKFE\DENFI\LKHTG\PG\1LSH 

GKCLDPNTNGSQFFICTAVKTEV 

VOIViArfcJI V Vr WV^JS. JvIVUIVIKtC 

GRPWERFG\SR\NGKTQQRKIT1 
C*LVGQLRNKVLTWWF 


27142 


57510 " 


A 


27305 


72 


387 


VCLQHGPWSSLKHVQGWRDD 
CHGLSLGPRTHVQAGTLPKPTL 

WAHrOoVI 1 V^uoAW 1 LWCvvJl 
LkI I vt. Y KL Y KC-IsJv lArWllKJr 
V^cl VIvivOriUriroi 1 WcH Ikj 


1/17 


!> /M 1 


A 

A 


2 /iUo 


1 


322 






J /-> 12 


A 

A 


2 /iU/ 


1 
1 


1 1 On 

1 123 




2/143 




A 


TTI AO 
2 /JU6 


1 


i4iy 




2/I40 


57514 


A 


'm AA 


1 AO 

iVo 


lo34 




27147 


57515 


A 


27310 


78 


216 




27148 


57516 


A 


27311 


1 


489 




27149 


57517 


A 


27312 


18 


463 


AEGVEPGSPRVVLLESEQFLTE 
LTRLFQKCRTSGSVYITLKKYD 
GRTKPIPKKGTVEGFEPAXDNKC 
LLRATDGKKKISTVVSSICEVN* 

V r K W L 1 o N L r LlJ A N iVI LIU LIVivK 

rM/'L^lVlIi^T'l^k^XI^ A A A A A A A APlD 
L/iVlvlNN. J Ki^. 1 NAAAAA AAAOr^ 

AAAATAATTAATTAATAAQ 


27150 


57518 


A 


27313 


1 


1242 




27151 


57519 


A 


27314 


147 


965 


DPPSPVPAPPSSPRDGHFLVPDA 

TMAEEQPQVELFVKAGSDGAK. 

IGNCPFSQRLFMVLWLKGVTFN 

VTTVDTKRRTETVQKLCPGGEL 

PFLLYGTEVHTDTNKIEEFLEA 

VLCPPRYPKLAALNPESNTAGL 

DIFAKFSAYIKNSNPVALN\DNLE 

EGTPGKP'RFLDNYLTSPLPEEV 

DETVSAEDERCLSDGTFLDGN EL 

TLADCNLLPK\LHIVQVVCKKY 

KvjrrirlrrKJ'r KO V ArO Y L\o1nA\ 

YARFNFRFPPVPnnFFIFI AYF 

QVAKALK 


27152 


57520 


A 


27315 


1 


933 





3626 
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SEO ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540^17 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino arid sequence ( X^Unknowii, 
*=Stop codon, /=:pos$iblc nucleotide 
deletion, \=possibie nucleotide insertion) 


27128 


57496 


A 


27291 


304 


642 




27129 


57497 


A 


27292 


75 


393 




27130 


57498 


A 


27293 


1 


678 


VFGLGSVAHMLLNKTFGSYLG 

VNLGFGFGVTMGVHMAGRTS 

GAHMNAAVSLTNCALGRVPW 

RKFPVYVLGQFLGSFLAAATIY 

SLFYTAILHFSGGQLMVTGPVA 

TAGIFATYLPDHMTLWRGFLNE 

AWLTGMLQLCLFAITDQENNP 

ALPGTEALVIGILVVIIGVSLGM 

NTGYAINPSRJDLPPVRIFTFIAGW 

G KQVFRWHHLPGLH WLHHPT 

GAPEIGGFCGV 


27131 


57499 


A 


27294 


2 


1694 




27132 


57500 


A 


27295 


1 


356 


GIFVTYLPDHMTLWRGFLNEA 

WLTGMLQLCLFAITDQENNPA 

LPGTEALVIGILVVIIGVSLGMN 

TGYA1NPSRDLPP\RIFTFIAGWG 

KQVFRYFPCPGPIPLSFSVGPLC 

VEGWGVM 


27133 


57501 


A 


27296 


1 


544 




27134 


57502 


A 


27297 


320 


610 


LREYTINIHTAHPMEWASKKRA 

PRALKEIRKFAMKEMGTPDVRl 

DTRLNKAVWAKGIRNVPYRIR 

VRLSRK\RNEDEDSPN1CLYTLV 

TYVPVYHFQK 


27135 


57503 


A 


27298 


I 


303 




27136 


57504 


A 


27299 


1 


1311 




27137 


57505 


A 


27300 


1 


3126 




27138 


57506 


A 


27301 


2 


779 


NRVLLAMVNPTVFFDIAVDGEP 

LGRVSFEVRGLDTKK*LLI*SIK 

LC*QIG\LFADKGPRGTA*FSLL* 

ATGEKGFGL*GVPCFHR1IPGFM 

\CQG\GDFTRH\NGT\GGKSHLW 

GRNLKDENFI\LKHTGPGILSHG 

KMLDPNTNGSQFFICTAXK'HEW 

LDGKVHVVFGKVKERHEILWEA 

MGALLGPRNGKTQQEESPIVPG 

GQLRIKFDLVFYSLTTKIIPFCSF 

KESTPPPHLLASILESLCSRLQFP 

FGFHVFLVPCHA 


27139 


57507 


A 


27302 


143 


390 




27140 


57508 


A 


27303 


249 


1516 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=llnknown, 
*=Stop codon. /=possiblc nucleotide 
deletion, \=possiblc nucleotide insertion) 


27107 


57475 


A 


27270 


147 


224 


RLTLPDHLGSLLDHHR\ALGNS 

YSGG 


27108 


57476 


A 


2727! 




837 




27109 


57477 


B 


27272 


184 


288 




27110 


57478 


A 


27273 




286 




27111 


57479 


A 


27274 




699 




27112 


57480 


A 


27275 




3660 


MTGICYTEDERSYKKNAQPTA 

ASKKQKETQKFCLRVDGQQKV 

KLSVLQEKSAQLTVQLKSQKFL 

GHPTAGRGRSELCLDLPDPPED 

PVALETRSVGTWVRERDLGMP 

DGEAALAAKVAVLETQLKKAL 

QELQAAQARQADPQPQAWPPP 

DSPVRVDTVRVVEGPREVEVV 

ASTAAGAPAQRAQSLEPYGTG 

LRA L AMPG RPESPPV FRSQE V V 

ETMCPVPAAATSNVHMVKKISI 

TERSCDGAAEMKWEDQNIGD 


27113 


57481 


A 


27276 


1059 


1229 




27114 


57482 


A 


27277 


2 


4735 




27115 


57483 


A 


27278 


415 


825 


SCADFQDYWDQREYTYNRPHT 

ASRRIVLDFLLFPEW/PTFVAFW 

APLFNPSKRASLYRFSLCISSLSF 

GSHWGSVPGNWVLTYSWG/SL 

VISRCMFL*PLSCCLEHSPPF1CV 

KEEHEQLVAISPSGVMGLDNSL 

EQITM 


271 16 


57484 


A 


27279 


1 


1326 




27117 


57485 


A 


27280 


2976 


3068 


VWTALTNRLGQQVS1CG*PGTE 
DSKGDWLL 


271 1 6 


57486 


A 


27281 


78 


220 


APTSLHS*SYFKNCGHGRLRWV 

ITHIRLVISWATYLVQNNFIQTR 

LF 


271 19 


57487 


A 


27282 


1 


1077 




27120 


C7 >l OO 

57488 


A 


2728j 


307 


922 


QVVPSSLSA1SQSPAPCG/CSP*G 
PSPGAT 


27121 


57489 


A 


27284 


1 


4560 




27122 


57490 


A 


27285 


87 


237 


LLFFQLGGDAFSFFCFSSGVNFaR 
NSLICQAWGKRVFSALLCIILSE 
YTSPL 


27123 


57491 


A 


27286 


1 


246 




27124 


57492 


A 


27287 


46 


396 




27125 


57493 


A 


27288 


1 


552 




27126 


57494 


A 


27289 


3 


418 


AEKCPCLGAFGFGWDHPRRPG 

SWGAWSEGSGSPPARJVKMSLR 

KQTP\SDFLKQIIGRPVVVKLNS 

GVDY\RGVLACL\DGYMNIALE 

QTEEYVNGQLVKNKYGDAFIXR 

GNNVLYiXSTQKRPDVRTPKRA 

TLFIVGYIFL 


27127 


57495 


A 


27290 


202 


450 
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StQ ID 


SKQ ID NO: 


Mel 


SEQ ID NO: 


Nucleotide 


Nucleotide location of last 


Amino ncid sequence ( X=Unkno\vn, 


NO: 


or peptide 


hod 


in USSN 


location of first 


codon for last amino acid 


*=Stop codun, /=possible nucleotide 




sequence 




09/540,217 


codon for peptide 


of peptide sequence 


deletion* \=possible nucleotide insertion) 










sequence 






27087 


57455 


A 


27250 


2 


235 




27088 


57456 


A 


27251 


3 


1393 




27089 


57457 


A 


27252 


28 


271 




27090 


57458 


A 


27253 


12 


485 


RMAFCRASQADQDRFICIYPAY 














LNNKKTIAEGRRIPISKAVENPT 














ATEIQDVCSAVGL\NV1LRKIKM 














YF*EWNRDVQYR\GRVRVQLK 














QEDGSLCLVQFPS/RLYTKPNF 














WFLGKSVMLYAAEMIPKLKTR 














TQKTGGADQVFQQGEGS*KGK 














GKQKEVT 


27091 


57459 


A 


27254 


1689 


2176 


APPGMGAASLCAFGLLVTFAT 














ASPRYAMVQPSFRLGTKLGQA 








( 






EADEPFVSSGSVPPSFLSPLLPA 














APGARRG*LORGDLGRQAPPPA 














PGCAPGLA*GRPPAPHL*RLCSR 














PTFFPPPANSSRLALADSPPPRQ 














LQGARP*PVPGRLLTSTGTPRPL 














PRPLGP 


27092 


57460 


A 


27255 


263 


439 




27093 


57461 


A 


27256 


1 


499 


MSELPFTIATKRIKHLGIQLTRD 














VKDLFKKNYKPLFNEIKDDTNK 














WKNIPCLWIGRINILKMAILPKV 














lYRFNAIPIKLLMTFFTEMENTT 














FKFMWNQKR/CPHCQDNPKPK 














EQSWRHHAT*LQTILQGYSNQN 














SMG/TWMKLETIILSKLSQGQK 














TKHRMFSLIGGN 


27094 


57462 


A 


27257 


1940 


2062 




27095 


57463 


A 


27258 


1232 


1432 




27096 


57464 


A 


27259 


168 


1189 




27097 


57465 


A 


27260 


1 


1760 




27098 


57466 


A 


27261 


453 


543 




27099 


57467 


A 


27262 


873 


962 




27100 


57468 


A 


27263 


8 


411 


FSRCRCSGRA^LCMASCUCFHH 














CWWMASHHWPI*RTQV*CAC 














WEGRHLG\CAPKCLSLLGFTRL 














LACVLWLPILQSVIPIHIQVSITV 














RVLFAAAHDEARASEATFQESG 














GPYPLLSTPLILLKAVVVLMLD 














AHAS 


27101 


57469 


A 


27264 


1 


552 




27102 


57470 


A 


27265 


828 


121 1 




27103 


57471 


A 


27266 


428 


655 


DQKVPPLEMYFGIEVKSLKQLR 














SI S A * SLFSSRALKEDSG LLKLK 














QPRSSGVIPRRFIVSWPWKMVR 














QPVLFSVG 


27104 


57472 


A 


27267 


1 


855 




27105 


57473 


A 


27268 


1 


1261 




27106 


57474 


A 


27269 


164 


260 
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SKO ID 


SEO ID NO: 


Met 


SKO ID NO: 


Nucleotide 


Nucleotide location of last 


Amino acid sequence ( X=Unknown, 


NO: 


of peptide 


hod 


in USSN 


location of Tirst 


codon for last amino acid 


*=Stop codon, /^possible nucleotide 




sequence 




09/540,217 


codon for peptide 


of peptide sequence 


deletion, \=possibte nucleotide insertion) 










sequence 


\ 






J f^JQ 




Z /ZJ3 




1 1 A7 
1 lU/ 


A V h Lbr 0 W W PLrO lOr A b(j b 














A A \X/XA ADA DC A DDDCL^ DD A D DD 
AAW 1 A ArAroAr r rolS^rKArtrr 














DDCDA ACVI CAl DDDDDDCCDDC 

KrbrAAoYLbALrrPFKrobKr^ 














MQAI KC V V VGDGA VG\KT\CLL 














l\bY 1 1 V/\^Hr LObY IF 1 VrUNXYo 














A\lN V M VL/Olv 1 vJC-lWULWUl AO 














V^bUYU\KJLKrL\c>YPANRIvlCS*I 














Cr S\L Vbr A\Sr EN V/LVQK WYPE 














VK\Hii\Cr'N 1 PIMrVO I MCLDLKX) 














UlvRHUbKNLK.blvK.L I API 1 YPA 


i rr ;i '-V*: 












Ob*AMAK/bKLOAVICYLO/CAF 














A An 1 ^oVjLN. 1 V r UCAIKAx VH^r 














rr V KctvOlNX-INl^Lr V V IN VoAr or 




























1^ l/'XIXI/^/^ A C A I KI A XTCI I /^IXICC 

JVN.N.N!NOUAr ALNANrLLV/IINro 














1 1/" DCCCDICXf I7L''\/l C\/I XI\/D\//^T' 

iNrrrbPloNrKvLr VLN VKVC^ 1 














LI II 1 LTC DI/'K^'FCI 1 l/" A T m/" 




C7/1 70 


A 


z /zj4 


7 
J 


7A1 
ZUJ 




z /u /z 




A 


979 '5^ 
Z /Z33 


1 
I 


1 19 
1 IZ 


1 r^KiTW/n *r\Dr*k' D f viu/i ci cct 
L-ON 1 WU vrUlsJvLN.1 WLoLcr i 














l'' IXI\/ID tI\A\\/l^1/'T7VX> 1 


Z/U /i 


57441 


A 

A 


27zJo 


1 
1 


C 1 1 

313 


QH WOK YLKRAFEQWQ VPRr G 














HMPDPGPVKPLQPVEVETRGN 














UYKr LLrHr WUbWLYKrbAUb 














rrirOKLOAl Vr'KKJ^ KFOAVA 














Y AONFo 1 LOoKOKWi 1 *OV^brb 














1 obi NK.bVKVLolL>v^KNrK.LKbl 














O WOtbr2>L»oKJiFl^O 1 bVlvAl 1 Y 














oAIviy V YNbbNPbVr VliUl 


Z /U 


^7/1/17 


t> 


77717 

z /zi / 


1Z3 


1A7 
3UZ 








A 
A 


77719 
Z /Z3o 


Q1 


419 
43Z 




Z /U /O 




A 

A 


77910 

z /zjy 


1 


970 

Z 17 




97A77 
Z /U / / 


^7/1/1 
3 /^*f J 


A 

A 


077/I A 

z /zW 


7A1 
Z03 


440 




Z /U / 0 


C74/I/; 
3 /hhO 


A 

A 


979/11 
Z /Z^ 1 


917 
Z3 / 


1/iO 




97A70 


3 /'♦n / 


A 

A 


979/19 
Z /ZHZ 


180 
36V 


o30 




Z /UoU 


en A AO 

3 /44i> 


A 

A 


777/11 
Z /Z4i 


1 /(77 

I4ZZ 


1 COA 

l3oU 




97081 

Z /uo 1 


3 /HHy 


A 
A 


97944 




444 


PCI Tr'PrjrkiwiFPWt \/T>Jir*i i i t 














I AlNrOo WL.Eobr KJS. WUrL-r YOl 














VPI OIPATPMI r^PI 1 XITI DT PXJP 














PVr^lP*ilCT l^Pkl'VPrMCi^ A PA k^r* 














Wr^CI /^inD\/TPlD\/DKII/"CPlCl 
rlV;i>bOIOKV 1 Mr VFINlSJ'r lot 


97089 
z /uoz 


^7/1 C A 
3 JU 


A 
rV 


9794^ 
Z /Z**3 


1 
3 


949 
Z4Z 


MUPU AOHUVk'TA I^PU/ni UPl 
JVlrllvJNAl^rlM VIS. 1 AIS.r WOL-rlr Lf 














KFl^rN. YoOrr FFbbV^bKOIvA 1 














^D*rjr'x/*\or!/^ on DnDT^xnviPC I t 
Or'OO 1 vv^OOrOrOFv^iNINroLL 














O b A O UO KUO n t O b 


Z /UoJ 


3 /43 1 


A 
A 


777 /lA 
Z /Z40 


3U0 


004 




97084 

Z fVOH 


3 /*I3Z 


A 
A 


97947 
Z /Z*f / 


1 
1 


1313 




9708^ 


3 /*»3j 


A 

A 


777/18 
Z /Z'^o 


9 AO 

zoy 


^A 1 
34 1 


DPDMI XIC*I I VTD C\ ! XDUPC/^O 

KxrlNbiNo LL Y 1 KOb 1 rnboOv^ 














/^T A DCC A K jl A rf^T'IOll/m I ATA 

ObObAPobAIv! Al^ I IFWFbLA 1 A 














PI A\/Tr;>jnii MOiCAAni xipcc 














ENGAFISlAbSGCKFFKbbCSAS 


27086 


57454 


A 


27249 


! 564 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of Hrst 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno>vn, 
*=Slop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


27056 


57424 


A 


27219 


20 


1654 


ELRPPAACSQLQFSDGLHRVDQ 

PPSSMCVSAADLWLCVEAGKLL 

VVPMDGSHWFTMRSVVEKLIL 

RGHEVVVVMPEVSWQLGRSLN 

CTVKTYSTSYTLEDLDREFKAF 

AHAQWKAQVRSLFSLFLSSSNG 

FFNLFFSHCRSLFNDRKLVEYL 

KESSFDAVFLDPFDACALIVAK 

YFSLPSVVFARGIGCHYLEEGA 

QCPAPLSYVPRILLGFSDAMTF 

KERVRNfflMHLEEHLFCQYFSK 

NALEIASEILQTPVTAYDLYSHT 

SIWLLRTDFVLDYPKPVMPNMI 

FIGGINCHQGKPLPMEFEAYINA 

SGEHGIVVFSLGSMVSEIPEKKA 

MAIADALGKIPQTVLWRYTGT 

RPSNLANNTILVKWLPQNDLLG 

HPMTRAFITHAGSHGVYESICN 

GVPMVMMPLFGDQMDNAKR 

METKGAGVTLNVLEMTSEDLE 

NALKAVINDKSYKENIMRLSSL 

HKDRPVEPLDLAVFWVEFVMR 

HKGAPHLRPAAHDLTWYQYHS 

LDVIGFLLAWLTVAFITFKCCA 

YGYRKCLGKKGRVKKAHKSK 


27057 


57425 


A 


27220 


1 


2022 




27058 


57426 


A 


27221 


124 


205 




27059 


57427 


A 


27222 


248 


443 




27060 


57428 


A 


27223 


263 


415 




27061 


57429 


c 


27224 


1 


717 




27062 


57430 


A 


27225 


349 


1125 




27063 


57431 


A 


27226 


629 


796 




27064 


57432 


B 


27227 


1 


388 




27065 


57433 


A 


27228 


2 


346 




27066 


57434 


A 


27229 


448 


555 




27067 


57435 


A 


27230 


2 


423 


CEPIKVYVVGNXGAVGKTCLLVI 
SYTTNAFPGEYIPTVFDNYSAN 
VMVDGKPVNLGLWDTAGQED 
YDRLRPLSYPQTDVFLICFSLVS 
PASFENV/LCKGAVKYLECSAL 
TQRGLKTVFDEAIRAVLCPPPV 
KKRKRKCLLL 


27068 


57436 


A 


27231 


I 


1503 




27069 


57437 


A 


27232 


1 


635 





wo omismi 



PCT/lJSOl/08631 



SEQ ID 


SEQ ID NO: 


IMcC 


SEQ ID NO: 


Nucleotide 


Nucleotide location of last 


Ammo acid sequence ( X=Unknovvn, 


NO: 


of peptide 


hod 


in USSN 


location orOrsl 


codon for last amino acid 


*=Slop codon, /^possible nucleotide 




sequence 




09/540^17 


codon for peptide 


of peptide sequence 


deletion* V^possible nucleotide insertion) 










sequence 






27042 


57410 


A 


27205 


230 


2579 




27043 


574! 1 


A 


27206 


j 


2433 




27044 




A 




1 
1 




tsJ HOI R M nPTI ^ Pn Vk!' A r^Q P TQPI 




























GGVAAAISKMAVAPIFR VIC/RV 




























THAI WPTT^kTii^vi^niPi nnvnk" 














YFAriMI A^PiHATnAT 














SLCFVYPI r)FAHTRVAAr>vriK: 














AGAFRFI ROFGOn VKIYK<;nri 














IK 






A 
n 




1 
1 




MT<sK" ni^T<IR GTI R nnU^P Fk' k" 1 














RCSAATTAGTOANRVWSriPl A 














N<I>JRPA AFAGV^TA A APnr^PPP 




























TCHTSHG^VM AFTA VIN H k K R 














K^lSl^iPRIVn^Mni TFAAY<5I ^RH 














OKRMLYl FVDOIRK^DGTI OF 














HnGIPFIHV AK'Y AFIPni TQAPA 














^KT^TROAl kr^FAr;!^ PVVPVRPP 














PnAnriFl^nVPQFPVA/Plk^R A 14CP 














^vRHT VQvwrwPVi iPPPirii *prkk' 














FGNFIWVDMYTVKPSGWTVRT 














FHkTPRK'RFIAFFTAGl! FRAIk'MU 














Fi PRFTi on PYTi TnpRRr;n<;F 














YFSIFWMDI ADTVMFI 


27046 


57414 


A 


27209 




1452 




27047 


57415 


B 


27210 


53 


844 




27048 


57416 


A 


2721 1 


281 


624 


AC^DVWSKFRI RW^PMPRTOF 














RPSAFJCMSPHPPSAARHOASW^s 














ARRLTOWPRPCHTO*GOSFFH 














GHRSGLMPAGVTHOLPDFHAIT 














PHI OSTAPIIPFPKTI ^HKD*;^! H 














VJ 1 vJIV 


27049 


57417 


A 




*> 


41 1 

Til 




27050 


57418 


A 


272 n 


76S 


480 


T nXII TA^sHGRPTA'TPP^PI T I ^/ 














CFCYGFFCYTFGrsrRAI ARAR 














AGGGGVPAAHRAAGRG^RAPF 

iVVJ VJ V_l VJ V 1 /i/k 1 1 J v/A /\ VJ IVVJ o iv/\ r 














RIPPH 


27051 


57419 


A 


27214 


294 


670 




27052 


57420 


A 


27215 


] 


420 




27053 


57421 


A 


27216 


1 


342 




27054 


57422 


A 


27217 


175 


244 


DLLIEMGSFFVQCRTAIL*RKQN 


27055 


57423 


A 


27218 


11 


951 





3620 
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SEQID 
NO: 


SKQ ID NO: 
or peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/>40>2l7 


Nucleotide 
location or first 
codon Tor peptide 
sequence 


Nucleotide location of last 
codon for lust amino acid 
of peptide sequence 


Amino acid sequence ( \=Unknown« 
*=Stop codon, /^^possible nucleotide 
deletion, \=possible nucleotide insertion) 


27016 


57384 


A 


27179 


1 


812 


MPTVLACPAFDSRGSPICRFDPP 

ELTSG V R A LEESPN A ITLPVCG R 

DVKFTLEVLRGDSVEKTSRVW 

SGNERDQELLTEDALDDLIPSFL 

LTGQQTPAFGRRVSGViEIADG 

SRRRKA A ALTESD Y RVL VG EL 

DDEQMAALSRLGNDYRPTSAY 

ERGQRYASRLQNEFAGNISALA 

DAENISRKIITRCINTAKLPKSV 

VALFSHPGELSARSGDALQKAF 

TDKEELLKQQASNLHEQKKAG 

KRSRRLHHTLLRVVAEIDKPDP 

RDELAGLLQFAGGPLQTLFAW 

VSPVEAAEQQRLLLAPSSGSFIP 

EG*DHPVRPQ*AAPGHVHYLTI 

PERSSQHYHPGALQE 


27017 


57385 


A 


27180 


306 


701 




27018 


57386 


A 


27181 


1 


396 




27019 


57387 


A 


27182 


1 


1263 




27020 


57388 


A 


27183 


1 


873 




27021 


57389 


A 


27184 


149 


421 




27022 


57390 


B 


27185 


23 


268 




27023 


57391 


A 


27186 


1 


363 




27024 


57392 


A 


27187 


2 


398 


TKFAARRPALAACAAiSKIKAR 

DLRGKKKEEULKQVLDDLKVE 

LSQLRVAKV/TQGGAASKLSKI 

RVVRKSIARVLTVINQTSGKKT 

FREILTRGKKYKPLGPCGP*GRT 

RAMRRRFKPSTEGEP*RTQGSR 


27025 


57393 


A 


27188 


224 


547 




27026 


57394 


A 


27189 


1 


888 




27027 


57395 


A 


27190 


280 


1170 




27028 


57396 


A 


27191 


I 


191 




27029 


57397 


A 


27192 


438 


1240 




27030 


57398 


A 


27193 


168 


378 




27031 


57399 


A 


27194 


1 


1362 




27032 


57400 


A 


27195 


2 


918 




27033 


57401 


A 


27196 


38 


397 


RRCRPTMPRPVWCTCRGYQGPR 

ICAQGG*AQDPKGCQPQARSTC 

LHCPPQAWE/RVLVPVLPRGSG 

CAGQ/MAKAKAKAKDQTKAQ 

AAAPASVPAQAPKRTQAPTKA 

SE*1SLPT*GQKDWCDP 


27034 


57402 


A 


27197 


1 


1206 




27035 


57403 


A 


27198 


734 


913 




27036 


57404 


A 


27199 


3 


778 




27037 


57405 


c 


27200 


164 


274 




27038 


57406 


A 


27201 


I 


2700 




27039 


57407 


A 


27202 


1 


747 




27040 


57408 


A 


27203 


164 


409 




27041 


57409 


A 


27204 


152 


380 





wo 01/075067 



PCT/USOl/08631 



SEQ U> 

NO: 


SEO "> NO: 
of peptide 
sequence 


Met 
hud 


SEQ ID NO: 
in USSN 
09/540^17 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X^llnknown, 
'=Stop codun, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


27002 


57370 


A 


27159 


1 


519 


GQLl/LKDTFITQSAADiRRKFQ 

KQALGPEHNLEALLNLAILVFY 

NRDQEEQAQKEKRDQRKAAPL 

IMALRQTLVVQRGQKMEQANH 

LIPGYSEIARPLYTLIKEIQRANT 

nv^ V tWcrcAti I Ah KrLK.l^AL V 

QAPALSLPTGQNFSLYITERAGI 
ALGVLTQTHGTTPQLVAYL 


27003 


57371 


A 


27160 


72 


381 


DSHTRSGTTRWOIRCRSGSSPSR 

RARWGRWGGLAAVALRRPAP 

AA<3GTAF*RGCLPAA*GSPPAPP 

SGS*SGSSDRPARMPLVVGLSH 

EFE*GLAGVDGEVLPPSRCVAL 

I 1 I P\/PPI UVAWI DDPAT urM 

HPLALDLDLLIARLVCH WL WG 
CPTSLSKDSKSYSCSLCDV 


27004 


57372 


A 


27161 


515 


747 


SHGNSGNFQGTRDTISLS*AQLT 

lot IS.Lrr W I LlrrALr WrKV r roUO 

14 VXT/^D A DCCP/Tir^r^P\/ ADA 

rl I iNl^KAro^r/ 1 ll^V^Il V A IvA V 1 1 

V^rr 1 AAO VoCL 


£ /UUj 




A 


77 1 


-j 




OOj 




£, /uuo 




A 


771 ^7 


\ 


i yoU 




L fVK) / 


J / J / J 


A 


Z / 1 0^ 




oil. 




Z /UUo 


J fj /O 


A 

A 


Z / 1 UJ 





oy 1 




z /uuy 


J / J / / 


\^ 


77 1 Aifi 
Z / 1 00 





iqy 1 




27010 


57378 


A 


27167 


830 


2592 




27011 


57379 


A 


27168 


1 


3744 




27012 


57380 


A 


27175 


2 


365 


QWDWAPWSRGWCSSGRLGPH 
RSPRSGGGSG\RRAAGPKPCPSP 
RSDAPAQPRGRSRRVLPLPQVQ 

APDPPP\\/D\/I PA A PVPf APDPA 
Ati^rlir Wr V Lr AAr IVrLfAKr t A 

UiVlAOrOOKJvi 1 ^LrKJvKUrV^^O^- 
r'PP A CCr'PQQT CP 


27013 


-//Jul 


3 


27176 


] 


1392 




27014 


57382 


A 


21 Ml 


79 


1241 




27015 


57383 


A 


27178 


3 


299 





3618 
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SEQ II) 


SEQ II) NO: 


Met 


SEQ II) NO: 


Nucleotide 


Nucleotide locntion of last 


Amino acid sequence ( X=Unknown, 


NO: 


of peptide 


hod 


in USSN 


location of first 


codon for last amino acid 


*=Stop codon, A=po$$ible nucleotide 




sequence 




tiy/34Util7 


codon for peptide 


of peptide sequence 


deletion, \=possiblc nucleotide insertion) 










sequence 






26982 


57350 


A 


27139 


210 


291 




26983 


57351 


A 


27140 


395 


680 




26984 


57352 


A 


27141 


157 


485 




26985 


57353 


A 


27142 


1 


507 




26986 


57354 


A 


27143 


1 


1041 




26987 


57355 


A 


27144 


1 


671 


GASGAAAYGADMAKSKNHTT 














HNQSRKWHRNGIKKPRSQRYE 














SLKGVDPKFLRNMRFAKKHNK 














KGLKKMQANNAKAMSARAEA 














IKALVKPKEVKPKIPKGVSRKL\ 














DRLAYIAHPKLGKRARARJAKG 














LRLCRPKAKAKDQTKAQAAAP 














PSVPAQAPKDKDTSNIFISNRKR 














GCDFTKKETNIPKVLTISMAPSL 














MSLYSVTRNQTTKPPSRHICNLT 














KGQLEPLY 


26988 


57356 


A 


27145 


6 


448 




26989 


57357 


A 


27146 


930 


1307 




26990 


57358 


A 


27147 


1 


675 




26991 


57359 


A 


27148 


142 


456 




26992 


57360 


A 


27149 


3 


175 




26993 


57361 


c 


27150 


378 


434 




26994 


57362 


A 


27151 


1 


792 




26995 


57363 


A 


27152 


1 


578 


MVRCVRLVEAGSVVRYLSTSIC 














RPVVDAGSRALCLQEWADSQQ 














VKEKQYSSRDVQRAAALNIYRJ 














PPSSRKPALCPTPRDRLEYDEDR 














LEHIAYVRARELHTLEVTGLET 














VAQSKAHVASLEGLIPEDKVVL 














LAGSPLQNEATLGQCGVEALTT 














LEVVGRRLGASL/HTSASKHTM 














VRALTYCSSREETFTAI 


26996 


57364 


A 


27153 


1239 


1905 


SAAAAPATGVPACRAGAWVSA 














APPAEGRPARARRHPGRCLEAA 














GPRGQRGAAHGH*ARAGSPQP 














GAPPCHPLGIPARQPLGLPRRTR 














CFGGIAQRGRAARHCLLSRPSA 














KAKRNSSYREPGMGGWRSPQA 














LGEYGKGSQAGSARLSGAASQ 














GRRARHLRGKAPAWNPAPPPSP 














PPPALGLPLRTQREATRKPRRE 














EARRPRPRPLRPGGANGSPGPP 














RAARA 


26997 


57365 


A 


27154 


1 


1275 




26998 


57366 


A 


27155 


3 


92 


EAVDPHSECYSS»RWCVRSFFIL 














VGLWSH 


26999 


57367 


A 


27156 


2 


367 




27000 


57368 


A 


27157 


98 


293 


GQTFATASISLLRYATGCGVFP 














RV*IRSPRAIPALSGDWPAPFSV 














LSEPPRFVCLRAMTKAAAFL 


27001 


57369 


A 


27158 


3 


211 





wo 01/075067 



PCT/USOl/08631 



SKQII) 

NO: 


SEO ID NO: 
of peptide 
sequence 


Met 
hod 


SEQIDNO: 

inUSSN 

09/540^17 


Nucleotide 
location of first 
codon Tor peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X^Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


26971 


57339 


A 


27128 


240 


719 


HSKKLVTLSHGSVMAETAVIN 
HKKRKNSPRIVQSNDLTEAAYS 
LSRDQKRMLYLFVDQIRKSDGT 
LPEHDGFCYIHVAQSAEITGLTS 

\OINrVKJ YOKJ^ KVoKUKJs.V V L 
Y K.rtCL/AOL'tN.U I Cor r W VIIVK 




J /J4U 


A 

A 


LI My 




1C 1 7 
3o Iz 






J /j4 1 


A 


1 "3 A 
1 1 I3U 


4 / 1 






26974 


57342 


A 


27131 


1 


229 




26975 


57343 


A 


27132* 


12T'^-'"^ — 


303 




26976 


57344 


A 


27133 


183 


524 


MSTPRPPFVPAFVGRRPSLLFVP 
AARJLTDVRGRKVRACGLLSPR 
LRSPSSSSATR V ARHSIG RPR VA 

DI CT\/C\/ A \/r^\/PCDCDni> D 

FALAATPRAPGTLA*SCLTDSFS 
A 




57345 


A 


27134 


1 


1025 


MIFVLQIRVRGHDDSFLKNHLV 

FLVIYGTNGTFNQTLVTDNNGL 

APFTLETSGWNGTDVSLEGKFQ 

MEDLVYNPEQVPRYYQNAYLH 

LRPFYSTTRSFLGIHRLNGPLKC 

GQPQEVLVDYYIDPADASPDQE 

ISFSYYLIGKGSLVMEGQKHLN 

SKKKGLKASFSLSLTFTSRLAPD 

PSLVIYAIFPSGGVVADKIQFSV 

EMCFDNQGTDLTSTVRVTRSSA 

SVMVYGASEAIGQRQSSAAKJ> 

RRSQSDSLGPEFQGLWERLPGL 

RJNGELITAYPQVVVVRVPTPW 

VQSDSDITVLRHLEKMGCRLM 

NRPQAILNCVNKFWTFQELAG 

HGVPLPDTFSYGGHENFAKMID 

EAEVLEFPMVVKNTRGHRGMY 

ELLVSTMGCSNSGMVTTPIKWL 

SMISVQCLANGTFLSPSLTKCPK 

GIRASVPLSGGPRSLKARTFSAF 

SG P VRSDEQ AE ALPE A YEPl E V 

NEFGEIDLLAMVEDEIILALPVV 

PVHDSEHCEVSEADMVFGELPE 

EAQKPNPFAVLASLKRVRSMA 

Vl^l^lNlVr 1 tvoN.KOiVllvKotilyAL 1 

AVTSLSVDKTSGEKHLRHH*SA 
DLAAAPRAPGTLAQGCLTDSFS 


26978 


57346 


A 


27135 


79 


306 


SGDLPWEINPLSSCSLLREKDPP 

v/tTcrjpoTTviopii^ vi-ii rwpfc^Qr;pi4 

(Vi 1 ovJrV^I Nl^rlsJvMLIlNrKoOr n 

WivoUOo 1 MLAA I riVArWj 1 LAv^ 
/^ci xr\circ a 




J 1 / 


A 

r\ 


771 '^A 


1 jy 


7^4 




26980 


57348 


c 


27137 


63 


370 




26981 


57349 


c 


27138 


107 


408 





3616 



wo(n/o75or>7 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SKQIDNO: 
in USSN 
09/540^17 


Mucleutiile 
location of first 
codon for peptide 
sequence 


Nucleotide location oriiist 
codon Tor last amino acid 
of peptide sequence 


Amino acid sequence ( X^Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possibte nucleotide insertion) 


26965 


57333 


A 


27122 


916 


1568 


HHSHEQQFQWPVGASGVDRW 
AGYLHQFRSLTQFQYGAEPDR 
K£*CQIFIFMQKTLSCLSILGKR 
TMSLMQ 


26966 


57334 


A 


27123 


1268 


1773 


SYFIMVKVGTSYVPINVSFSPKV 
GPGLPGrNRDTRlYLFCEVIFRH 
RYLFAISSWSGVTVAXRKDRES 
ADLGSDGQNGQDLDWGGGVAA 
AAA DG VTFS VPVTPHTFRHS Y A 
MHM L YAGIPLKVLQSLMGH KS 
ISSTEVYTKVFALDVAARHRVQ 
FAMPESDAVAMLKQLS 


26967 


57335 


A 


27124 


606 


852 


HQ1LFDRTPVSVDQSVEKKG*D 
HSVRPQ*AAPGHVHYLTIPEKS 
SQHYHPRTTSE*TSGRYESSGG 
LSFSQCMRGALEFCC 


26968 


57336 


A 


27125 


1 


2680 


MKLMETLNQCINAGHEMTKAI 

AIAQFNDDSPEARKITRRWRIG 

EAADLVGVSSQAIRDAEKAGR 

LPHPDMEIRGRVEQRVGYTIEQI 

NHMRDVFGTRLRRAEDVFPPVI 

GVAAHKGGVYKTSVSVHLAQ 

DLALKGLRVLLVEGNDPQGTA 

SMYHGWVPDLHIHAEDTLLPF 

YLGEKDDVTYAIKPTCWPGLDI 

IPSCLALHRIETELMGKFDEGKL 

PTDPHLMLRLAIETVAHDYDVl 

VIDSAPNLGIGTINVVCAADVLI 

VPTPAELFDYTSALQFFDMLRD 

LLKNVDLKGFEPDAETSQGAL 

GTLANVVTSLANLSESLNNGDT 

SEIQPEDQSASEITRAFDTLAKA 

LNTTDSSSSPSLADG IDTSGGGS 

IHVISRDQSTPIIEVEGPLLSDTH 

VTFKSIREDRNGRSQKTVHTEG 

DMNMNIKKIVKQATVLTFTTA 

LLAGGATQAFAKENNQKAYKE 

TYGVSHITRHDMLQIPKQQQNE 

KYQVPQFDQSTIKNIESAKGLD 

VWDSWPLQNADGTVAEYNGY 

HVVFALAGSPKDADDTSIYMF 

YQKVGDNSIDSWKNAGRVFKD 

SDKFDANDPILKDQTQEWSGSA 

TFTSDGKIRLFYTDYSGKHYGK 

QSLTTAQVNVSKSDDTLKINGV 

EDHKTIFDGDGKTYQNVQQFID 

EGNYTSGDNHTLRDPHYVEDK 

GHKYLVFEANTGTENGYQGEE 


26969 


57337 


A 


27126 


2014 


2138 


LSCSG WRAG • * ADGCllQIG* RL 
SPNKCL*TWSALCNPTAE 


26970 


57338 


B 


27127 


1 


7616 





wo 01/075067 



PCT/USOl/08631 



SEQID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
locution of first 
codon Tor peptide 
sequence 


Nucleotide location of last 
codon Tor last amino acid 
of peptide sequence 


Amino acid sequence ( X=llnknovvn, 
•=Stop codun, /=po$$ible nucleotide 
deletion, \=possible nucleotide insertion) 


26953 


57321 


A 


27110 


1 


2047 


MKLMETLNQCINAGHEMTKAl 

AiAQFNDDSPEARKlTRRWRJG 

EAADLVGVSSQAIRDAEKAGR 

LPHPDMEIRGRVEQRVGYTIEQi 

NHMRDVFGTRLRRAEDVFPPVI 

GVAAHKGGVYKTSVSVHLAQ 

DLALKGLRVLLVEGNDPQGTA 

SMYHGWVPDLHIHAEDTLLPF 

YLGEKDDVTYAIKPTCWPGLDI 

IPSCLALHRIETELMGKFDEGKL 

PTDPHLMLRLAIETVAHDYDVI 

VIDSAPNLGIGTINVVCAADVLI 

VPTPAELFDYTSALQFFDMLRD 

LLKTVDLKGFEPDVRILLTKYS 

NSNGSQSPWMEEQIRDAWGSM 

VLKNVVRETDEVGKGQIRMRT 

VFEQAIDQRSSTDTSLSTPAAP 

MVDSLIARVGVMARGNAITLP 

VCGRDVKFTLEVLRGDSVEKTS 

RVWSGNERDQELLTEDALDDLI 

PSFLLTGQQTPAFGRRVSGVIEl 

ADGSRRRKAAALTESDYRVLV 

GELDDEQMAALSRLGNDYRPT 

SAYERGQRYASRLQNEFAGNIS 

ALADAENISRKIITRCINTAKLP 

KSVVALFSHPGELSARSGDALQ 

KAFTDKEELLKQQASNLHEQK 

KAGVIFEAEEVITLLTSVLKTSS 

ASRTSLSSRHQFAPGATVLYKG 

DKMALNLDRSRVPAYIIRSYIR 

CGRKGFASAGVGGCRGWLNY 

AASEOIVLRVHHMRCEIPHRCV 






A 


0*71 1 1 
Zf I \ I 


1 1 "7^ 
1 1 /J 


J 


SPNKCL*TWSALCKPIAE 


26955 


57323 


B 


27112 


1 


1056 




26956 


57324 


A 


27113 


1979 


2217 


WLSVRVDGGANSGCLGKHGSK 

kT PPT* >J n * ^W* R ^ rkPnPKI P F * T 

Pn*^TT PT^VP.A WPMAI QTWFPV 
o 1 Lr IN\UA WIvlNALiOl WEt^ V 


zoVj / 




b 


11/1 












A 
A 


0*7 1 1 < 


AHA 
OUO 






26959 


57327 


B 


27116 


1 


4118 








A 

A 


Z / 1 J / 










J lily 


A 

A 




1 7QI 

1 /yl 


1 OO't 


! PI^PIAP 






R 


971 IQ 


1 






26963 


57331 


A 


27120 


1 


2449 




26964 


57332 


B 


27121 


173 


4112 





3614 
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SEQ II) 

NO: 


SEQ lU NO: 
or peptide 
sequence 


Mel 
hod 


SEQ in NO: 
in USSN 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X<°linl<nown, 
*=Slop codon. /^possible nucleotide 

uciciiun, \'~'|>U33iuic iiuvicuiiuc in^criiun^ 


26949 


57317 


A 


27106 


1688 


2187 


SYFIMVKVGTSYVPmVSFSPKV 

GPGLPGINRDTRJYLFCEViFRH 

RYLFAISSWSGVTVAVRKDRES 

ADLGSDGQNGQDLDWGGGVAA 

AAADGVTFSVPVTPHTFRHSYA 

MHMLYAGIPLKVLQSLMGHKS 

INSTEVYTKVFALDVAARHRV 

QFAMPESDAVAMLSF 


26950 


57318 


A 


27107 


782 


1402 


LFPRLLSCLTTPPHCSFSICFVIC 

SRTLILKGSSLIKLLFYKIPSMLV 

SSVLLbEVKSRIVGPGLPGlNRD 

TRJYLFCEVIFRHRYLFAISSWS 

GVTVAVRKDRESADLGSDGQN 

GQDLDWGGG\AAAAADGVTFS 

VPVTPHTFRHSYAMHMLYAGl 

PLKVLQSLMGHKSISSTEVYTK 

VFALDVAARHRVQFAMPESDA 

VAMLKQLS 


26951 


57319 


A 


27108 


197 


421 


LAMPGAGFSSSLRMASIFSIHSV 
GTRDLSRVSTILSPLYNTVAPG 
AN*CRELKLVLDADDVLSTEVI 
RVITSSA 


26952 


57320 


B 


27109 


1 


934 





wo (H/075067 



PCT/US(H/08631 



SKQ ID 
NO: 


SE Q ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540.217 


Nuclcolidc 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleutide 
deletion, \=possibtc nucleotide insertion) 


26928 


57296 


A 


27085 


1 


1439 

i - . ■ r 


MAETAVIMHKKRKNSPRJVQSN 

DLTEAAYSLSRDQKRMLYLFV 

DQIRKSDGTLQEHDGICEIHVA 

KYAEIFGLTSAEASKDIRQALKS 

FAGKEVVFYRPEEDAGDEKGY 

ESFPWFIKRAHSPSRGLYSVHIN 

PYLIPFFIGLQNRJTQFRLSETKE 

ITNPYAMRLYESLCQYRKPDGS 

GIVSLKIDWIIERYQLPQSYQRV 

WTPGINCPEPCPGVWTPGINCP 

GA WGIHGPHGSAENTGPLHPG ^ 

QTSAQLETSLLPSLRSARELELA 

QLSPRRKQNRSLQNIGVTPSLR 

VPWPKASNVQQFIDEGNYTSG 

DNHTLRDPHYVEDKGHKYLVF 

EANTGTENGYQGEESLFNICAY 

YGGGTN FFRKESQKLQQS A KK 

RDAELANGALGHELNNDYTLK 

KVMKPLITSNTVTDEIERANVF 

K.Iv!MvjK. W YLr J UoKObKMl iUV 

ryAKolNN VUl 1 oYM 1 NKorrtD/ 

IS.IS.A 1 r ArOrLWNllvAlis. I o 




J /zv / 


A 


z /UoO 


'2/1 ^ 








J iZyo 


A 


Z /Uo / 





1 loo 








t> 


z/Uoo 


-! 


1 1 OO 






J / jUU 


Q 

b> 


z/Uoy 




luyu 




26933 


57301 


A 


27090 


183 


410 




26934 


57302 


A 


27091 




1557 




26935 


57303 


A 


27092 


888 


1165 


CTRERRIKARGPPAGKRWLLLS 
GSSGRKHHL*QDPRPGSQTAGD 

Lr cr AK\r 1 1 V lOtOoV^iVlULUt-l^V^ 
rv^risJNLjK WiNi^oALLibK 1 VrUlv 

PI 

CLK V 






D 


77rkO'^ 

z/uyj 





iUZ / 








D 
D 


77A0A 

z/uy*f 





111/ 




z.\jyDo 




R 


z /uyj 


1 


1 777 
1 J / / 






J /^U / 


r> 

D 


z /uvo 





\\)m 






D / JUo 


A 
A 


77007 

z /uy / 


1 C\AC\ 


1 ZoD 




Z07H 1 


^7mo 


A 
A 


z /uyo 


OA1 

yu 1 


7777 
ZZ / / 






^71 1 n 


A 
A 


z/uyy 




1 1 77 

1 Izz 








A 
A 


771 AA 
Z / lUU 





1 1 in 




26944 


57312 


A 


27101 




1881 




26945 


57313 


B 


27102 




1211 




26946 


57314 


A 


27103 


294 


506 


NRRPGSAATVWAAAAEPSERG 

INNrALcNK oovjro WOrroO Yl^ 
KUKtoKA I I ArvjYOiNoKlu A I 
PWI VTsI 

W I 1 t| 


26947 


57315 


B 


27104 


1 


1073 




26948 


57316 


A 


27105 


1 


1809 





3612 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
bod 


SEQ ID NO: 
inUSSN 


Nucleotide 
location of Tirst 
codofi for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^-possible nucleotide 
iiciciiun, \*^pussiDic nucicuiiuc inscr non| 


26916 


57284 


B 


27073 


1 


1116 




26917 


57285 


A 


27074 


1 


1173 




269 IS 


57286 


A 


27075 


1 


999 




26919 


57287 


A 


27076 


771 


908 




26920 


57288 


A 


27077 


104 


547 


LFPRLLSCLTTPPHCSFSICFVIC 

SRTLILKGSSLMYVFCLPNTAIV 

MALSPRGWRSKFGMPVDSKGP 

PWLFKFLKNGLNFLLHSVGTRD 

LSRLSTILSPL YNTVA PG AN*CR 

ELKLVLDADDVLSTEVKRVITS 

SASNITPAFFCS 


26921 


57289 


A 


27078 


34 


1353 




26922 


57290 


A 


27079 


213 


338 


LSCSGWRAG**ADGCIIQIG*RL 
SPNKCL*TWSALCKP1AE 


26923 


57291 


A 


27080 


1 


1246 


MVKVGTSYVPIIMVSFSPKVGPG 

LPGINRDTRIYLFCEVIFRHRKD 

RESADLGSDGQNGPRPWIGEA 

VAAAAADGVTFSVPVTPHTFR 

HSYAMHMLYAGIPLKVLQSLM 

GHKSISSTEVYTKVFALDVAAR 

HRNRFTQFRLSETKEITNPYAM 

RLYESLCQYRKPDGSCIVSLKID 

WIIERYQLPQSYQLYYFEL A 1 PV 

GYFYPGSFSTASRILLLHPRGLR 

AITIAVFGKQNTYIRLEPFKINV 

LEQITKHIEKLQCGGVVKQLSR 

RGNNQHISSTYDINRADYPG*A 

RDPHLMLRLAIETVAHDYDVIV 

IDSAPNLGIGTINVVCAADVLIV 

PTPAELFDYTSALQFFDMLRDL 

LKNVDLKGFEPDVRILLTKYSN 

SNGSQSPWMEEQNSGCRGKTS 

RVEVPHRDSQFKVIKLVTLRQL 

VTLYDPVDFQRDDA 


26924 


57292 


B 


27081 


1 


1041 




26925 


57293 


A 


27082 


1 


1011 




26926 


57294 


A 


27083 


2 


1007 




26927 


57295 


A 


27084 


1 


738 





wo 01/(»75()67 



PCT/USOl/08631 



SEQID 


SEQ ID NO: 


Met 


SEQ ID NO: 


Nucleotide 


Nucleotide location of last 


Amino acid sequence ( X=Unknutvn. 


NO: 


of peptide 


hod 


•0 USSN 


lfK:ation of first 


codon for last amino acid 


*=Stop codon, /=possible nucleotide 




sequence 




09/540,217 


codon for peptide 


of peptide sequence 


deletion, \=posstbte nucleotide insertion) 










sequence 








S7767 


A 
AV 


Z /UjD 


716 
/ to 


1 4^^ 
1 **j J 


1 PPPI I QPI TTPPlJPQFClPrv/ir' 
LrrtvLri-.ol^L I 1 rrMv^orolUr V lU 




























I V CL-TkVJrilx. T L V r C/\JN 1 \J 1 tINO 














Y vOfctoUr N IvA Y T OOU 1 IN r r K 














l^ccr\i/'i OOC A I/" D A CI A Kir^ A 
t*w C. o o A Is. In. KU A c L A N O A 














1>VJII tl-flNINU I 1 Lls.l\. VIVlNrLl 1 bN 














TVTDFIPR ANIVPI^N/rwni^ WVI F 














Tn^sRn^K'MTinniw^i'KiniVMi r; 














YV^'M^i TnpvkTPi i\i(^Tr;i vi a 

I V oiNOIj J I rvr 1 VJL V L(\J 














MVl TPMnVTFTV^VUFAVPriA 
ivi V Vjxrvi \jy 1 r 1 1 o\rir A v r^v^ A is. 














fiMNI Vri T H n ATI T^\ RPiFFFlk^k'A 
VJnilN V VJ invert 1 1 IN XlVVjr r Cil rvlvA 














TFAP^FI 






A 


770S7 


66 


\ 07 








A 


770S8 


J ly 


OOS 


AOTviFVHiTx/RkTMi u/ippnonn 














^/ni^nninTAHPQv^svi kT:vxin 

o/L'rwV^U'lVc * AMlvo T o V L«N J Y V*\J 














MYVnWPPPkfVTSlFT^inni aqfp 














A*^i VI PA Ari*OAPA<:n<:pu/i <v 














nnPOOVFr^ Ar^ Ar^vp.FA pr;opp 














PPPPTAPPQ APQP P A AriCOFUr* 
rt^rKl V^rtvoAL^oKlvAAvj^V^r nO 














PPI 1 PPn A A V A P A PPC1 r^r'/Tici 














npF^Tnvppni^piFPPFTPXf A a 

VJlVro 1 O V lsJc\Jf\\^\vYr\L, I cIN AA 




S7770 


A 
r\ 


Z / 1/ J" 


t 


1605^ 






S7771 


D 
D 


Z /l/OU 


t 
1 


1 07/1 






^7777 


A 


Z /UO 1 


77 17 
Z / 1 z 


"^7 1 6 
JZ 1 u 


IS. 1 OiSVJr 1 I^IS.rO\AINLJr ILrPwL/V^ 1 \ 














(s<fC WoXvjoArr 1 o\L>OIS.rKLr Y i U 




























riFriTsiVT^nr^tJHTT Rnpwwpn 

l-/IiVJlN I 1 ij\JL/INri 1 LilSU'r n T V \Zi\J 














v.Ci\AV.w\ VFF A>JTnTFXir;vnnF 














P<Jf FlSlkT A VYnnriTPFFPk^FQnk' 














T nn^AK'K'RnA PI AisiriA] miPi 

I-»V^V<'^AIS.rk.I\X'ACl->AlNVJAL#vJl ICL> 














TsTNinYTf K'K'VMI^PI IT<vTsfT 




^777*? 


A 


77067 


1 
1 


'?066 






S7774 


A 


7706'^ 


1 
1 


977 




96907 


^777S 


A 


77064 


14 


77'? 

Z / J 




26908 






27065 


47 


'507 




26909 


57277 


A 


77066 


1 


487 


MCil *sF FCnPFSAPIP^TPOFNI^ IT 














FK^PfA WNRFTHFRl ^FTkTFITM 














PYAMRI YF^I POYORYril Pn<2 














YORV^il T^A A A^PR<5VI MRQTA 














Ff OrA^iHTI Rf^RkTAARRI \^\ ^ 














FMPR k^pinrkVRTPiwi^FPnr:! q 

CiVI r |\JS.V<f VJ L' T IS. 1 tvl W ISX CLIOLfO 














Mvi vini Tsii^i npVMPr VRnrn 

IN V l_» V lV^L#iNISX<ll\-* V iVI^Lf V IvL^V^lJ 














V JLIv 1 Y r nK. 




^777R 


D 
D 


77067 
z /uo / 


1 
1 


101^ 






J / £. fy 


A 


77ft6R 

Z /UDO 


1 


ZJu 


PH VFAPM\x/Qr;r'PVVQ*<;A PP.** 














P*Fni QP\yfVP 






A 


77060 


1 
1 


7784 
Z /o't 




769 n 


J /Zo I 


A 


77070 




QSO 


1 Qp^riwp AP.** Anppnnir;*Ri 














*sPNKPI ♦TW^AI PKPIAF 


26914 


57282 


B 


27071 


85 


863 




26915 


57283 


A 


27072 


345 


500 





3610 



wo 01/075067 



PCT/US0I/()8631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ !D NO: 
in USSN 
09/a40»2 1 7 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence { \=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, V=possible nucleotide insertion) 


26884 


57252 


A 


27040 


347 


1061 




26885 


57253 


A 


27041 


212 


386 


LQGSWVTSGLERICGSILGTIPL 
AHEVTDTQHGRMVYQVATAG 
F»SSLGAASIGTOGL 


26886 


57254 


A 


27042 


1 


1017 


MHSRRERARGLRGAHHPLVDN 

GPPQSLRAPPLLSPLKTAGAKSI 

WEPLASARRPETPERTPLQKTP 

EQVPTNFMGALHMKTSAPLSS 

RNGEGRRGGTSVASCPWVVGA 

VCSAERQPCTQRVREALMGGW 

RAGAQNNRAEDQVDEFTEVGF 

RRWVIKNYDELKEHVLTQCKE 

VKNLDKSIHPEISRLHEFITTTHT 

LPVIGGKVSLLSKCQDNAEQKQ 

SQGCSQEGHEVYDPRLNSSSSS 

SSSGGGQSPGLRRCSTSAAAAA 

ALEGAALKPMPVHAGLVGSGE 

GGGAGAVAGPCSRWGATTAA 

ASSAQPAQPVRGGSSGAQGHR 

GGRRRQAGKGGPAG*TAAAAA 

AP\GRGAEPGAAALLNLGGGSG 

GAG\SAALKPMPVHAGLVGSG 

EGGGAGAVAGPCSRWGATTA 

AASSAQPAQPVRGGSSGAQGH 

RGGRRRQAGKGGPAGSS 


26887 


57255 


A 


27043 


644 


949 




26888 


57256 


A 


27044 


811 


1886 




26889 


57257 


A 


27045 


1 


410 


HAHSLNSIILPTPLE1HKV*1QIY 

A*GCKRJSNNCWHCHQHLLS1S 

PDLRINEGKECGPSPWIGVEAR/ 

MGGELSSAVGLTSLLLYQQVPF 

HPHFQSPTFiPRESILLQHASCW 

RQHHLHTGIYSSYLPGWKQEFS 


26890 


57258 


A 


27047 


1 


2445 




26891 


57259 


A 


27048 


1 


457 




26892 


57260 


A 


27049 


1 


873 




26893 


57261 


A 


27050 


2549 


2728 


ATSRSSALITSSKYPG!CF*LILI* 

RSTLETANSISARLNNPFLRKYP 

SYFSLFMGTTRJ 


26894 


57262 


A 


27051 


277 


394 




26895 


57263 


A 


27052 


2 


1394 




26896 


57264 


A 


27053 


1 


1091 




26897 


57265 


A 


27054 


1 


1404 




26898 


57266 


A 


27055 


2457 


2674 


ANHCYLLSELQHWSDCPVVLQ 
SAG*RH*DRN'DGNQY*SR/SLS 
*SR*STTK*RNTPCSQVSSLSRLS 
TRSAP 



wo ()l/()75(»67 



PCT/US(»1/»8631 



SEQID 

NO: 


SEO 10 NO: 
of peptide 
sequence 


Met 
hod 


SEO ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of Tirst 
codoD for peptide 
sequence 


Nucleotide location of last 
codon for last amino ncid 
of peptide sequence 


Amino acid sequence ( X^Unkoown, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possiblc nucleotide insertion) 


26875 


57243 


A 


27031 


2 


1019 


PTSAPHSLSPRAVIERRSRALDW 

NASPSLSDPQGLDASLPFPSHICR 

SRTASPEPAEHPVMDKNE\LVH\ 

KAKLAEXQAERYDDMAACMKS 

VT^EQGAELSNEERNLVLSVAYK 

NWVGVARRSSWVRVVSVSIEQKTV 

EGA\EKJCQQMAR\EYREEIETEL 

R\DI\CNDVLSLVGKSSLiPNAFT 

SRRSKVF/YILENGKGDYLPFTL 

GWRVAAGWMDQERGLFDPVH 

NKuAYPRKAFWKSAKKGNGNPT 

HP\IRLGL\ALNFSVFYYEILNSP 

EKACSLAKTAFDEAIAELDTLS 
PPQVi<rnQTi iMHT 1 Rf^xiFnivr: 

CCo I IS.L-'O 1 l-rllVlV^LtL.KL'lNrUi V vJ 

TrSPPPTPP^WPH^ 
ivjrrr I rv^ow rno 


7^i876 


J /Z*+H 


A 


z lyjj^ 


177 


477 




^uo / / 




A 
r\ 


z lyjjj 


1 
1 


1900 
1 zyu 




zoo / O 




D 
D 


Z /\JjH 




1 1 19 
J 1 1 z 




ZUO / " 


^ / ZH / 


A 


Z /KJjJ 


Oft 


94^ 




26880 


57248 


A 


27036 


1 


351 




26881 


57249 


A 


27037 


3 


471 




26882 


57250 


A 


27038 


1 


440 


MKMRVGCMLTAESLSDGGNS 

HQRTLSLFEESKESQCEARGEV 

SKAGVWLVPLEPSSDALPKITS 

LVRPAVPWRPSSEAGLCEVRGG 

VLGKASKAPIKEPQLDRGMGL 

GAQRRGSSGTEVQSGETLGASG 

SPRGLLEPRPDWVSNNGAGSLG 

FQQLPIVDKIRTIAQAVCGAKDI 

ELCPEAQVKIDRYTQQYYSC*N 

Pk"! PA PI FFTO^ini Pi^kTQPl m P 

LAPRVSPDCTSVP/GAP/SAAGP 
RAPCPDPAVAPLWGLCWPFPEL 


26883 


57251 


A 


27039 


I 


1113 


mhqedlrawyldlglpshqn 

aqptawkcqrapspythqdma 

lipsptarwlspekepkqgevg 

eksllpdptlpltdprltgsteq 

ahaeglaalmsalrvshlqgr 

ggvvtlvdsqlgviavsstqfn 

kgpsyrj.ladvqnrllpk:yds 

qkeaelrswikgftglsirpdfq 

kglkdgiilctlvnklqpgsvp 

krnusv*nwh*lenlsnflka 

mvsygm/npvdlfeannlfesg 

nnmqvrvsllalagkaktkgl 

rsgvdirdkysekqnfddttm 

kasqcvirlqitnkcasqsgmt 

AYGTRRHLYDPfCNRlLPPMDN*s 

TISLQMGTNKCASQVGMTAPG 

TQRHIYDTKLGIDKCENSSMSL 



3608 



wo (H/()75067 PCT/tSOI/08631 



SKQ ID 

NO: 


SKQ ID NO: 

ofpepride 

sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino ncid sequence ( X=Unknown, 
'-Stop ccHlon, /^possible nucleotide 
deletion, \=possib)c nucleotide insertion) 


26862 


57230 


A 


27015 


53 


1227 


QPPVHTTPASSPCDD\DIAAL\V 

VDN\GSGMCK\AGFAGDDAPRA 

VFPSIVGRPRHQGVMVGMGQK 

DSYVG DE AQSKRG ILTLKYPI E 

HGIVTNWDDMEKIWHHTFYNE 

LRVAPEEHPVLLTEAPLDP\RAT 

REKMTQIMFETFNTPAMYVAIQ 

\AVLSL\YASG/RVTTG1VMDSG 

DGVTH'nVPIYEGWALPHAlLR 

LDLAGRDLTDYLMKILTERGYS 

FTTTAEREIVRDIKEKLCYVAL 

DFEQEMATAASSSSLEKSYQLP 

DGQVITIGNERFRCPEALFQPSF 

LGMESCGIHETTFNSIMKCDVD 

1RKDLYANTVLSGGT\NMYPGI 

ADRMQKEITALAPSTMKIKIIAP 

PERKYSVWIGGSILASLSTFQQ 

MWISKQEYDESGPSIVHRKCF 


26863 


57231 


A 


27016 


2 


438 


ADLLQVSNCVVSSCQPPAFLVL 

FSSSRLPAGEGRGRPGQTQRPSS 

LEGAWHSVTLERRCLVSHLINL 

REAGMYPSRPCHHLFPDQLV*T 

EGGF*RPRLGWQRCHGTPQQA 

PSQPAFRSKHPRKGMPALQQQP 

GSGLCRPLPCRCR 


26864 


57232 


A 


27017 


112 


493 


AHSRTPARPENRAAASAPRKPR 

RAMSSPPEGKLETKAGHPPAVK 

AGGMRIVQKHPHTGDTKEEKD 

K.DDQEWESPSPPKPTVFISGV\I 

ARGDKDFRPADAQVAHQKPHA 

SXMDKHPSPRTQH IQQPRK 


26865 


57233 


A 


27018 


1 


1176 




26866 


57234 


A 


27019 


3 


307 




26867 


57235 


A 


27020 


86 


179 


SVKRRC*SLLTW1GMRLQRQHR 
ECLAEQVGS 


26868 


57236 


A 


27021 


1 


948 




26869 


57237 


A 


27022 


3 


534 


EGAHFRAAHHPRSTGSRCPGSL 

QPSRPLVANWLQSLPEMPVDFT 

GYWKMLVNENFEEYLRALDV 

NVALRKI/APTLLKPDKEIVQDG 

DHMIIRTLSTFRKLTSWNRQVG 

KEFEEDLTAGIDDRKVHDKQ'A 

WDGDKUQCVQKGEKEGRGW 

TQWVIEGDELHLEMRVEGLWC 

KQVFKKVQ 


26870 


57238 


A 


27026 


1 


2400 




26871 


57239 


A 


27027 


294 


425 




26872 


57240 


A 


27028 


1 


797 




26873 


57241 


A 


27029 


1 


173 




26874 


57242 


A 


27030 


1 


1047 





wo 01/075067 



PCT/US0 1/08631 



SKQ ID 

NO: 


SKQ ID NO: 
of peptide 
sequence 


Met 
hod 


SKQ ID NO: 
in USSN 
09/540^17 


Nucleotide 
location ofrirsl 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown« 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


26845 


57213 


A 


26998 


2 


514 


VTARRRGTRWLRFRRASRVQK 
WLWLADFYLRYYVGHKGKFG 
HEFLEFEFRPDGKLRYANNHXN 
YKNDVMIRKEAYVHKSVMEEL 
KRl I DDSEITKVEDDA L WPPPDR 
VOKl^bLbl VIUUcHlbr 1 IxSKlO 
SLI D VNQSKDPEOLRVFY YLVQ 

r^l 1/"/^! A/rOT 1/^1 LI f? I/" II/' ¥11 

DLKCLVhbLIOLHrKlKPl 


26846 


57214 


A 


26999 


1 


570 




26847 


57215 


A 


27000 


1 , 


980, 




2oS48 


57216 


A 


2700! 


OTA 

270 


j56 ^ 




26849 


57217 


A 

A 


27002 


1 
1 






26850 


57218 


A 


27003 


1 


1017 




26851 


57219 


A 


27004 


1 


450 




26852 


57220 


A 


27005 


1 


637 


APIECGGIPSLPVLCQSRANDQE 

GVRLLEPSEAMPKSKELVSSSSS 

GSDSDSEVDKKLKRKK\QV\AS 

ENPVKK\QKTGETS\RALSS\SKQ 

SQPAARDDN\MFQIGKM\RYVS 

V\RDFKRQKCLI\DIREYWMDPE 

GEMKPGRKGISLNPVQQWEPSL 

KEQlSGPLiDASKKTCKlSEPILI 

KPCTVPVVLIWLFSIGFCFLNVL 

RSYCMFGLQKNL 


26853 


57221 


A 


27006 


20 


412 


RFSPLSFLLAG DSCTCAGSCKC 

KECKCTSCKKSKWDPLFPLPLP 

CPPACPLSTILRGIKAVWGCPIA 

RKLLPPQ*SLSGRAGILIPGVAS 

THLCRLLSAPRxCCSCCPVGCAK 

CAQGCICKGASDKCSCCA 


26854 


57222 


C 


27007 


32 


505 




2oo55 


57223 


A 

A 


z/OUo 


OCA 

854 


1021 


ALOOVAEYDLKLuLLLKJ-i'AL 
VQSLVAJ bVRLVLClTSHTDML 
QICFFVYATVTQ 


26856 


57224 


A 

A 


27009 




726 




26857 


57225 


A 


27010 


99 


537 




26858 


57226 


A 


27011 


I 


963 




26859 


57227 


A 


27012 


146 


609 


V Y LRCTGG EVG ATS A L APKIGP 

LGLSPKXVGDDIAKATGDWKG 

LRJTVKLTIQNRQAQIEVVPSAS 

ALIIKALKVEPPRDRKKQKNIICH 

bONI 1 rUtl VNlAKQMKHKbLAK 

ELSGTIKx-lLuTAQSVOCNVDO 

KxlrtiUI 1 L/L'llNoO A V Cl^r Aa 


26860 


57228 


A 


27013 


3 


501 




26861 


57229 


A 


27014 


1 


1623 





3606 



wo 01/075(»67 



PCT/LS0I/()8631 



SF.Q ID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Mer 
hod 


StQIDNO: 
in USSN 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X==Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \~possil)le nucleotide insertion) 


26825 


57193 


A 


26978 


3 


450 


VRPRRDACLGPSPLAASPAFLG 

KGQVPQPLISLCPDPLFPHPNLIS 

LRPNPLCPHPDLVSLCPDPFPAF 

LEAHKNFQTTEPQQPGVPPEPP 

PTGACYTCRKSGHWAKECPQP 

GIPP\NHVPSVWDPTENLTVQLT 

WQPLPEPLELWPKAL 


26826 


57194 


A 


26979 


615 


724 




26827 


57195 


A 


26980 


1 


1968 




26828 


57196 


A 


26981 


227 


556 




26829 


57197 


A^ 


26982 


400^ 


548 




26830 


57198 


A 


26983 


1 


1968 




26831 


57199 


A 


26984 


65 


741 




26832 


57200 


A 


26985 


1 


658 




26833 


57201 


A 


26986 


1 


666 




26834 


57202 


A 


26987 


67 


608 


NPGKGGCFVL/VLDGLLRDRKA 

V\IREETFDGWHPQDRPLPAHA\ 

LVAG\IDRPTPPQK*TA\AMGKK 

KDRPKRSKIKSFCGKCY>JY\NH\ 

LMPHKGTLWDIPLGQNLFVQL 

RDVFVRDPGSLN RKA\RREG PRF 

KFE/EREYETGQETKWVLPRKL 

AGFKNAFGFDSLKIIKKXKKKK 

KKTTKKGRP 


26835 


57203 


A 


26988 


1 


352 




26836 


57204 


A 


26989 


1 


1419 




26837 


57205 


A 


26990 


2 


878 




26838 


57206 


B 


26991 


75 


2931 




26839 


57207 


A 


26992 


229 


724 


IIFIVYSSQLTYVKISDSFQTFKF 

CLDFCLFFSEMS\FLSLNISSCS* 

YSAKVNSCGKFGLTKGSFSAPL 

TPLFFLCFGSELVEGV*ELLAVG 

GLHLARJFLCLSISSLC*FTHSCC 

FTRVTPINLASNNSCLLGFRLQS 

SSIAPSLGLLDGGVCFIRDLAAA 


26840 


57208 


A 


26993 


737 


1048 


KKYNIQLEKPYFKHLYKNKLL 
KLSN*NMTSVQQFT1ELEGNLS 
LSCIELVC/ILVTHCHLF/CMNK 
AW*QKKNT/WLS1LTC*KHWQ 
YYNLVNSTDFNTSSSFLSKV 


26841 


57209 


A 


26994 


1 


1209 




26842 


57210 


A 


26995 


2 


1683 




26843 


57211 


A 


26996 


1 


1386 




26844 


57212 


A 


26997 


I 


471 





wo 01/(175067 



PCT/USO 1/08631 



SEQ ID 


SKQIDNO: 


Mel 


SEQ ID NO: 


Nuclcolitle 


NuclcoCide location of last 


Amino acid sequence ( X=Unknown, 


NO: 


of peptide 


hod 


in USSN 


localion or first 


codon for last amino acid 


*=Stop codon, /=po$siblc nucleotide 




sequence 




09/540^217 


codon for peptide 


of peptide sequence 


deletion, V=possiblc nucleotide insertion) 










sequence 








!>/ loo 


A 


OiCQC 1 

zoyji 


■^7/1 


4 ID 


A ^ DD I/* N Jf A DC A 1 1 D Ckl CDT 1 ADA 

AO PKKJvl A PSA LLRPLSRLL A PA 














DM DCrf^DC\/P/CXI^ CV\/D PDDXI A l^' 
JvVLro'O"^ V K/o ! !S.r I YKtr! JNAIS. 














i>\i^\x/i v\inTrx\i rvTTWfvi \i/i\ai 
r\L>WJLI\.VUr 1 \LO 1 l\VrLWIY\L 














Il/rMJ\XICT^II nVI/DDXI/^l c 

IKt^M\NtUlLbYK.KKNuLb 


zo/yy 


J / lo/ 


A 

A 


7iCO<7 


1 
1 


Hi 1 




ZOoUU 


J / 1 06 


A 

A 


7A0^1 


/I/17 


7zion 




ZOoUl 


J / 1 oy 


A 

A 


7AO</l 




1 ^07 

i3yz 




ZOoUZ 


<T 1 TA 

J / J /u 


A 

A 


7AQ<< 


y 


3U6 




zooUj 


J / 1 / 1 


A 

A 


zoyjo 


1 J J 


777 
ZZ / 




Z0oU4 . 


^ / I /z. 


A 

A 


zoyj / 


1 


Hi 1 


- - - 


ZOoUj 


^7 1 71 


A' 


7AQ^R^"~ 

zoyj6 


3 1 / 


R7^ 
6Z3 




ZOoUO 


<7 1 7/1 


A 

A 


zoy^y 


O 


A/1 A 




ZOoU/ 


^7 1 7^ 


A 

A 


zoyou 


1 
1 


77^ 
Z /3 




ZOoUo 


J / 1 / o 


A 

A 


7<OAl 

zoyo 1 


3 


777 
Z/Z 




zoouy 


<7 1 77 


A 

A 


7AOA7 

zoyoz 


1 
1 


1 AA7 
lUUZ 




IXC 1 
zoo 111 


<7 1 7C 
J / I /O 


A 

A 


7/;o/ci 
zoyoj 


1 
1 


1 70 1 

1 /y 1 




ZOo 1 1 


^7 1 70 

J / 1 /y 


A 

A 


zoyo4 


7 

z 


1 AA 
lOU 


LI\y|'TXCT I A ^C/^C/^L^TC A 1 XIVIX 

tilVl 1 1 oLbAi^oOrV^lv 1 bALNN.1 1 














1 KOoH* V*s^r 1 oLLrrrcKVL Vo 














iVlAtlvr WOO 


ZDolZ 


^7 1 m\ 
J / 1 oU 


A 

A 


7KQ/i^ 

zoyoj 


1 
1 


6yz 




Zoo 1 J 


^7 1 C 1 

J / lol 


A 

A 


7AOX< 

zoyoo 


1 

1 


34y 




ZOoIh 


^7 1 97 
J / 1 oZ 


A 

A 


zoyo/ 


ZJh 


36 / 


ol^LcVUlJcvOrciv\ J KVifKALKO 














VSSVTEDTLNICRLCWQPLPEPL 














ELWPKAL 


zoo 1 J 


^7 1 Q1 

D/ lo3 


A 

A 


Zoyoo 


7AO 

zoy 


<A1 
3U 1 


DAD CC^^ A f~l 1 \l/C\/\7 A DC A \/C\/CC 

KAKofcO AOL W5> V V APbA V r r 














\/CrkDl?/^ A DCUDCDCr'rf^CD/D DD/^ 




























LPEPLELWPKAV 


ZOo 10 


0 / 1 OH 


A 

A 


7 AO AO 

zoyoy 


7 1 A 
Z !U 


70A 

zyo 




ZOo 1 / 


^7 1 ft^ 
J / 1 o.) 


A 


zoy /u 


7 1 
/ 1 


7R1 
Z63 


Lr ivL»0 L r o 1 1 Pm r L. o o o L U KJb is. ^ 














DDXXC Or^TATC DP XI I C D 1 C KI DT^C T* 














f^XIDTVOI X\l/ADI DPDI PI \MO\/ 
OlNK J V V^L 1 WV^rLrtrUt-L. WrK 














A T 

AL 


ZOo 1 o 


J / 1 60 


A 
/\ 


zoy / 1 


1 1 17 
1 1 IZ 


1 1 RA 
1 1 6U 




zooiy 


^7 \ R7 
J / 1 6 / 


A 
A 


7A077 

zoy /z 


7 1 
/ 1 


Z6'* 


L>1L>Lj l^LroCllSrLr oL^oLLKJtrwJtr 














PTTTC n POTV TC P P KI I C P 1 QKI P n CTri 














KIPTVOI TWAPI PPPI PI U/Pk^A 


ZOoZlf 


3/1 60 


R 
13 


zoy / J 


1 
1 


AA1 
003 




ZOoZ 1 


J / 1 6y 


A 
f\ 


7A07/1 

zoy iH 


1 
1 


^A7 
3UZ 


MI 1 Tf^QI PHP. I PTPTl-fKyf V Pn A 














\/XrMP/^DDf riPik^CDX/! 1 1 PA! PD 














OPPHVI CMnPi^i ppu/Qpxrii^A 

V^iNJxn VL.oIvlLlrjSX«KL^ Wo^ 1 OKA 














APPwr*! II APMPnvcPTPOPprv 














TTririPT PU/CFTI QCl^QPFQnpn 














A p APvit^/^nvcrmr* A k^pppopn 














ippi^ pr^Pir* Ar;p\Tr;>jPTvr\i t\x/ 














r^Pl DPDI PI U/PI^ A 1 
r JL r C r L b L W r FkA L 


^DOZr^ 


S71 on 


A 


zoy / J 


7'?'; 

Z J J 


H70 




26823 


57191 


A 


26976 


226 


543 




26824 


57192 


A 


26977 


1478 


1744 





3604 



wo 01/075«f.7 



PCT/US(»l/0863l 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in VS^H 

t\f\tCAf\ ^ 1 ^ 

Oy/54U,2 1 7 


Nucleotide 
location ofTirst 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Aininu acid sequence ( X=Unkno>vn, 
'-Stop codon, /^possible nucleotide 
deletion* \=possiblc nucleotide insertion) 


2611 \ 


57139 


A 


26924 


804 


1100 


SPKGGPPDPSHGTKFHSRPCEET 

TKQAFCEQHGCLFHLGTLGALL 

G*QRWLHQLSRPSLGCNESKSL 

FQ*PPLP*E*KE1QCKVPPNLGL 

GVRSGKGF 


26772 


57140 


A 


26925 




1186 




26773 


57141 


A 


26926 


126 


363 


SRSKDQGLDPSGTWCKRAFSPG 
PWPIIPVAAGGGGHSGGGKSET 
PAHLQKGLHKVKNC*PSTYSVC 
QTPDAEHPVSNK 


26774 


57142 


A 


26927 




1125 ~- 




26775 


57143 


A 


26928 


401 


446 




26776 


57144 


A 


26929 


332 


499 




26777 


57145 


A 


26930 


74 


200 




26778 


57146 


A 


26931 


300 


416 




26779 


57147 


A 


26932 


324 


430 




26780 


57148 


A 


26933 


60 


381 




26781 


57149 


A 


26934 


2344 


2453 




26782 


57150 


A 


26935 


131 


274 




26783 


57151 


A 


26936 


144 


444 


GGGENFSYPWYLLVGCGWFSS 
SPIVPDVPPFSLLLPAQKKKPAP 
PK\PEPKPKKAPAKKGEKVPKG 
KKGKADAGKEGNNPAENGDA 
KTAQAQKAEGAGDAK 


26784 


57152 


A 


26937 


540 


811 




26785 


57153 


A 


26938 


69 


375 


QHLRPAAVAAATMPKRKAEGD 

AKGDKAKVKDEPQRRSARLSXA 

KPAPPKPEPKPKKAPAKKGEKV 

PKGKKGKADAGKEGNNPAEN 

GDAKTDQAQKAEGAGDAK 


26786 


57154 


A 


26939 


9294 


9486 


SLLYQPRCMAFR11CASS*RGMP 
GGSASAARKPTG/SPGREGAGR 
RGQWGPRNCCAGRLPGGESTV 


26787 


57155 


A 


26940 


248 


613 




26788 


57156 


C 


26941 


94 


234 




26789 


57157 


A 


26942 


2157 


2408 




26790 


57158 


A 


26943 


547 


815 




26791 


57159 


A 


26944 


254 


467 


VFLISVYNGLAISLYLGIHIRQK 
PVMPRNPLNCFGVLG*G*AG1G 
♦ IRSSLRTL VPLDNFSPK YLTFC 
EQS 


26792 


57160 


A 


26945 


238 


391 




26793 


57161 


A 


26946 


232 


1659 




26794 


57162 


A 


26947 


1 


951 




26795 


57163 


A 


26948 


1 


2046 




26796 


57164 


A 


26949 


3 


97 


SVR/SICFYVREPPNAKPDWLKV 
GFTLSVEL*M 


26797 


57165 


A 


26950 


1 


828 





wo OI/075067 



PCT/USOI/08631 



SEQ ll> 

NO: 


SEQ II) NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540^17 


Nucleotide 
location of Orst 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X='Unknown, 
*=Siop codon, /=po5sible nucleotide 
deletion, \=possible nucleotide insertion) 


26756 


57124 


A 


26909 


2 


687 


GARQVLPGESPCFSSSUKIVKP 

NGEKP\DEFESG/LSPQALLEL\E 

MNSD\LKA\QLREPELLRPA»GK 

LK VGGCSEN LSI/I LLFPVPSN * K 

SFPENPQVRA*YRELEKX\FQW 

GSHVGLYRPQRR1LP*AQLRKK 

PVQKNKQKASPRARTLTAVHD 

AMLEDLGLPQAKIVGARESRVK 

HKV\FTF^riVYK\KI TOKDVNF 
EPPRSFNCKQK 


26757 


57125 


c 


26910 


164 


208 




26758 


57126 


A 


26911 


2288 


2625 


GSEGHLPITKRWSSLWEWRKG 
LSEVGSCKRNLVRCLRTAI/LM 
GGEAGVlHCKGHQKASDPiALG 
N A Y A DK V A RO A A S^PT<? V PHPi 
OFF^FTf VTPTY^sPAFT^TVn^f 

v^i roj 1 V 1 r 1 1 or/ACi i o I i \^t3l^ 


26759 


57127 


A 


26912 


1 


400 




26760 


57128 


A 


26913 


3 


277 




26761 


57129 


A 


26914 


I 


630 


CEIKNRKAAEKVNKTKGKFFEI 

NTYPGPIKTGEPSGQTQKWLDI 

VRNTLVEEDTSSWSWRAHQPK 

STLTGTG RPSTNGTMSSL ARTV 

REEPGNQPNYRGKPSPFWFPHL 

VRAASTQPVITRLLQHGRLKPI 

NSPYNFPILPVLKPDKPYKLVQ 

ni HI ITsIOTVI PIHPVVPhJPVTI I 

^^IPA^TTHY^VI Dl ICHAFFTIPI 

HP*FQPLFTF 


26762 


57130 


A 


26915 


1 


384 




26763 






26916 


1 1 13 




ORnPVSAFYTWI ASFP>JTIY*ir; 
NPFPl ACFSOVCOR^D^sPR Y A A 
1 Fi RAi Frmni YI rFnX^JTMT F 


26764 


57132 


A 


26917 


2 


2144 




26765 


57133 


A 


26918 


99 


470 




26766 


57134 


A 


26919 


636 


1220 


GPGFQAQNCAAIWADTiaAAG 

IFSHTPVAPGTPVRQNHLLPWD 

APAWSGEECLPLLRLVYVVFPS 

QCKQSCQEV*TGQSPPQLGKAF 

VARLPL*IPSLWAGHLFLEHPV 

YCCGCVTAGRQGSWKGQRRH 

fiHPFPI PI I M OMVrr^KYOY 

DYPESSFLLLFLSSLCSAGKSTG 
SHAILLGSAFVLPHLVALRS 


26767 


J f I J J 




26920 


10 


Jul 


Rl RMVRDllCVI 1 NTR^I RNPI H 
Dl TTvJKnRSTinPPT *FI ^sKAWM 
V F V \jr 


26768 


57136 


A 


26921 


1 


855 




26769 


57137 


A 


26922 


5 


1442 




26770 


57138 


A 


26923 


1061 


2332 





3602 



wo (» 1/075067 



PCT/USO 1/08631 



SEQII) 

NO: 


SEOIDNO: 
of peptide 
sequence 


Met 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleoli (l«r 
location of flrsi 
codon for peptide 
sequence 


Nucleotide locution of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X^Uiiknown, 
*°Stop codon, /^possible nucleotide 
deletion, \— possible nucleotide insertion) 


26733 


57101 


A 


26886 


1 


1371 


MSFL1DSS1M1TSQILFFGFGWLF 

FMRQLFKDYEIRQYVVQVIFSV 

TFAFSCTMFELllFEILGVLNSSS 

RYFHWKMNLCVILLIL/VFPMV 

PFLQLAYFIVSNIRLUHKQRLLF 

SCLLWLTFMYFFWKLGDPFPIL 

SPKHGILSIEQLISRVGVIGVTL 

MALLSGFGAVNCPYTYMSYFL 

RNVTDTDILALERRLLQTMDMI 

ISICKKRMAMARRTMFQKGEVH 

NKPSGFWGMIKSVTTSASGSEN 

LTLIQQEVDALEELSRQLFLETA 

DLYATKERIEYSKTFKGKYFNF 

LGYFFSIYCVWKIFMATfNIVFD 

RVGKTDPVTRGIEITVNYLGIQF 

D V KF WSQHI SFIL VG 1 1 1 VTSIRG 

LLITLTKFFYAISSSKSSNVIVLL 

LAQIMGMYFVSSVLLIRMSMPL 

EYRTIITEVLGELQFNFYHRWF 

DV1FLVSALSS1LFLYLAHKQAP 


26734 


57102 


A 


26887 


1738 


2140 




26735 


57103 


A 


26888 


81 


733 




26736 


57104 


A 


26889 


1061 


1154 




26737 


57105 


A 


26890 


1 


3207 




26738 


57106 


A 


26891 


113 


367 




26739 


57107 


A 


26892 


2 


1391 




26740 


57108 


A 


26893 


154 


647 




26741 


57109 


A 


26894 


40 


747 




26742 


57110 


A 


26895 


1 


3186 




26743 


57111 


A 


26896 


271 


491 




26744 


57112 


A 


26897 


304 


1836 




26745 


57113 


A 


26898 


1 


2343 




26746 


57114 


A 


26899 


1 


765 




26747 


57115 


A 


26900 


318 


473 




26748 


57116 


A 


26901 


2 


426 




26749 


57117 


A 


26902 


1 


433 




26750 


57118 


A 


26903 


2 


1004 




26751 


57119 


A 


26904 


125 


199 




26752 


57120 


A 


26905 


3 


156 




26753 


57121 


A 


26906 


2 


397 


VDGMGWSQDLFRALGRSLSRE 

GKEHVGTDQFGNKYY\*SRSTK 

TGEVRWRRGQRLRGQ*LRGQT 

IREKRJVEAANKKEVDYEAGDI 

PTEWEAWIKRTRKTPPFMEEIL 

KNEKHREE1K1KSQDFYEKEKL 


26754 


57122 


A 


26907 


1 


1350 




26755 


57123 


A 


26908 


1 


582 





wo (H/075067 



PCT/llSOI/08631 



SKQID 

NO: 


SEQIDNO: 
or peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codoo for peptide 
sequence 


Nucleotide location or last 
cudon for last amino acid 
or peptide sequence 


Amino acid sequence ( X=Unknowa, 
*=Slop codon, /^possible nucleotide 
deletion, \-po$5ible nucleotide insertion) 


26719 


57087 


A 


2687! 


171 


495 


SQLLDMRKPFQKPGLRQLKTLP 

QYLNTP7CILDYLDNISPQQ1RK 

LFYVLSTLAFSKQNEASSHIQD 

DMHLVIRKQLSSTVFICYKLIGII 

GAVTMAGIMAADRSESPSL 




57088 


A 


26872 


1 


31 14 




26721 


57089 


A 


26873 


173 


397 




26122 


57090 


A 


26875 


823 


1194 




26723 


57091 


A 


26876 


1 


1263 


MESNAVQLTRMEYAMKSLSLL 

YPKSLSRHVSVRTSVVTQQLLS 

EPSPKAPRARPCRVSTADRSVR 

KGIMAYSLEDLLLKVRDTLML 

ADKPFFLVLEEDGTTVETEEYF 

QALAGDTVFMVLQKGQKWQP 

PSEQGT*WRRTQRKDSPVSRPC 

STHGLQEIQL 


26724 


57092 


A 


26877 


128 


317 




26725 


57093 


A 


26878 


431 


574 




26726 


57094 


A 


26879 

- 


112 


482 


EGPEAKPKRSNC APEKRSSPI PD 
WEPAFSEDGRARTVARLQHPPL 
GGPTHRYHHFLRRHDPPLRVHP 

AAERQEAHPGTSI*QSSPNSKQS 
PQGKWKITFPNSLSLTRKYYFQ 
QPRGWDFFKKT 


26727 


57095 


A 


26880 


3 


179 




26728 


57096 


A 


26881 


977 


1127 




26729 


57097 


A 


26882 


121 


708 




26730 


57098 


A 


26883 


38 


828 


GSRLRRLQAAAARPALPLPLPP 

WEWICHLPHVPEAKWWLTTAR 

HSAAYRADPLRVSSRDKLTEM 

AASSQGNFEGNFESLDLAEFAK 

KQPWWRKLFGQESGPSAEKYS 

VATQLFIGGVTGWCTGFIFQKV 

GFCLAATACGEVDF/LLLQLANH 

TWVHQSLTGNEWEKDIEESPJCS 

SLKIRKSQSDYLLRSGAKAAGR 

WCHFVKXNVLVTWGIFPEAFC 

LAWHPKEDDLHVPLFPGFFPSQ 

QPFTLHHRDIESLLLFFPWPSFP 

On wiilM 


26731 


57099 


A 


26884 


1 


642 




26732 


57100 


A 


26883 


1183 


1349 





wo 01/075067 



PCT/USOl/08631 



SEQIO 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,2 1 7 


Niictculide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( \-Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=^possible nucleotide insertion) 


26707 


57075 


A 


26859 


2 


640 


EARORQPQLHHLPHPPRASSPP 

LALQPLG RSRRCPPPPG A AA PD 

PRPDMGDLPGLVRLSIALRIQPN 

DGPVFYKVDGQRFGQNRTIKLL 

TGSSYKVEVKIKPSTLQVENISI 

GGVLGPLELKSKEPDGDRAVY 

TGTYDTEGV\TPTKSG ERVQPIQI 

TMPFTDIGTFETVWQVKFYNY 

HKRDHCQWGSPFSVIEYECKPN 

ETRSLMWVNKESFL 


26708 


57076"^^ 


A 


26860 


218 - 


426 


TQPRVWSQAQ/RALQPDTELPQ 
PPQTPKSDTDQMLSVKKKKKR 
KKKKKKKKKKKKKKKKKKKK 
KKKKKKKKKKKLYFQT 


26709 


57077 


A 


26861 


1 


423 




26710 


57078 


B 


26862 


1 


252 




26711 


57079 - 


A 


26863 


1 


171 




26712 


57080 


A 


26864 


5 


254 




26713 


57081 


A 


26865 


16 


220 


ILDTSPMRWTQKNFSMILAQPE 

QQCKTLSQNKNK.DRRJKKKEE 

KKKKKKKKKKKKKKKKKKKK 

KKKKX* EKEKEKEKEKKKEKE 

EEKKKKKKKKKKKKKKKKKK 

KKKKKKKKKKKKKKKKKKKK 

KKK 


26714 


57082 


A 


26866 


32 


286 




26715 


57083 


A 


26867 


1 


847 


EVKDLYDKTFKSLKKEIKEDLR 

RWKDLPCSWIGRINIVKMAI LP 

KAIYRFNAIPIKIPTQFFNELEGA 

ICKFIWNNKKPRIAKTLLKDKR 

TSGGITMPDLKLYYRAIVIKTA 

WYWYRDRQVDQWNRIEDPEM 

NPHTYGHLIFDKGAKTIQWKK 

DSIFNNWCWHNWLLSCRRMRI 

DPYLSPCTKVKSKWIKELH 1 KP 

ETLKLIEEKVGKSLEDMGTG ER 

FLNRTAMACSKKKEKKEEEED 

EEEKEKEKEKEEKEKEEEE\KK 

KKKKKKKKKKKKKKKKKKKK 

KKKKKK KKKKKKKKK 


26716 


57084 


A 


26868 


1 


376 


MLMKDPQWNSSIFISTHLALQQ 

KRRQAEYGAQEPSRRJVGGKGS 

GAQVDEEEEEEEEEEEKEEVKK 

KKKEKKRKKKKKKKKKKKKK 

KKKKKKKKKKKKKKKKKMLL 

LSLPMIRPRLPHPRWASSPSSMV 

AKP 


26717 


57085 


A 


26869 


1 


2031 




26718 


57086 


A 


26870 


1 


957 





01/075067 



PCT/USOl/08631 



SEO ID 

NO: 


SEQ ID NO: 
of peplide 
seqatncc 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540^17 


Nucleotide 
location orOrst 
codon for peptide 
sequence 


Nucleotide location or last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X^lln known, 
*=Stop codon, /==possiblc nucleotide 
deletion, V=possible nucleotide insertion) 


26697 


57065 


A 


26849 


136 

- — 


3261 


PMSPTIYDIARVAGVSKSTVSR 

VLNKQTNMSPEAPvEKVLRAIEEL 

QYQPNKLARALTSSGFDAIMVI 

STRSTKTTAGNPFLLEVAQAFP 

AKAE^KGFQVLVRTSFTNPAEDL 

QKCESKIKQKMIKGIIMLSSPAD 

ESFFAQLDKYDIPVVVIGKVEG 

QYAHVYSVDTDNFGDSIALTD 

ALIESGHQNIACLHAPLDVHVS 

V U K V N U Y Kl^bLO A n N 1 A V KU t 

QSVSLSVAVSWSAC 


26698 


57066 


A 


26850 


73 


174 




26699 


57067 


A 


2685! 


252 


575 


PGFPRGPPPPPGFAPFHVSIWDT 

DLSDPAARAGLGVRWTPDPPR 

KAAKor'VL.rKvjLoAuvKrAAKL 

LGGMEEGRFRQVAVFSES*SAV 

CPPPSPPPLSPLAPWTETA 


26700 


57068 


A 


26852 


1 


462 


AQSVNSQTFSELRATQTFYKTT 

SHNSPGVFHTSTKRVFIDGNPPGI 

FSAITA*RLMMP*RSSIFSASASI 

LSVSFSGSTCNNDQRPARFGVL 

•Ui KOblOCA* 1 UKPKKAK*LR 

RVtVRAV*LLRVRARNGAQMA 

L V KTPCQTS A HN A PC RG RE 


26701 


57069 


A 


26853 


692 


918 




26702 


57070 


A 


26854 


1 


2427 




26703 


57071 


A 


26855 


1347 


1978 


LPHCVANHGCALR*QKWVHD 

KEQTTQTLKMVAENGRWVIDD 

IVSNHGSVLQAVMSENEKTLAA 

LASLQKEQPEAFVAELFEHIAD 

YSWPWTWVVSDSYRQAVNAF 

YKTTFKTANNPDEDMQIERQFl 

YDNPICFGEESLFSRVDEIRVLE 
t/^T A r\c A o TLi\/D ITT"! TKi/^xrvTr:i?/^ 

ELVLQRREGKWEIADFIRPNSG 
SLLKQIEAKTAARLKQ 


26704 


57072 


A 


26856 


1 


733 


LSEVDVDVRQSIHSAHAKTLDT 

QGLRNEFLVEKVFVADEYTMV 

YSHIDRIIVGGIMPITKTVSVGG 

EVGKQLGVSYFLTSNRRTINKY 

LVPDVLETCQSSMGLTELAPGN 

♦WNTMPCHTHERRMEVYFYFN 

MDDDACVFHMMGQPQETRHl 

VMHNEQAVISPSWSIHSGVGTK 

AYTFIWGMVGENQVFDDMDH 

V A V I^U L K7\ N H H v^Kr 1 1 oyK^ L) 1 

HLI lyWlKJvAAy 1 lnPPV5>liyy 

1 V A PFP 


26705 


57073 


A 


26857 


2 


255 




26706 


57074 


A 


26858 


1 


597 





3598 



wo (H/a75«67 



PCT/US01/()8631 



SEQID 

NO: 


SEQ ID NO: 
or peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in tJSSN 
09/540,217 


Nucleotide 
location orTirst 
codon for peptide 
se(|uencc 


Nucleotide location or last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( \=llnkno\vn, 
*=Stop codon, /^possible nucleotide 
deletion, \=po$siblc nucleotide insertion) 


26692 


57060 


A 


26844 


1 


978 




26693 


57061 


A 


26845 


144 


647 




26694 


57062 


A 


26846 


1642 


2652 


FGILVLLALIVIWYNNFFGAETE 

AILPYDQYMHRFAAYFQQGNM 

ESNGKYVDRNGNVVDYQTGPII 

WGEPGTNGQHAFYQLIHQGTK 

MVPCDFIAPAITHNPLSDHHQK 

LLSNFFAQTEALAFGKSREVVE 

QEYRDQGKDPATLDYVVPFKV 

FEGNRPTK*ILLREITPFSKLNEV 

KAISDTICVIRDGQHIGTRDGIE 

HLTAWHPVNRHIKRVNDVSFS 

LKRGEILGIAGLVGAGRTETIQC 

LFGVWPGQWEGKIYIDGKQVD 

IRNCQQAIAQGIAMVPEDRKRD 

GIVPVMAVGKNITLAALNKFTG 

GISQLDDAAEQKCILSHPRCSW 

QGRHLLH 


26695 


57063 


A 


26847 


52 


137 




26696 


57064 


A 


26848 


1 


1858 


MGLKVDDKVPLFAVVSRLTSQ 

KGLDLVLEALPGLLEQGGQLA 

LLGAGDPVLQEGFLAAAAEYP 

GQVGVQIGYHEAFSHRIMGGA 

DVILVPSRFEPCGLTQLYGLKY 

GTLPLVRRTGGLADTVSDCSLE 

NLADGVASGFVFEDSNAWSLL 

RAIRRAFVLCQGQFHHRTTDVE 

YKGDPKAVKIEESEINYLLNVY 

NTHFKJCQLSRDDIVWTYSGVR 

PLCDDESDSPQAITRDYTLDIHD 

ENGKAPLLSVFGGKLTTYRKLA 

EHALEKLTPYYQGIGPAWTKES 

VLPGGAIEGDRDDYAARLRRR 

YPFLTESLARHYARTYGSNQRA 

ACSAMREREARTLPQKLAGTL 

GMLSKVMRIPRQQEVTALRTY 

LQIRIGLHAAFNACEEMCQRVA 

LERQLDSEERALLIERSQTVIRQ 

GRDLLHA WDAT WNSAQALDN 

ALQPDRAGQFADALEKYAADE 

SFFAQLDKYDIPVVVJGKVEGQ 

YAHVYSVDTDNFGDSIALTDAL 

lESGHQNIACLHAPLDVHVSVD 

RVNGYKQSLAAHNIAVRDEWI 

VDGGYTHETALKAARQLLSQS 

PLPEAVFATDSLKLMSIYRAAA 

EKNIVAIPQQLAVRILFGLHLMV 

LSTRAGFGNLAHY 



wo ()l/«75067 



PCT/US(n/(W631 



SEQID 

NO: 


SEQ 10 NO: 
uf peptide 
sequence 


Met 
hod 


StQIDNO: 
in USSN 
09/540.217 


Nucleotide 
location of firsl 
codon Tor peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X^Unknown, 
*=Stop codon» /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


26682 


57050 


A 


26834 


179 


876 


CIVILFFFSQFNFVGRILGPRGLT 

ANVNRYLELHTLYGYNWLFIV 

S1MICDVLSL*RE*F*SCTL*1F*E 

EQNRGKPNWEHLNEDLHVLIT 

VEGV*I*LLYLWTVSNAFiSCVF 

HV*AEGEDRYCCLYTSF*ISLLT 

VAALAFSLAATAQAAPRIITGP 

APVLPPAALRTPTPAGPTIMPLI 

KV^iy 1 AVivirINU I rnr I AAl VrF 

GPEAGLIYTPYIYIISKYLWLLSS 

CSPEP' " 


26683 


57051 


A 


26835 


3 


915 


AEAHPRLPDAADERQEAHDSLP 

NFCGIFNHLERLLDEEISRVRKD 

MYNDTLNGSTEKRSAELPDAV 

GPIVQLQEKLYVPVKEYPDFNF 

VGRILGPRGLTAKQLEAETGCK 

!MVRGKGSMRDKKKEEQNRG\ 

KPNW\EHL\NEDLHVLITV/EKV 

LQEQGQEIKLKRAVEEVKKLLV 

PAAEGEDSLKKMHLMELAILN 

GTYRDANIKSPSLAFFLAGTAQ 

AAPRIITGPAPGLPPAALGTPTP 

AOr 1 livl ALlKv^IV? 1 OUMrNO 1 r 

HPTAAIVPAGPEAGLRYTPYEY 

PYTL\APATSILEYPI\EPSGCi 


ZOO OH 




A 


ZOOJO 


1 1 CO 




Y 1 YlCMrl Y 1 HVoV'r Yl 
YIYTHRHTENHYFCNSVQFVLY 
LFTFFCYYFIWPA 


26685 


57053 


A 


26837 


3 


348 


RNSKHVCRAEP*GHFCYK*HF 
WNHTEHTAVLEI/EQINARDET 
DF\YLGNRCTYVCKEQHSGPGS 

Is^olN 1 1 1 V 1 WOK. V 1 UAv^OKNo V 

VCAKFQSHPPAKAIGHRIHVML 
YHWRIQIH 


26686 


57054 


A 


26838 


264 


527 


NSKHVCRAVP*GHFC*K*HFW 

Nv^lvcn 1 1 VLfcltLrV YAKL>tlt,r 
YLOlNKCI Y VClvtV^rloVjrVJ^Ivo 

xik^TP\/iu/rik'Ppr:cn\\//^i?i q/^d 

IN Is. 1 IvVI WOlVliKUoO WClvLoOK 






D 
D 


ZOo^V 


zo 


J 13 




26688 


57056 


A 


26840 


92 


341 




26689 


57057 


A 


26841 


224 


nil 




26690 


57058 


A 


26842 


2 


592 


HSLTGRCIFFLITGTSPGSPEMST 

TLKIMSSKEPSISPEIRSTVRNSP 

WKTPETTVPMETTVEPVTFSPQ 

LVFARLMTGVGLGAALPNLIAL 

TSEAAGPRFRGTAVSLMYCGV 

PIGAALAATLGFAGANLAWQT 

\/c\\r\./nn\/\/i>\ ii \/di i a/^dm/i 0 
Vr W VUU V VrLlLVrL»LlVlKWL.K 

CSA A 1 1 W* RRFPFKSKPVM 


26691 


57059 


A 


26843 


2 


141 





3596 



wo 01/075067 



PCT/USOl/08631 



SEQ ll> 

NO: 


SKQIDNO: 
of peptide 
sequence 


Mei 
hod 


StO ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Slop codon* ^possible nucleotide 
deletion, \=po$siblc nucleotide insertion) 


26672 


57040 


A 


26824 


89 


554 


AN4>JSCVTGDRYSPCGGFGFAF 

LYSSVSVSSSSEYQLSPLPPAKR 

PLAAQQSCSIPIASVFQQTIHSLF 

AKDKKEFSSNLLDSfCVNMCHE 

AHQL1SHS*ANFRSICHIPQRW* 

NL1FEKFSDVSMGSGTFG**AEN 

WS*TLSIAASLVYSLLHK1Q 


26673 


57041 


A 


26825 


84 


239 


ACTKKACYHHMHHRYHHHHH 
HQTKP*OQELNSFRFSLSQPSLL 
AVFLFLRP 


26674 


57042 


A 


26826- 


2 






26675 


57043 


A 


26827 


154 


546 


LIVTVHVNHLGVUNHRFRISGC 

GVCGTDCISHKFPGAADATGPS 

WTTHCAVITFSLTTGSATKKTE 

DNNTFVFNVDVKAN*HQITRA 

VKKLCDIDVPEVNTLPNVSISFR 

FLLCSTVFCTLTVFFLRENG 


26616 


57044 


A 


26828 


331 


612 


NHRGLPFPDYIPGTYFLFFFFLF 

FSFSSFSSSSFSFPASGNHNSTLY 

FYGINFFSFHIGMRMGGIFLCLT 

CFT*HDVLQAHPHREGRQDLLF 

HD 


26677 


57045 


B 


26829 


928 


1617 




26678 


57046 


A 


26830 


95 


929 




26679 


57047 


A 


26831 


3 


1128 


LYNRRRRRRCSHCRHRCRRLSS 

GLRKEEVISLGASLGRVFVPCSP 

PTVSAARGPTGAPGGPNSKPLS 

GCCDDGFNLGRQQWGNPLPFC 

SKTISSSLHWTWSQVNLVEILP 

AIFSSFLNLQHVNLWFLAAAM 

KAVTEQGHELSNEERNLLSVA 

YKNVVGARRSSWRVISSIEQKT 

ERN EKKQQMGKEYREKIEAEL 

QDICNDVLVRGQCFCFEQWFL 

NSINLMYKCRLSNYFRYLSEVA 

SGDNKQSK*YL*KEIRPVMEPV 

FFHRDFLTILIRLGLALNFSVFY 

YEILNSPEKACSLAKTVRKTLC 

DI*P*QNSACVnsfFILFLNILRDN 

LTVSTTSTGFIVSFLFTYLIIHCY 

LQEVCSVSLCTLNIYPLCDKKK 


26680 


57048 


A 


26832 


139 


601 


EGRGHLAQELLSERVFVPCSPP 

TGMTMDKSELVQKAKLAEQAE 

RYDDMACSSERHVTEQGHEVLS 

NEEKKSCSLVAYKECW*APRR\ 

SSW\RV1SSIEQ\KTERNVEGSSR 

WGKEYREKl\EAELQDIC\NDVL 

ELLDKYLIPNATQPESKVFYLK 

MK 


26681 


57049 


A 


26833 


70 


122 





wo 01/075(167 



PCT/USOl/08631 



SKQ ll> 

NO: 


SEQ 10 NO: 
or ptplide 
sequence 


Met 
hod 


SEQ ID NO: 
in U$SN 
09/540»2l7 


Nucleotide 
locution of first 
codoti Tor peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( \=Unkno\vn, 
*=Stop codon, /==possible nucleotide 
deletion, V=possiblc nucleotide insertion) 


26664 


57032 


A 


26816 


299 


707 


RPPCRISCHPHTRCEGGRLRSRS 

PLLS*MPLSHPQGPSOPPAGSMS 

SSPPATTSTCSCSPPAAGCTRGR 

TTGRPFWTASGPAELDWASGSS 

VGL*SQGSQLGACGASYAGLG 

V PPRLLG PMTSCCMSLPFPSPA R 

P 


26665 


57033 


A 


26817 


146 


330 


TVARXMELTPALLRALLNGILPI 
SEPPSN RJ FAC WG K PA WTACCN 
SLRARR*RAISCCPSH 


26566 ■ ■ 


'5703r 


A ' 


26818 


1326 


1694 


IFGWFGAtCSLGSCCVVFTAST 

CTTVCGGCAIKVGSCLSLATMG 

CCVCCTSGLGCACSCWRGVSF* 

CLMESWGICGSLCWSWSACRW 

MVCFCLVWKHCRVFTCS*VCS 

SGGWLSFCCLADCD 


26667 


57035 


A 


26819 


1 


1407 




26668 


57036 


A 


26820 


75 


1397 


SRGSGREKFPAQLSYQTLLGKG 

PIEGTSLSNLAQQRCKEHHCHF 

LREQGPNCLIIERFMDRYTGKYI 

HMASHTTRCRPHVSRRPKARLL 

APATRSRSARARLRETRVRRGS 

PSCLWLNRRSRLPAEHSVRSPP 

RDMVFESLGLPSTKSSEFRSAA 

PEAAERAQPGDPCGLQTPAPLR 

PGFRRNQDPASAAAAAEEVRS 

GGGRGRILATTLWGCNTLCITQ 

YTRIRKLTLVYCGVESKQEWG 

EYHEGVQAGLTRPGRSPKLISK 

FLEKELTDRNWDQEDEAEEVK 

SSFPKND*VLKNRAIKKAKRRN 

VGFEVSAPLQLLLFKGLVVPSG 

GGRFSGFGSGAGGKPLEGLSNG 

NNITSAPPFASAKAAADPKVAF 

GK'LPSPSRLLVDKVSNPKTNG 

DSQQPSSSGLASSKACVGNAYH 

KQLAALNCSVRD\\MVKHVNTN 


26669 


57037 


A 


26821 


3 


89 


AASGRSFRGYSRRHCYHRR*QL 
HACHCP 


26670 


57038 


A 


26822 


150 


383 


LCLGEVWKGSFFLTGTKRPGVF 
LSLHKKACYHHNHHRYHHHH 
HHQTKP*QQELNSLLLHFPPHQI 
QGDQFHHHLYYL 


26671 


57039 


A 


26823 


105 


417 


LCLGEVWKGSFFLTGTKRPGVF 
LSLHKKACYHHNHHRYHHHH 

QNGSQSYQTLLL/SLSTKFM*YS 
K.FFVVISVMFIASSPETDF 



--^594 



wo (n/075«67 PCT/l)S(>l/«863l 



SEQID 

NO: 


SEQID NO: 
or peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in liSSN 
09/540,217 


Nucleotide 
locntton of first 
codun for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=llnlinown, 
'-Slop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


26656 


57024 


A 


26807 


2125 


2435 


VSPRQKSARPDLTMRTLLCKVL 

GVLFSVAGGKKGPTCILQILKG 

QRKQEA*CISVMAERVWASGQ 

A'WEVWLHWAKSIDWFLFWK 

QHVHALRVRLDTCLFSLEEGSS 

FWNQGLTWKVVRRTFSESINH 

TPRITLGVPYSVHGIQLPGLLNF 

GEFKVCFVLSPRIFNLTHENFLS 

SEGPERRGLLGATFNCLNKRLA 

KYRMRNVHPKPKLVRYLHSRL 

PPEPAAAP*AWCGPRHLSRRQM 

SSSSQIGNDSFQLQVTPVHLLPL 

SHTTRKNPEMYDLPLLIFNPQES 

AILQLFHQDGECLHCSPIVGDW 

CHLGHSQACPSFHVPSGLFVPS 

LLCGAAFGRLVANVLKRYSVC 

VRVCAHVHVCARVRVYACVC 

VRMTISLTVILIESTNEITYGLPl 

MVTLMVSTLPPGPCQAQGHVR 

PTGPIFRSLLEWETEVEMDK*G 

HDFAHVLVSECISSEA*GMLLL 

GGGPDRSLFSTFRAVWSLSRLL 

DSVIAAGKQ*A»RT*SVGYSLL 

CPDLKGDPSAVFILRTTVHHAF 

PVVTENRGNEKEFMKGNQLISN 

NIKFKVKKTA»EERQVRDKRSR 

LTRLSALPIRNMCDEHIASEEPA 

EKEDLLQQMLERR*EPGGAPTA 

RRATQRWGEPLAQML* LTFHG 

LILRSQLVTLLVRGVCYSESQS 

VSLSEAEISQARPDEARGVGRC 

RRADLTLLNPRMIVVRRAAPAC 


26657 


57025 


A 


26808 


24 


369 




26658 


57026 


A 


26809 


4 


371 




26659 


57027 


A 


26810 


82 


703 




26660 


57028 


A 


26812 


I 


1692 




26661 


57029 


A 


26813 


293 


563 


NVWPSSSVRGRNE'GREGGRR 

RTQQAAGLGPAPSDLWWLWLS 

WCLQKNMSQGGENLPAGPGSC 

CGREAQEGAGTSLEDAPFFEAQ 

LLQLH 


26662 


57030 


A 


26814 


1 


488 


VARLYWKRPSLHACHFRDPRA 
GLSENPRLLQCSPSSSSGNVWG 
PHLYAVPCL*NGRIIPSPWNYRS 
LNSTTSSTCSSFAVVSSPSCPWV 
QLPGSCLLSRSLLQRVAWSQAP 
VPMRSEQDQLQKPPPPSAGLPA 
SVHANL»PGDRKGSVWTPAGV 
AQIPSPWP 


26663 


57031 


B 


26815 


51 


90 





wo (n/(>75(»r.7 



PCT/US«1/(»8631 



SEQID 

NO: 


SEQID NO: 
of peptide 
sequence 


Met 
hod 


SEQID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
uf peptide sequence 


Amino acid sequence ( X=llnknotvn, 
*=Stop cotlon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


26649 


57017 


A 


26800 


542 


1269 


FIRDFADFGTTIKQDFRLLGQTS 

VDRLLQLSQGQAVKGNQLLPV 

SLVKRKTTLAPNTQTASPRALA 

DSLMQLARQVSRLESGQRKYP 

GCRLYASCELLLCPVNPQHFAH 

G YVDK1\PG Y\PAG AGTLTG LH P 

MQVCRCRRQAPCMKSNNALIV 

ILGTVTLDAVGIGLVMPVLPGL 

LRDIVHSDSjASHYGVLLALYA 

LMQrLCAPVLGALSPKxGRRPV 

LLAbLLOA 1 lUYAIIVIA 1 1 PVLW 


26650 


57018 


B 


26801 


1 


1531 




26651 


57019 


A 


26802 


1889 


2154 




26652 


57020 


A 


26803 


147 


162 


APSLHLKDTVDRSNLGVRLYA 
CCGLLLCPAYPQHFAHGYVDKI 
PGYPGRAGTLTGLHPMQVCRC 
RR* PG AHTVVDIRPREDHLGSA 
UQPNCPENGCLQGFH T GLAYPE 
HHFCl 


26653 


57021 


A 


26804 


2381 


3641 




26654 


57022 


A 


26805 


I 


2367 




26655 


57023 


A 


26806 


1 


488 


MDLLYMAAAVMMGLAAIGAA 

IGIGILGGKFLEGAARQPDLIPLL 

RTQFFlVMGLVDAIPMIAAiAFV 

LFVLFCMKYVWPPLMAAFEKR 

QKEIADGLSSAERAHKDLVLAK 

KRRSQ!LDEAKA*GRQEPLVQV 
FLESARKR 



wo 01/()750<)7 PCT/US01/««63I 



SEQID 

NO: 


SEQID NO: 
of pepride 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


26633 


57001 


A 


26784 


I 


224 


SRAGYDHVVEPVERGTSGVRW 
YACCGLMVCPANPQHFAHGY/ 
VGKIPGYPARAGTLTGLHPMQ 
VCRCRRCPVYEI 


26634 


57002 


A 


26785 


1 12 


254 




26635 


57003 


C 


26786 


1 


567 




26636 


57004 


C 


26787 


1 


543 




26637 


57005 


A 


26788 


165 


633 


RIPGLLLCPAYPQHFAHGYVDK 

IPGYPGR\GTLTGLHPMQVCRC 

RRQAPCMKSNNALIVILGTVTL 

DAVGIGLVMPVLPGLLRDIVHS 

DSIASHYGVLLALYALMQFLCA 

PVLGALSDRPGRRPVLLASLLG 

ATIDYAIMATTPVLWIYPLVNS 


26638 


57006 


A 


26789 


264 


800 


ISNFELCSRSIHLLCSSTGYPGR 
AGTLTGLHPMQVCRCRR*PAV 


26639 


57007 


A 


26790 


1 


738 




26640 


57008 


A 


26791 


84 


162 


AVLDLGPPTGRDPPQGSPDPYS 

GAFLLASCGAPLGQRSQRKEQ 

AAIFAVLQLLLVIPPGVGGTQT 

NRVWSGFPANHGNPGYPGRAG 

TLTG LHPMQVCRCRR* PP YRVI 

PQCGTPLGQGQPEVFVKQFWIL 

GLRLGETPHRGHQILIQGHSC 


26641 


57009 


C 


26792 


1 


531 




26642 


57010 


A 


26793 


216 


519 


QRESTIPSRPVERSNLGVRLYAC 
CGLLLCPAYRQHFARGYVDKIP 
GYPGRAGTLTGLHPMQVCRCR 
R*PDRRGTERVSARKHVCFVVV 
SLFVAACRPPLRA 


26643 


5701 1 


c 


26794 


1 


606 




26644 


57012 


c 


26795 


1 


1059 




26645 


57013 


A 


26796 


1 


3285 




26646 


57014 


C 


26797 


1 


1390 




26647 


57015 


A 


26798 


211 


679 


RlFKCKADLLLYDMLVYVTLWl 

HRAVTYTHRVPNHSYRRSNIKS 

ETTVPTRIVGPVERSNLGVRLY 

ACCGLLLCPAYPQHFAHGYVD 

KIPGYPGRAGTLTGLHPMQVCR 

CRR*PKPAPLPGSPQHLCSHQPH 

LAQRKTGQCFLQGHCFPEKNW 

GTV 


26648 


57016 


C 


26799 


1 


774 





wo 01/075067 



PCT/USO 1/0863 1 



SEQID 

NO: 


SEQID NO: 
of peptide 
sequence 


Met 
hod 


SEQID NO: 
in USSN 
09/540^17 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide loeatiun of last 
eodon Tor last amino acid 
of peptide sequence 


Amino acid sequence ( X=UnUnown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


26626 


56994 


A 


26111 


1 


2547 


MVKGSIQQEELTILNIYAPNTG 

APPvFlKQVLSDLQRDLDSHTL! 

MGDFNTPLSTLDRSTRQKVMK 

DTQELNSALHQADLIDIYRTLH 

PKSKEYTFFSAPHHTYSKIDHIV 

GSKALLSKCKRTEIITNYLSDHS 

AIKLELRIKNLTQSRSTTWKLN 

NLLLNDYWVHNEMKAEIKMFF 

ETNENKDTTYQNLWDAFKAVC 

RGKFIALNAYKRKQERSKIDTL 

TSQLKELEKQEQfHSKASRRQE 

ITKIREELKEIETQKTLQKINESR 

SWFFERINKIDRPLARLIKKKRE 

KNQIDTIKNDKGDITTDPTEIQT 

TIREYYKHLYANKLENLEEMD 

TFLDTYTLPRLNQEEVESLNRPI 

TGSEIVAIINSLPTKKSPGPDGLT 

AEFYQRYKEELVPFLLKLFQSIE 

KEGILPNSFYEASIILIPKPGRDT 

TKKENFRPISLMNIDTKILNKIL 

ANRIQQHIKXLIHHDQVGFIPG 

MQGWFNIRKSINVIQHINRAKD 

KNHMIISIDAEKAFDNIQQPFML 

KTLNKLGIDGTYFKIIRAIYDKP 

TANIILNGQICLEAFPLKTGTRQ 

GCPLSPLLFNIVLEVLARAIRQE 

KEIKGIQLGKEEVKLSLFADDM 

IVYLENPIVSAQNLLKLISNFSK 

VSGYKINVQKSQAFLYTNNRQ 

TP<iniM<iFI P\FTI A<il^RTI^VI ni 
1 iLov^liviod-ir \r 1 ir\or^l\J.lv I l^vJI 

QLTRDVKDLFKENYKPLLKEIK 
EDTNKWKNIPCSWVGRINIMK 


26627 


56995 


A 


26778 


1 


489 


SISWKLWFTEFTLFRFFQPSVSA 

VPVSTLAVVLGLKTLSLLFSHSF 

PGRHSWALRAISLLPSFLYTSSL 

MNSFSYTVHLYLGGLLRLCGSR 

DPHACGFPEGSPLPSGSAA*PF1 

WOIvl KK.r V LA roCoKKUor O 

CLSFSGHQCLHKSHVGSPSGPQ 

ERLYNG 


26628 


56996 


A 


26779 


354 


685 


YRGYLRGECFP*KALCCEPAAY 
LQTCPNPFSGPACSGHALHSLN 

\f/^V\f~^\I\/\ ir'DDVDDI 1>DA/^1/t>D 

V O UU V Y L I L r K Y r rLKJvAO KJ'K 
VLrrY 1 iKLLWIbKJvJvrAOV^o 


zbo29 


56997 


C 


26780 


I 


867 




26630 


56998 


A 


26781 


139 


513 




ZOO J 1 






ZD /oZ 


1 


0/1 ft 




26632 


57000 


A 


26783 


630 


734 


TAARSGYPGRAGTLTGLHPMQ 
VCRCRR*PYSRGT 



3590 



wo «l/()75(>67 



PCT/USO 1/08631 



SEQII) 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( \='tfnknovvn, 
*<=$top codon, /^possible nucleotide 
deletion, \=^possible nucleotide insertion) 


26616 


56984 


A 


26767 


178 


697 


ATLFIQKHQSGVKSTNP*IGRRS 
LTPE ITA ELG LERLN PRRCSSCL 
LGLKFEYHNSNLPLQLHGQAC 
GDPTNSVQRAAESASRPHGFGQ 
PPKAPARPGWLTGKFPASVPSA 
SRRAPPAAVTSARHYYLRQPPP 
RPSSCPECNTIRLWPAFQLTPLC 
QG P A ASERDRRKPQKRR 


26617 


56985 


A 


26768 


1 


858 




26618 


56986 


A 


26769 


10 


1332 




26619 


56987 


A 


26770 




1086 




26620 


56988 


A 


26771 


1 


1392 




26621 


56989 


A 


26772 




987 




26622 


56990 


A 


26773 




336 




26623 


56991 


A 


26774 


46 


302 


APGAVKKTWFGKKGREREKQE 
RR* RQLGKENENl VALQLIRTD 
QEYWRHHSWHFFLSAAACQPE 
LFLLKHTAKNNRRIRVSQKWK 


26624 


56992 


A 


26775 


1 


1839 




26625 


56993 


A 


26776 


284 


816 


APGAVKKTWFGKKGRERGETR 

EKNNQPTVRTNSQTRDTFFKT* 

DLF* RMPS WELPSPASS* ASKTI 

KYLGIQLTRDVKDLFKEKYKTL 

LNKIKEDTNKWKNIPCSRIGIINI 

MKMAILPKSGPSAARLLEFAGG 

PLQTLFAWVSPEEAAEQQILPN 

SQSCYLILPLEASSQRGSWLY 



wo 01/075067 



PCT/USOl/08631 



SEO ID 

NO: 


SEO ll> NO: 
of peptide 
sequence 


Mel 
hod 


SEO ll> NO: 
in USSN 
09/540^17 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X^lfnknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


26613 


56981 


A 


26764 


1 


1914 


MAEGERGADVPH/GPRGLAGR 

RGVGGAARGRAG/PGGT/EGGG 

GPESLSGGSGVGDSGGGCAPGP 

SAPPARRRVPLAMGPRNLLIDW 

IWIMDTTLGLGTEGGGHSPPVL 

PLCASVSLLGGLTFGYELAVISG 

ALLPLQLDFGLSCLEQEFLVGS 

LLLGALLASLVGGFLIDCYGRK 

QAILGSNLVLLAGSLTLGLAGS 

LAWLVLGRAVVGFAISLSSMA 

CCIYVSELVGPRQRGVLVSLYE 

AGITVGILLSYALNYALAGTPW 

GWRHMFGWATAPAVLQSLSLL 

FLPAGTDETATHKDLIPLQGGE 

APKLGPGRPRYSFLDLFRARDN 

MRGRTTVGLGLVLFQQLTGQP 

NVLCYASTIFSSVGFHGGSSAV 

LASVGLGAVKVAATLTAMGLV 

DRAGRRALLLAGCALMALSVS 

GIGLVSFAVPMDSGPSCLAVPN 

ATGQTGLPGDSGLLQDSSLPPIP 

RTNEDQREPILSTAKKTKPHPRS 

GDPSAPPRLALSSALPGPPLPAR 

GHALLRWTALLCLMVFVSAFS 

FGFGPVTWLVLSEIYPVEIRGRA 

FAFCNSFNWAANLFISLSFLDLI 

GTIGLSWTFLLYGLTAVLGLGFl 

YLFVPETKGQSLAEIDQQFQKR 

RFTLSFGHRQNSTGIPYSRIEISA 


26614 


56982 


A 


26765 


201 


632 


NLLLCPLSAESRPEEGVRLFCSQ 

FRSRQRPQAHKSAWGTTALSES 

MNCFASFGASISSSADQEQLHL 

PGAVGSGRPGECLGPSGRCSK* 

GATFPGQKGRWKEARPSPVPAP 

AAGLQSRAGHPRGGIRPGRPHG 

ERDSAACWGR 


26615 


56983 


A 


26766 


197 


111 


LPSRGAGLRTCSPPCLSLPPTPW 

TPVRPEPPQRAPPPTPRRPVPST 

TQGLRNASARRGTGR/PAPPA/S 

PGAGSTRVEASWAPESAARAGL 

WGPSNSVQRAAESASRPHGFG 

QPPKAPARPGWLTGFCFPASVPS 

ASRRAPPAAVTSARHYYLRQPP 

PRPSSCPECNKIRLWPAFQLTPL 

CQGPAASERDRRKPQKRR 



wo 



01/075067 



PCT/USO 1/08631 



SEQ ID 

NO: 


SKQ ll> NO: 
of peptide 
sequence 


Met 
hod 


SEQ II) NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \-possibte nucleotide insertion) 


26607 


56975 


A 


26758 


1 


500 




26608 


56976 


B 


26759 


19 


148 




26609 


56977 


A 


26760 


184 


539 


LPAKEEEGHSKKSGPLLGPRRA 

LPGTALGARGAEQGDPEADH* 

GADTTKRCPGLGPAPVPRXGIP 

AEGPRRGSRAGLGMWGPGI GA 

HRTAAPSPAEAPSPCQHPSSHSC 

PVACFEPVF 


26610 


56978 


A 


26761 


1 


441 


DENRELLGVELDGIDVLLQQLSV 
FKRHNPSTAEEQEMMENLFDSL 
CSCLMLSSNRERFLKGEGLQLM 
NLMLREKKISRSSAL\KVL\DHA 
M1GPEGTDNCH*VCLTFLALR\T 
IFPLFMKSPRKIKKVGTTEICEHE 
EQCCSILASLLRN 


26611 


56979 


A 


26762 


1 


2403 




26612 


56980 


A 


26763 


17 


751 


AKMPFDANKLYCSEVLAILFFS 

PLENRELLGELDGIDVLVFA'Q 

VFKRHNPSTAEEQEMMENLFD 

SLCSCLMLSSNRERFLKGEGLQ 

LTLL*LSHSSDSCEMPTWRGGS 

MEQGGRMGLGLVSVGLEHALL 

LTYGLYQRLPPQPQNAQPSFVH 

REKKISRSSALKVLDHAMIGPE 

GTDNCHKFVDILGLRTIFPLFM 

KSPRKIKKVGTTLPPLPAAATPT 

NRPSAMNGRVRMEAEQSSAHC 



wo (n/075(»67 



PCT/US(»1/08631 



SEQID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ II) NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence < X^Unknown* 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


26601 


56969 


A 


26751 


63 


398 


TPLRQPCSIRMVQQEPVGRFSGT 
GLPLSVARSSPWEAWPQCKWR 
FQNAGD*DIRQPDRGQGPRPAE 
PEKREPYLRSQQGAFLGSHSSGl 
QSQLLGLGESCSYGATGKPVHP 


26602 


56970 


A 


26752 


3 


231 


SVHEEEKMALPLGQSHCGLLY 
LYY**RCFKCYSFYCILFIKNAF! 
Y*N1*IYINTHTHTHTHTHIYIYI 
YNCLYI 


26603 


56971 


A 


26753- 


4266 


4944 


TDEIGASRLSRVESLAPEVKQN 

TTASGCELMHT EMQACRADW 

KQWEDSVFQTQSCLENLVSQM 

ALSEQEFSGQVAQLEQALEQFS 

ALLKTWAQQLTLLEGKNTDEEl 

VECWHKGQVSWLPV*KAEPRT 

EDLKSQLNELCRFSRDLSTYSG 

KVSGLIKEYNW*A*TLLKGCQN 

KEQILQQRFRKAFRDFQQWLV 

NAKITTAKCFDIPQNISEVSTSL 

QKIQVRVLSI 


26604 


56972 


A 


26754 


3 


556 




26605 


56973 


A 


26755 


143 


724 


GWIPSDNSICVQEDCRIPQIEDA 

EIHNKTYRHGEFCLIITCHEGFKI 

RYPDLHNMVSLCRDDGTWNN 

LPfCQGCLRPLASSNGYVNIYEL 

QTSFPVGTVISYRCFPGFKLDGS 

AYLECLQNLIW\RPAHPGALLW 

KEEDLNIFSLSFISHTSGWQLLC 

FIFALC*SPLPPQHLPVPQLAPPH 

LCSKCCSPAIKDV 


26606 


56974 


A 


26756 


3 


1393 


CLRPLASSNGYVNISELQTSFPV 

GTVISYRCFPGFKLDGSAYLEC 

LQNLIWSSSPPRCLALEVKIPVS 

GAVRVTITLPVTLGHPNVVTQR 

WKAGASDKGELVVLKLLFSPT 

AQVCPLPPMVSHGDFVCHPRPC 

ERYNHGTVVEFYCDPGYSLTSD 

YKYITCQYGEWFPSYQVYCIKS 

EQTWPSTHETLLTTWKIVAFTA 

TSVLLVLLLVILARMFQTKFKA 

HFPPRGPPRSSSSDPDFVVVDG 

VPVMLPSYDEAVSGGLSALGP 

GYMASVGQGCPLPVDDHSPPA 

YPGSGDTDTGPGES*TCDSVSG 

SSELLQRLYSPPRCQESTHPASD 

NPDI I ASTA EEV ASTN PGI DI AD 

VDSSNIKLPDWQTKYRVASPAR 

STCEDRSGAPVGTHESLFFSIPS 

SARQDWAPLDSQLESPQCRLPT 

LQRDFLVDPQAERPVPLDPELT 

EIWCPNKNRJERHMEHSGIEA 



wo (H/075()67 



PCT/l)S(ll/08631 



SKQ ID 

NO: 


SEQ ID NO: 
of ptptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location ot first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=ljnknovvn« 
*=Stop codon, /==possiblc nucleotide 
deletion, \=pussible nucleotide insertion) 


26585 


56953 


A 


26735 


380 


731 


LGSGDLPWEINPLSSCSLLCEICH 
PPTTSGPQTyTSPRjNJISPILNQEL 
ATSTRNLATRPRNACSPGFLLS 
rVRWRDPTfiNOTVOI TWOPI 

V-- V r V iVL/ J 1 V* 1 ^ V< 1 V 1 VV r Lrf 

1 TAPO 






A 

A 


/O/ JO 


L 


1 oZ 




26587 


56955 


A 


26737 


2 


89 




26588 


56956 


A 


26738 


2 


89 




26589 


56957 


A 


26739 


161 


460 


KMKEFMKKSSRTKDTRQQEQV 
LEPLFTIAKTWNQPKCPSTI D* 1 

M>A/YI YTMF YY A A IK RM K I V 
FFAGTWMQLEAIILSKLIQEQKT 
KHHMFSLIRGR 


26590 


56958 


A 


26740 


2 


418 


WYQHLLLMRASGSFQSWWKV 
KGEPAYHMANRP**SLISLRTK 
AKTGA*LFDYFVPHFIRKN*SLF 
TIAKAWNHPKCTSVTDWIKJCM 

WVIVTMFYVAVTRRNK' IV^FA 

Willi IVlCf T I /\ V 1 ixlVINIVI V or/A 

MFSLTSGS 


26591 


56959 


A 


26741 


902 


1065 








A 

A 


ZO/4/ 




4 ft/1 


wv^sU/nrni vTPU/RpRiipnpi r; 
TWMELEAIILSKLTQEQKTKHH 
MFSL*SGS 


26593 


56961 


A 


26743 


527 


825 


QPLWGQLH*EVPSCWRFSA*IC 
YSSGLTVMLSSWLDLIRPPWTL 
R*PRFWRnrN/inF>ji-iiPrRr;T PiF* 

RP WTWMELE A 1 1 LS KPTREQKT 
KHYMFSLISGS 






A 

A 


OAT/li^ 
ZD 




JO 1 


HYWl PiTVVHTP>JP<iTI H^i^HR 

QIT*AQELETSLGNKNVGCSELI 
LLSTLGNRV 


26595 


56963 


A 


26745 


3 


359 


HRPGIPGTTISSWMDAWGRLEA 
RYMSY LHSRRGDHA* DKLQRD 
NRFASQTHSHWAKSSCHCRFES 

RTWMKORnTPI ^H^PT Dl 1 HP 
ni POMK'VPiAR 


26596 


56964 


C 


26746 


127 


216 




ZOjV / 




A 

A 


ZO /H / 


1 J J 


107 






<AQAA 


A 

A 


ZD /HO 




zuz 


Vl lI-IIRRr>IMIPFTVn*\A/FY**P* 
RLVPGQVQWVKPAIP 


26599 


56967 


A 


26749 


483 


669 




26600 


56968 


A 


26750 


1 


274 


EIRNKLHVSENSQIKTVKEKPSIS 

SSVSRLKGVNKVRASFPEDRKD 

YTGSKAPKGS*GYTrN*LK*NN 

KRKKKQNKKLMPKTEQGQKN 

SIR 



wo 01/075067 



PCT/USO 1/08631 



SKO ID 

NO: 


SEO II) NO: 
of peptide 
sequence 


Met 
hod 


SEQIDNO: 
in i;SSN 
09/540,217 


Nucleotide 
tocntion of first 
codun for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Un known, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


26567 


56935 


A 


26717 


2 


237 


SVRQTTATSPAHKNSKJILIRSC 
QGF/HPEFFPTGACYKCPQFRiP 
HEPCPl/S/SQDPTENWTVQLTW 
QPLPEPLELWPKAV 


26568 


56936 


A 


26718 


1 


313 


MESAQKEAVEIFGQPHAASSSG 
DVKPLLFIDFYKCSGEKVVCME 
HALRACYMCRKSGHWAKECP 
QPG I PPKLCPIQGDPTGNQTVQ 
LTWQPLPEPLELWPKAL 


26569 


56937 


A 


26719 


377 


583 




26570 


56938 


A 


26720 


1221 


1394 ''-'"^ 


VASFYSLLQPPYPSTSFSFQSWR 

HTSISPFS*FQFLSFSG1FWQPLP 

EPLELWPKAL 


26571 


56939 


A 


26721 


160 


234 




26572 


56940 


A 


26722 


163 


414 




26573 


56941 


A 


26723 


212 


399 


YSLKDCWPLSLSLNHFLLSILAS 
PFNLSLLL1SVPFLFW*RTETRFI 
WQPLSEPLELWPKAL 


26574 


56942 


A 


26724 


809 


874 




26575 


56943 


A 


26725 


49 


220 




26576 


56944 


A 


26726 


71 


375 


LRSGDLPWEl/NPLSSCSLLREK 
DPPTTSGPQ'nTSPRNlSPILNPEL 
ATSARNLATRPRNACSPGFLLS 
R V PS VRDPTGNRTFQLTV WQPL 
PEPLELWPKAL 


26577 


56945 


A 


26727 


1 


1011 


CSEYEDSSPAPVPATDLSSTLSS 

SVPQPQDTGTSQQLHPLDPWHE 

LLRAQELQGATNHKGYSHAEH 

EHAGLGVQGGNGALAFSNSGH 

RHAVPTISSGTGRRRTPSSSAFG 

LLNLHQWFVSGFQAFSDRLKA 

ALSASLLLRFGDSDWLPSSSAC 

KCLMLGLHFVIVGNICATLKEK 

YSSMLHLDVTMKKNGEKRTRL 

QKRKKGMPPHPAYEDLNIAAIT 

LPANVVLHQPSGFRTSGQLDPV 

WWSLDTDAHEIWCQDPGLGSG 

DFPWEITPLSSYSLLHEKDPPTT 

SGPQT\TSPRNISP1SNPRQRRQV 

LSMDPICLRHRSRTGKAAFPWC 

LIIAGTPL 


26578 


56946 


A 


26728 


150 


211 




26579 


56947 


A 


26729 


445 


549 




26580 


56948 


A 


26730 


193 


249 




26581 


56949 


A 


26731 


372 


564 


LRSADLPWEfNPLSSCSLLHEKD 

PPTSSGPQTVTSPRNISPILN/PEIC 

KJETRFIRGPKTPAPVMD 


26582 


56950 


C 


26732 


185 


640 




26583 


56951 


A 


26733 


1662 


1774 




26584 


56952 


A 


26734 


233 


527 





wo 01/075067 PCT/LSOl/08631 



SKQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknu>vn, 
*=Slop codon, /^possible nucleotide 
deletion, \=pussible nucleotide insertion) 


26560 


56928 


A 


26710 


241 


957 


KSPQIGLQGSWGAVGVGMRDP 

KERATEASKPDLLAQRQGEGHl 

FILFFSDYIPIFSSYLSLQRSSRGP 

SFFGPFSSPHNIPCEGRQNSETPP 

WPSLGKRSKKSSLYPLPKAPQP 

KSRAPSPISNNLKNFPQPSEKKD 

GPQPLWPQKWPLAPLFSRSPS* 

DDSGPCTEYCRRARRFKSFEDM 

AHirjPPKKVI YKIA! flKFWPI A 

DAKKKRKKGTSETETCLLSRAT 
ELLPKGKRHCRGfir 


26561 


56929 


A 


26711 


496 


708 


GMLFRGSGACRRGGRTGGSGH 
A*PEPPVLPPLLHAPEPLNSMPH 
GLPAPPASPCHFPNLDSCVHSHS 

HTPI <sVI PI PHI kTSPI <s<s<;nPP^ 

YEVKKDAILSPMLSWWAGHRS 
AAGED 


26562 


56930 


A 


26712 


302 


561 


TFLLQLAAVWSADRVREALRP 

GVGVHPAAASRGGESSHPTAF 
DRSPPPPKPLRJ*PEPSARSGLP 


26563 


56931 


A 


26713 


1 


411 


LLVFQVHQCLHCKLL*/PSYVPL 

GYTEAFLATQNIGRVSLWAKH 

GHPDPFPLARADFRAQESPSPN 

RPP*ttPn*l riAP^RRPFAVHTW 
nPR*RFVRFPHM\/I OVI TR 


26564 


56932 


C 


26714 


361 


642 




26565 


56933 


A 


26715 


1805 


2260 




26566 


56934 


A 


26716 


472 


1667 


AIHLLSLQTEFLVAERSSAAGRT 

TPATRAAFLAASCGPLHSCPTL 

LCSQLCCFSRSRSRVSGPFCASLG 

IKEIASVDRVNTRRPACSTSSWL 

HNSGFTLSLANRDGGKRIRSET 

AKKGMSGDRSMKSWEVRRGY 

RWSSRA VRRPRACSSDGGTH F 

ALPMAARGSSGPSPGSPANSVR 

QSLKSESSISAIWVAEQAAGNV 

PRTSAQFGTGSESANTAARLIE 

KJLLRAELDKPEIRDERJVGWWT 

TFGRPQLGSRVGFCACSLAARM 

SSTSQNLEAAFGGKFCFLWALL 

LGLDDTFESRISDTGSAGLMLV 

EFFAPW*VHSESANTAARLIEK 

LLTAELDKPEIRDERIVGWWTT 

FGRPQLGSRVGFCACSLAARMS 

STSQNLEAAFGGKFCFLWALLL 

GL 



wo 01/075067 



PCT/USO 1/08631 



SEQ ID 

NO: 


SKO ID NO: 
wf peptide 
sequence 


Met 
hod 


SEQ II) NO: 
in liSSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X^Unknmvn, 
*=Stop codon, /=possible nucleotide 
delelioii, \=pos$iUe nucleotide insertion) 


26548 


56916 


A 


26697 


1 


179 


MWKGPKGLDMYGKSSVSPKTS 

DILGRD/NSPAGLEGANSGVAN 

CLWRGPCGRKLWEASRN 


26549 


56917 


A 


26698 


2 


140 


DN*KGVHKJULSKLAPELGSFK 
G FRSL A VNTHNS YGGKGNRPL 
KIR 


26550 


56918 


A 


26699 


3 


601 




26551 


56919 


A 


26700 


232 


IS09 




26552 


56920 


A 


2670] 


1 


851 


MQQEDPEESTKSPNPTTNKKQE 

KKLSLFGGLFTWTRVKFGAVT 

QIGGPPLGDQSPVLLLLQRLFSK 

GYRVSPSKAQISSPSVTYLNSVS 

LIKTLLKTTLLPKEAGVIHCKG 

HQKASDPIALGNTSADKGLFRP 

PPFPSHQARGFAPAQDWQIDFT 

QH/RP/GVRKQKYLLV*VDTFT 

G*VKAFPTRSEKATAVISSLLSD 

IIPRFGLPTSIQSNSRLAFISQISQ 

AFFQALS1Q*NLY1PYSPQSSGK 

VEQTNGLLKTHLTKLSLQLKK 

DWTVLLPLALLRIRACP 


26553 


56921 


A 


26702 


434 


867 


RLILPNRLGSPLLVWVDTFTG* 

VEVFPTGSEKVTAVISSLLSDIIL 

RFGLPTSI*SDSRPATKSSFSLISP 

TLGSHDAPNPTRSSPEKHRPLSL 

HTIFQNFRCPDTLPLFRFIFFAFF 

SNTLHIMGKMAAEGPKSTLYC 

QFTEK 


26554 


56922 


A 


26703 


96 


415 




26555 


56923 


B 


26704 


1 


933 




26556 


56924 


A 


26705 


1422 


1774 


DCPPSPIAFPQCTHQHHHHQYH 

YHHRHHHRHHHYQR*K*NPGL 

PLFVYCYFQNH*ACHCSWGNS 

EHMTIASESQAVPLQPPQDSQG 

FFEDLELHYFFGDPSETRPGKQP 

KVSVQQIL 


26557 


56925 


A 


26706 


355 


1014 


RHLRPQERAPAPSGSVPSRPGCS 

QAPGGLLRVGRGGMLLPGCAA 

VADLQEEVPGFSWDAWAVKG 

EQRQGGGGVVKH*DAIPGQRV 

SDPGPPEPLASAPGQLSPSTPEY 

RRPPGESRRHRRPDLAQDQRGA 

AVLLLAGARGLSPLPRIPALGA 

ASFPPTLQFFLQLPSSGASTTSA 

GFFLLVLHQPLWLLLLDFLFDN 

LLLLRHSLFIPHGFLKCVSIPAF 


26558 


56926 


A 


26708 


95 


298 


G STQVL WAAWGG AG WTPRWP 
VFATWPWVQDMWPQQAWPLP 
VUlr'ACrrrrLK 1 'WL bNK 
KAGS 


26559 


56927 


A 


26709 


1)0 


195 





3582 



wo (M/075067 PCT/USO 1/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
bod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X==Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, V-possible nucleotide insertion) 


26538 


56906 


A 


26687 


120 


594 




26539 


56907 


A 


26688 


117 


487 




26540 


56908 


A 


26689 


2 


2482 




26541 


56909 


A 


26690 


2 


654 


KGDVGEWLSAGKGESSAMFAS 

EQEISKDEQGTPVLGSFYWEVD 

SPRKESSQAWAPGQEWIKLEUD 

TTEEKMFEQLKPIEPVQKTLPW 

VGEVAATLQEAMKRDCWREA 

RVKKKPVTFEDVAVNFTQEEW 

DCLDASQRVLYQDVMSETFKN 

LTSVAWVRKKEEEEEEEEEEEE- 

EEEEEEEEEEEEEEEEEEEEEEE 

EEEEEEEEEEMCRKRKRKRERK 

KKKJCKKKERTTWLWGNPLT 


26542 


56910 


A 


26691 


789 


1072 




26543 


56911 


A 


26692 


1246 


2367 




26544 


56912 


A 


26693 


579 


12)4 




26545 


56913 


A 


26694 


119 


1870 


SCSRN RLLPP VSESLTRPLPSL A 

RWLPPPGLRQPSSRDYWPKGRL 

RLSAVPSPASPWALVSCLLPPSS 

SQEKAGKILKJCRVEKQQPEEKV 

GKGLEESLCPCSSMSNHTKERV 

TMTKVTLENFYSNLI AQH EERE 

MR*R1LFEKIEEEGLKDEEVINIG 

NVFLRKETEFLRLKRTRLGLED 

FESLKVIGRGAFGEVKITATCQ 

VGHVYAMKILRKADMLEKEQ 

VKHSCSSAFILVEADSLWVVK 

MFYSFQDKLNLYLIMEFLPGGN 

YLTMKGHKDTLTEEETQFYIAE 

TVLAIDSIHQLGFIHRDIKPDNL 

LLDSKVLGGHWHELPFQEPRLR 

GFLSQCCDTPFRALRFLASPSFQ 

VPLHSPRPDLCTGLKKAHRTEF 

YRNLNHSLPSDFSKW*QLR*PK 

AETWKRNRRQLVSNICGF*KN 

AENVSLGQVRWLTPVIPYIAPE 

VFMQTGYNKLCDWWSLGVIM 

YEMLIGKLHGFRGLPQETYKK 

VMNWKETLTFPPEVPISEKAKD 

LILRY*RTSLHLQIKS1DDTSNFD 

EFPESDILKPTGNTTSIVSCDYK 

NKDWVFINYTYKRFEGLTARG 


26546 


56914 


A 


26695 


271 


446 


YLVHILDALPRDPTALRRRQRC 
LGS*RKHQTRLRSGRPSSGPGG 
TDISVTAVSAPAQK 


26547 


56915 


A 


26696 


1 


171 


WGVIWRENGRCFSGLLRAGLG 
AAWEPRVGEIKILVS*LGTC*IK 
LICQSWVGANPRA 



wo 01/075067 



PCT/USO 1/08631 



SEQID 

NO: 


SEQID NO: 
or peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
locniioo of first 
codon for peptide 
sequence 


Nucleotide location of last 
codoo for lasi amino acid 
of peptide sequence 


Amino acid sequence ( \=lJnkno\vn, 
*=Stop codon, possible nucleotide 
deletion, \=possible nucleotide insertion) 


26526 


56894 


A 


26675 


I 


1364 


MEMIWPSKGMPFTSTSYSNKES 

SLLSVVQTSSYSHTHTRGSSEE 

VESLNRPITGSEIVAIINSLPTKJC 

SPGPDGFTAEFYQRYICEELRiK 

YLGIQLTRDVKDLFKEIMYKPPL 

NEIKEDTKKWKNIPCSWVGRJN 

IVKMAILPKIIVEDALQIYYDMV 

LVCVGVGVSCRJVISSLEVLESR 

RGQRi FPL VQA EQVL WA FKE VS 

SNCNDKSTLRGSWKLQCTSGT 

SAFDIFQVGSRVLGEHRLPSVfr 

SATYMSLTYFELAGLLEKSSQL 

VGSTGVEDIVAIMIPEPKGKEIV 

SLLERMITVTMYITIGTRNLQKY 

ERWKKKRTKGLEYQEFGFDDV 

KFRSLLDIEAEMPDLHRLPRNM 

HASSPSKRTARGRNKNKSSRLT 

MFGVEIQEEEEEEEEEEEKKKR 

RKEEEEEEEEEE/ERRRRRRRRR 

r» f*fc r* T\ r» ¥^ n r% r* t\ t\ t\ v\ ■r* r\ 

RRRRJlRRKRiUlRRRJlRRRRRJlR 
RRRi<llRRJlRRKRG G RRkJIRX^ 


26527 


56895 


B 


26676 


1 


499 




26528 


56896 


A 


26677 


1 


1684 




26529 


56897 


A 


26678 


2 


297 




26530 


56898 


A 


26679 


68 


319 


IQHITS*TKKKRKRKKEEEEEEE 
EEEE RRRRRRRRRR RRR RRRRR 
RJ<ivKXRRRR R K R RKJIRRRRJ^ 
RRSHTSIPKESTLLQSQSVGLG 


26531 


56899 


A 


26680 


1 


1617 




26532 


56900 


A 


26681 


92 


338 


LEKEEEEEEEEEEEEEEEEEEEE 
EbbbbEEEEEbEEEEEEEEEEEE 
EEEEEEEEEEEEEEEN*NVERY 
KKEGQW*KQRRQEKGLILPDG 


26533 


56901 


A 


26682 


1 


548 


MVDQRHLVLTSSTKKNQNNNF 

QVFVIENVGREPQTDKIASPGA 

GQSCTASVTADLLSRDLHFTKV 

PSWSSDGPPYYPPACHLMSEPY 

FWGSCCYDTPIKTKTTNEEEEG 

EGEEEEEEEEEEEDEEEEEEKEE 

EE EE EE EG EG E E/E RRRRRRRRR 

RRRRRRRRJIRRRRRG RRGRRR 

KKPKOOK 


26534 


56902 


A 


26683 


1 


1215 




26535 


56903 


A 


26684 


1 


571 




26536 


56904 


A 


26685 


1022 


1365 


TSLLPPSSSIPSRLPSVVLSVRILS 
LWILACLAPWRWDLLRJCASCL 
PAFSLLLSGANGSFSLGFQALL 
GRKEEEKEEEE'EKEKEKEKJCK 

K. KJ\. ISJSJ^ N. K K K N. 

KKKKKKXNF 


26537 


56905 


A 


26686 


24 


355 





3580 



wo (H/075067 



PCT/US01/(»«631 



StQID 

NO: 


SEQ II) NO: 
of peptide 
sequence 


Met 
iiod 


SEQ ll> NO: 
in USSN 
09/540,217 


Nurleotide 
location of first 
codnn for peptide 
sequence 


Nucleotide location or last 
codon Tor last amino acid 
of peptide sequence 


Amino acid sequence ( X^Unknown, 
*=Stop codon, /=^possiblc nucleotide 
deletion^V^possible nucleotide insertion) 


26515 


56883 


A 


26664 




276 


IKSIDDTSNFDEFPESDILKPTVL 
SSAP*AVHWR0GSESTLTS1SFP 
VATSNHPETDYKNKDWVFINY 
TY KRFEG LTA RG A I PS YM KA A 
K 


26516 


56884 


A 


26665 


95 


405 




26517 


56885 


A 


26666 


3 


349 


GPGGWLSLSPLVL*ALES*KEEE 

EEEEEEEEEEEEEEEEEEEEEEE/ 

ERRRRRRRRRRRRRRRRRRRRK 

KREKKKSWVDCTEEVAKYVGL 

ASLRJSRVPPTDSTKEKTIEKVN 

RRK 


26518 


56886 


A 


26667 


1 


370 


MHVAWSCPTAQSSQATVDSGK 

TLAETESPIGLSSKVGGKNIRAG 

EWDELKYDRFPGQKPKKKKRK 

RKEEEEEEEEEEEEEE\KKKKKK 

KKKKKKKKRRRRRRGRRRMQ 

QSHPNPTSAILAPWA 


26519 


56887 


A . 


26668 


1 


430 


MTFFPFDKRETDILLILMFSMEH 

CTRGQDPLGYQTTKKGFKDTE 

TPEKESLESKAECLGRRRKKXN 

KEEKEEKEKKEKEKKEKEKEK 

KRKKKRKKKKKKKKKKKKKX 

KKKKJCKKKEEEEEEEXGMRKR 

RRRRRRRJIRRRRRRR* RRRJIRR 

RRRRRRRRRRRRG RRRG RRRR 

RRRRRRRRRRRRRRRRRRRRRR 

RRRRMRKRRRRRRRRRRRRRR 


26520 


56888 


A 


26669 


1 


708 




26521 


56889 


A 


26670 


1 


1233 




26522 


56890 


A 


26671 


1 


366 


MSYVAAVMFFCSVLGKFQMNL 

EEEVEKRRRKKKDKXKEKEEE 

EEK/DERRRRRRRRRRRRRRRR 

RRRRRRRRRRRRREEEEEEGEE 

EEEEEEEKKKKRRRTLYCM*IA 

CKLKYLWTVSGHILCPNTN 


26523 


56891 


A 


26672 


1 


667 


MSKEGNNRH\VDRLEGGGWRR 

VRVEKJILFRDYPSSHPRGAEAF 

TSPDSIG RCTLRFPG LQMGLHQ 

PALIAILRSGADLSHLEGPMLEA 

GASACAPAVSPGDQALQQHPG 

EGRKVPGKRRRRKEEEEEEEEE 

KRKKKKKKEEEEEEEEEEEEE\ 

KKKRRRRRRRRRRRRRRRRRR 

RRRRRRRRRR RRRRNKQTKG P 

PCKNLMLVFCPQNKAPSPCLQl 

AAEFSWAWAR 


26524 


56892 


A 


26673 


365 


670 




26525 


56893 


A 


26674 


29 


370 





wo 01/075(167 



PCT/US01/08631 



SEQID 

NO: 


SEQ ID NO: 
of peptide 
setjuence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=|lnknu\vn, 
*=Stop codon, /=p«ssible nucleotide 
deletion, \=possible nucleotide insertion) 


26509 


56877 


A 


26658 


1 


2267 


MKVELMGFAEGLAVRVREQEE 

VRLNWKVELLwTDLRDVPKG 

ANSFRVSGSSGVEVFMVYNRT 

RVKEPIGKARWPLDTDADMVV 

SVGTASKELKDFKVRVSYFGEQ 

EDQALGRSVLYLTGVDISLEVD 

TGRTGKVKRSQGDKKTWRWG 

PEGYGAILLVNCDRDNHRSAEP 

DLTHSWLMSLADLQDMSPMLL 

SCNGPDKLFDSHKLVLNVPFSD 

SKRVRVFCARGPEDVCEAYRH 

VLGQNKVSYEVPRJLHGDEERFF 

VEGLSFPDAGFTGLISFHVTLLD 

DSNEDFSASPIFTDTVVPRVAP 

WIMTPSTLPPLEVYVCRVRNNT 

CFVDAVAELARKAGCKLTICPQ 

AENRNDRWIQDEMELGYVQAP 

HKTLPVVFDSPRNGELQDFPYK 

RILGPDFGYVTREPRDRSVSGL 

DSFGNLEVSPPVVANGKEYPLG 

RiLIGGNLPGSSGRRVTQVVRD 

FLHAQKVQPPVELFVDWLAVG 

HVDEFLSFVPAPDGKGFRMLLA 

SPGACFKLFQEKQKCGHGRAL 

LFQGVVDDEQVKTISrNQVLSN 

KDLINYNKFVQSCIDWNREVLK 

RELGLAECDIIDIPQLFKTERKK 

ATAFFPDLVNMLVLGKHLGIPK 

PFGPIINGCCCLEEKVRSLLEPL 

n\ ur^TPinnPTPVUivyfi T4r:PAVC 

OLiiL/ 1 r lUUr 1 r Y rilVlLriLicA i o 

KKKKKKEKEEGQEEEEEEEEEE 


26510 


56878 


A 


26659 


1 


990 




26511 


56879 


A 


26660 


1 


235. 


MTAKCVCGWGVGEREREKER 

EEEEEEEEEEEEE/ERRRRRRRR 

rrrrkrrrrrkjirrrrrj<j<juu^ 

RRkRRRKRRRRKRRRRRRJ<JU^ 

RRRRRRRRkRRKI 


26512 


56880 


A 


2666! 


1 


not 




26513 


56881 


A 


26662 


348 


806 




26514 


56882 


A 


26663 


39 


684 


LRCENPISSHVGHVGVSLAHTR 

GLFSRLILADREDISENWCSLVC 

CVCVCVCVCVWWLCISLFPGD 

MMTLLMKJCDTLTEEETAQFYIS 

ETVLAIDSIHQLGFIHRDIKPDN 

LLLDSKGHVKLSDFGLCTGLKK 

AHRTEFYRNLNHSLPSDFTFQN 

X>fXIC1/DI/' A I7T\l/l/DXIDD/^l A CCX 

|vlNoK.KKAb 1 WK-KlNKXyLAra 1 

VGTPDYIAPEVFMQTGYNKLC 
DWWSLGVIMYEMLIGKLHG 



WO01/075«67 PCT/US(H/08631 



SiCQ ID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


StQIDNO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( \=Unknown, 
*=Stop codon» /-possible nucleotide 
deletion, \=possibte nucleotide insertion) 


26506 


56874 


A 


26655 


1 


1167 


MAPRPQAAKLPSCGTRSQGAA 

RPPPLGTAAAYRPLSSRLLTGPP 

PASSSWLAIHFRIRVGSSGQGN 

QRIKYLGIQLTRDVKDLFKENY 

KRLLNEI KEDTNK WKN i PCSWV 

GRISIVKMAILPKVQAILMLVLF 

LHLFCKYNIVGMENAGNGHD 

WSLDRHLMQASANQQATQLAI 

SRPSNQSKAQDFLRLLRKEKQT 

ALDTFAPLKEQAQKWNEDGIR 

SSVIPGIQHQSLLLAVLTFNSSK 

TSLGDRARPVSKKKKEESRKK 

KKKKKKKKKKKXKKKKKKKK 

RKRNKNKKKNKKNKKKNKEN 

KKKNKKKKEKKKKERKKKKR 

KR/MEEEEEEDEEEEAEAEEKE 

RKERKRKKEKGRREGRKEGKR 

EGKGRRGRGRRKNKEERRRSR 


26507 


56875 


A 


26656 


342 


616 


RILHKSFRKLLCKGSFCSTRSPT 

REIRSKKKEEEEEEEEEEEE/ERR 

RRRRRRRRRRRRRRRKKRKRK 

RKRKKKTKTKTKKKKKKKKK 

KKKK 


26508 


56876 


A 


26657 


1 


705 





wo 01/«75tl67 



PCT/US01/()8631 



SEQID 

NO: 


SEQ ID NO: 
or peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540^17 


Nucleotide 
location ofTirst 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
or peptide sequence 


Amino acid sequence ( X'^Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possihlc nucleotide insertion) 


26488 


56856 


A 


26637 


1 


290 


MKKKKEGRRRKKEEEGEEEGE 
E/DRRRRRRRRRRRRRRRRRRR 
RRRRRRRRRRRRRRRRRRRRRR 
RRRRJUUIRRRRRRRRRRRRRRR 

r* r» T\ T\ T% W\ T\ T\ T\ T* T\ n r\ ¥*» r* ' 1 ■ 1 ■ 1 ' 

RRKR lOlRJUUlRRRRK RRRRTTT 

irnii 1 


26489 


56857 


A 


26638 


2 


423 




26490 


56858 


A 


26639 


3 


167 


QQKEDEEKEKEEEKEEEDEEEE 
/ERRRRRERRRRRRRRRRRRRR 
RRRRRETQEAETI 


2649r 


56859-"^-^=" 




26640 


1 


325 


MEKNEKEQEEEEKKEKNSKKK 
EEE E E E EG GG E E/ERRRJ<JUIRKJK 

n Tk n r> n n w\ n t> t\ t\ t\ n n t\ n n n n w% t\ 

RRJRKRRRRRRRJIRRRRRRRRRR 
RRG RRR RK KKKKK 


26492 


56860 


A 


26641 


1 


618 




26493 


56861 


A 


26642 


1 


291 




26494 


56862 


A 


^ A'y 

26643 


3 


155 


YRHLPKKKEEiCEEEEKEEEEEE 
EEEEEEEE/ERRRRRRRRRRRRR 
KYEKKCL 


26495 


56863 


A 


26644 


1 


1410 




26496 


56864 


A 


26645 


578 


842 


TQEAELAVSRDHATALQPGQQ 

SKTPSEEEERRKKEKEEERRRR 

KKKKEEEEG/MKKEEEGRRRRR 

RRRRJIRRJIRRRRRRRRRRRRR 

KKKEEEEE 


26497 


56865 


A 


26646 


215 


471 




1^>1 AO 

26495 


56866 


A 


26647 


432 


761 




26499 


56867 


A 


26648 


1 


357 




26500 


56868 


A 


26649 


2 


281 




26501 


56869 


A 


26650 


533 


758 


EQICKKKKEKKKKEKEKEKEEE 
EEEEExERRRRRKRRTRRRRRRR 
RRSRRRRRRRRRRRRRRRRRRR 
RRRRRNTEK 


26502 


56870 


A 


26651 


A 

264 


429 


HRAAPATSDTQE*HRSNAFGEE 
EEEEEEEEEEEEEEEEEEEEEEE 
EEEEEEEEEEEEEEETLFSNM 


26503 


56871 


A 


26652 


1 


279 




26504 


56872 


A 


26653 


1 


795 




26505 


56873 


A 


26654 


1 


642 


MKKCKTSVIGIATFYLSIPHIYT 

PPNQTSSFMACAIAIEVQLTSAE 

PASIGFPVQKSPCGHLQLNGYK 

SSSKQGFPTPLLKQESWNSSVKI 

TTCNVGDKKNINDRRSANMMH 

VNNFPFRRHSWICLDRVQSETL 

PQEKKEEEEERRRRRRKKKEEE 

t KJ\J<JO\JsJvi\JV K.C fc b t b 

RRGRRRRRRRRRRRRRRRRRR 
RRRRRRRRRRRKKERJSSL 



3576 



wo 01/(»75067 



PCT/US01/()863I 



SiCQID 
NO: 


SKQIDNO: 
or peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon Tor peptide 
sequence 


Nucleotide location of last 
codun Tor last amino acid 
of peptide sequence 


Amino acid sequence ( X=lJnkno\vn, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


26477 


56845 


A 


26626 


70 


551 


AAEDVWVYPSELYWPGPHGHC 

ETPRAGVFVVTSHEEGPGAGTA 

SSSSKGPSWARWGLEVSPLRWP 

SGQVGGAGSAESGQPLGSGFTF 

KAMGNLGESRARQAQLIHDRN 

TASHTAAAARTQAPPTPDKVQ 

MTWTREKLIAEKYRSRDTSLSG 

FKDLFSMKP*VSPLRWPSGQVG 

GAGSAESGQPLGSGFTFKAMG 

NLGESRARQAQLIHDRMTASHT 

AAAARTQAPPTPDKVQMTWTR 

EKLIAEKYRSRDTSLSGFKDLFS 

MKP 


26478 


56846 


A 


26627 


479 


961 


PQSSLQGNLQMPWGSCLDSST 

HYRPSLVGVDFQLPSFWLVICG 

TCKHCHRMLHSVALFWVPLHC 

G WSI PRPRCPHPH H PPPLRGPSC 

HPPSPPWACPPRTGVQSATCPF 

A*RPTWSFTCDPTTKRSMRGLT 

HILRSGEKRPLPALCARSTSGSA 

TTSPGT 


26479 


56847 


A 


26628 


1 


223 


MGAVQKAYNLQKKRRRRRGR 

RGRIRGRRGRGRRRRGRRRRK 

KKKKEEEEEEEEEEEEEEEEEEE 

EEEEEEEEE*EVEEEEEEEEEEE 

EEERRRRRKKKKKKKKKKKKK 

KKRKKKKKRKKKKKKJE 


26480 


5684S 


A 


26629 


1 


341 




26481 


56849 


A 


26630 


78 


354 


ENDSFYNDL*ATQRRRRRRRKK 
KKKGEERRRKEKJCG EERRRRR 
RRRRRRRRRRRRRRRRRRGRG 
RGRGRGRGRRRRRRRRRRRRR 
RRRRRRRRRRR 


26482 


56850 


A 


26631 


1 


327 




26483 


56851 


A 


26632 


41 


246 




26484 


56852 


A 


26633 


I 


170 


RKRRKRKKRKKKKKKJCKKKE 
KEKEKEK\RRRRRRRRRRRRRR 
RRRRRRRRRRRRRRRRRRRRRR 
RRRRRRRRRNTNNETGE 


26485 


56853 


A 


26634 


1 


282 


MCIESEREEEEEEEEEEEEEEEE 

EEEERRRGRGRRRRKKKRKKK 

KKEEEEEERRRKKKRKKKEEEE 

EEEEERR/MRKKKKKKKRKKK 

KKKKRQSL 


26486 


56854 


A 


26635 


1 


396 




26487 


56855 


A 


26636 


1 


255 


MLWLPQPALGTRAAETLACSR 

RRRRQLYNCCLYLRRRKKEEE 

KEKEEEKGKEKEKEKKEE\KRR 

RRRRRRRRRRRRRRRRRRRRRR 

RRRRN 



wo 01/075067 



PCT/US01/<»863! 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino actd 
of peptide sequence 


Amino acid sequence ( X^Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


26464 


56832 


A 


26613 


576 


927 


FAERTRTHH*PICPRWKGALGC 

RARTAVTSRGCLAPSRRJIRRLP 

GRRAASQPGPNADPKACRPWN 

PRGSQVHAKRNALCFSRASDAP 

PRPDASPGQIFPGRRRKECQTC 

KTRVRLGCL 


26465 


56833 


A 


26614 


67 


415 


ALARKLPTNFQWVKKIDASPGS 

PIPLNAP*PSPSVQTTPTTGHPG 

RALSTVSEVPGAGARLTYRVPF 

TRCKRSLILPSPVWVSRIPSTAK 

SPILISSPGGAHAASV^ALTLVS 

GYE 


26466 


56834 


A 


26615 


87 


347 


GIRY*LCHGFYHAYLGFRRRTS 
SPLQVSRPPPPRGTOSEP*AQSP 
RSPELELGLHTASHSRAANAAS 
SFHLRFGFPGFHPRPSPLF 


26467 


56835 


A 


26616 


3 


175 


GFVTSSFFLGCLSFPDAYDLVFL 
LARE*HWKH*TQSILTLIAQCVF 
PEQPKRLCWVS 


26468 


56836 


A 


26617 


539 


788 


EKEVPTLLDCCAALGQ*KCKM1 
QLLWKMV*SFSTKLN1LLPNNP 
AV VLLG I HLKELKTYVLTETCT 
LMFIAGSQRNLRDYFRP 


26469 


56837 


A 


26618 


843 


1136 


VKEQVYRRIAASRSVRRCSYQS 
RPGLLPTAGHHPQFHLYSDCHG 
NDIYSVYYQCEHGHAASSSETG 
VPRFPCPWWSETAQ*TGCASHP 
GPSAQRSAL 


26470 


56838 


A 


26619 


2073 


2329 


LVQTSRPPDPSWA*SATVTRPE 
QASWARNLSRFPLLGMATVSG 
RGLPSGPGPRAMSPAGEPAPGA 
AEPAPPGSAAIPHRRPLLGQ 


26471 


56839 


A 


26620 


723 


1023 


ITLLGLSLIPLISRLPWTQSWGPL 
SFLSTPTSLLISSTPLILNTIMSLM 
TLRFLPPGGAFP*TPEPCIPPTQH 
PHLDVSLTGISNLPRPQSCFHCL 
HLS 


26472 


56840 


A 


2662! 


99 


288 


CLCQNKLGEGRDDNFTSWQSS 

AC*TFCFLLAVDSAETTAAES*C 

CCCCCCCSAAGGWRRLVH 


26473 


56841 


A 


26622 


130 


450 


RQLKLTAGCAKSPWLFWLKSY 
HSLYLAAACLLGLTYTRLGRSQ 
SSPPIHSHEFPPATSL*QQLHGQ 
PA* WL YDGPATP/SI APPAHLLP 
PPWRGGTPSPWLPPSPLQE 


26474 


56842 


C 


26623 


1 


672 




26475 


56843 


A 


26624 


408 


581 


LIKDESAPRTPQTVLASAQFCLL 
CR*ARCCRGGSCCCCCCCCCCC 
WWWCCCCYFGND 


26476 


56844 


C 


26625 


66 


264 





wo (M/075067 
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SEQ ID 

NO: 


SEQ in NO: 
of peptide 
sequence 


Met 
hrxl 


SEQ 10 NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino :icid sequence ( \=iJnkno>vn, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


26455 


56823 


A 


26603 


28 


457 


GGIPDSTARLSILTPRHHLQRSC 

SCNGTATRJSGQSYVRYRAPAA 

RN WH 1 H F YLKTLQPQA 1 LLFTN 

ETASVSLKGFEGCLDAVVVNEE 

ALDLLAPG/NDGGRLAGDTSPH 

PVLPPQ*LLQPEHMPQWWEVL 

MDPRGRLCLQMS 


26456 


56824 


B 


26604 


205 


1722 




26457 


56825 


A 


26605 


11 


374 


VSPSRSGiPGSTHASGQL*TGDR 

S/GPMG PPITATAQ* DGDSDA YH 

GLATLHALLPALPGAAGF/PSGT 

SEPCPSSPC\GQHHHAGQLGHD 

LPVHCSEDPRPQPPPLGGPLEDL 

PSLLWHSDFFI 


26458 


56826 


A 


26606 


69 


551 


QSGRSPQHVFPSVRGSGARSRG 

W1LVHPSQYHHNPQRIYSACGR 

SGEHISPGYPCSVDGHDAYDQQ 

ADGTHHDAC1FH\PRGSPRSP\G 

QCCLLTCGSRSGTASGASATPG 

GRRGG\PAQGGE\PASRNSSVEE 

LTARVLAPAPAPALASAQPTLP 

GFSISPSTK 


26459 


56827 


A 


26607 


476 


1016 


CLWLLSCLYCSLGDCCLWWAV 

SVLCQVSAPRQALCFAPGENGD 

GGQQGLRGAPPGPGPRGPAPQP 

GPGYPGARQRGSPQQP*LSSEP 

GPYLRLSRSGGR*GPGRCCSRSP 

PGR*PVQAGDEDGQDAGSHI*T 

QPRVSEEGGTDEDQWSLPQEVP 

SASVPYQPLSHCQTVPASLQPH 

CLFS 


26460 


56828 


A 


26609 


247 


342 


RSIMPWLPKGSGWEVSSIPP*RC 
LHQLWSTSRNMAL/HVRVLQT 
EQAVKEYNALVAQGVRVGGV 
FHSTC*WSLKRRJNH 


26461 


56829 


A 


26610 


129 


272 


NDTVSGLGRLESPTLMRQRNV 

CSHCYPGSAK*GYMIYKDALPR 

RTSL 


26462 


56830 


A 


26611 


133 


453 


QVDPNTVLRNAVHTNTYLQGL 

THPSANHKSLYTLLNTNFLHICR 

LHTRRMHGKTGRVYGITQRAV 

GIVV>JK*VTGQ1LAKRIVP1EH1 

KHTKSQ*SFL*ELRPSPVAS 


26463 


56831 


A 


26612 


352 


543 


VPSINCGVPQGNMALMCRVLQ 
TEQAVKEYNALVAQGVRVGG 
VFHS'nSDGSLKRRINH*VPKKK 



wo 01/075067 



PCT/USOl/08631 



SEOIO 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*-Stop codon, /^possible nucleotide 
deletion, V=possible nucleotide insertion) 


26451 


56819 


A 


26599 


971 


2485 


FISSCFVRACGTLNPGVTMFYVI 

LGKFCDFAEPWPHVMQEQLR 

VVGKGLWGFVRVSLSGFRIHGP 

HQKTASLAQVHKAVLHDGRTV 

AVKVQHPKVRAQSSKDILLME 

VRALPFSFLCPQSTFMWLVDEA 

KKN LPLELDFLN EG RN AEKVSQ 

MLRHFDFLKVGGTMQCRVWW 

SGGLMEFVDGGQVNDRDYME 

RNKJDVMEVRSRAQGCCAGER 

GVNGFVHCDPHPGNVLVRKHP 

GTGKAEIVLLDHGLYQVEEAFV 

TQPWGLWGQSLIWTDMKRVK 

EYSQRLGAGDLYPLFACMLTA 

RSWDSVNRGISQAPVTATEVG 

GPSRPCLFLNAEISHLLNHVPRQ 

MLLILKTNDLLRGIEAALGTRA 

SASSFLNMSRCCIRALAE*VWA 

PPSPPLLAP*ISFSEAFNLWQINL 

HELILRVKGLKLADRVLALICW 

LFPAPLCTVHVTILLLLWNPLRT 

LWPLSQGPQAELWHSSLFFSKK 

TQQPTFPFLVCAIGLDVPTTSVK 


26452 


56820 


A 


26600 


831 


1205 


RKEGQGPSVHPLGSGCFPPGHA 

FWEALEANTWVPCVRL*RTPV 

SAELLGLAPGGRWRAVNRDRG 

RVAAASSLGEPCYSSPADASFP 

RSDSGGLDRQGGSCRYPKELFG 

SHPQRARCTEGSLQVL 


26453 


56821 


A 


26601 


377 


962 


LFSIFITQDPKLRELLDVGNIGR 

LEQRMITV V LKAC V* * LCSI * AN 

ASVIYIFQEWTNDHLLVL*SMC 

HLNLSPLLCSLHSIYRNREGGS 

WGRKKTIC*LRCFISQNDSIPQE 

DFTPEMQILE*NLV*ICIL1AWFFI 

VFSGAKSKPYLTVDQMMDFrN 

LKQRDPRLNEILYPPLKQEQVQ 

VLIEKYEPNNSLARK 


26454 


56822 


A 


26602 


1 


810 


MDAKKRKLYKYASTDSPAFAl 

TFI i M P YMENQ AA KLA FERLSL 

NELVFSSEALTHSETFLPQPDNR 

HQNMSSTIHTAPIDTALGGNPA 

FLYLFLQDFQPTQDNSLASVTP 

SAGVSARLAPPPTPGPFTDVVV 

LDVLDEVGQGGEVESAAPESA 

G1GEEGGGGDACHGATSRAP*Q 

A CDDDDCCDfDA T^QC A A F\CTCDD 

AorrrroorlrAUoOAAUo I orr 

WPTSSSTSRTTTSVNGPGVGGG 
ARRAETPAEGVTDASELSCVG 



3572 



wo (» 1 /(>75«67 PCT/USOl /0863 1 



SEQID 

NO: 


SKQIDNO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in IJSSN 
09/540,217 


Nucleotide 
location of first 
codon Tor peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X^Unknown, 
*=Siop codon, /^possible nucleotide 
deletion, \°°possible nucleotide insertion) 


26447 


56815 


A 


26595 


3 


699 


RGRSRANSPQLLLEGGADPTVG 

DIGHLSVGVGPVHMAVGACQP 

DQTTPKHLADNPGPWTLDALT 

YQPHAANSCHKRGFAAS*SLMII 

MVIIFLVLLFWENEVNDEAVMS 

TLEHLHVDYPQNDVPVPARYC 

NHMIIQRVIREPDHTCKKEHVFI 

HERPRKINGICISPKKVACQNLS 

AIFCFQSETKFKMTVCQLIEGTR 

YPACRYHYSPTEGFVLVTCDDL 

RPDSFLGYVK — 


26448 


56816 


A 


26596 


2 


483 




26449 


56817 


A 


26597 


2 


1041 


WPQDGSCTWLAVAMGCWLAT 

QQGSLTRVPVATSGIQGCQAAP 

SPM WAA WTHG WASCYFRA AL 

QLPLPPGSTGNGSMSTSTAYSA 

SSPGFMA'TKAQGERSDHKENV 

FYVQHQKYVGGATQAFAKEN 

NQKAYKETYGVSHITRHDMLQ 

IPKQQQNEKYQVPQFDQSTI KNI 

ESAKGLDVWDSWPLQNADGT 

VAEYNGYHVVFALAGSPKDAD 

DTSIYMFYQKVGDNSIDSWKN 

AGRVFKDSDKFDANDPILKDQT 

QE WSGSATFTSDG KIRLFYTDY 

SGKHYGKQSLTTAQHLQQYLT 

YKRSFSIVVDAIIALPPLKRAAW 

PKSRHPPQVGLMEVQHLFPIPN 

NFEEHV 


26450 


56818 


A 


26598 


116 


338 





wo 01/075(»67 
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SKQ ID 

NO: 


SEQ ID NO: 
of peptide 
stquente 


Met 
hod 


SEQ II) NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno%vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


26436 


56804 


A 


26583 


316 


723 


LVGGWGGLWGGLHGPLYGQA 
QGASPLLPPPPPAHRPPPHRHST 
EHGVEHPLVT*TAPLSPCPLGFR 
LGQL ALH RG ASTKG LLTGG V W 

C.\ LICVirDI/^Pi^D A XIUC A \/\/D A C 

OlyMo WrlvjUOKA 1 IritA V VtvAo 

PWPSRLGTIHGVRGGRDVQEG 
AELPAV 


26437 


56805 


A 


26584 


177 


418 


RNPVVAQGLLCACRMFKVGNR 

TDQQC A CrVX/T>CCPA DPI^ IfTlUI DV A 

1 oCr Lr" r nrrfcJvJvrLAo V r oriivcl-, 
RPPLGASKTAPRD * 


26438 


56806 


C 


26585 


149 


277 




26439 


56807 


A 


26586 


1037 


1455 


EESYGLLSVPSVTGSLLLQDLH 
KLGCHQFGHSKKRRVSGIWMA 
VLPFPFRCQPHLLLLLENPRAN 
GPARQPTNHQPP*KAGTQLPNS 

V Ar Vl^j>V^ 1 Orrr 1 r AKIVAKAr 1 

WrOr* A A D PD/^XA CXIV CP A P CP/^C 

SPSFSILP 


26440 


56808 


A 


26587 


175 


450 




26441 


56809 


A 


26588 


77 


337 


RDHEPTRRKKVRTHPNVRRNK 
1 pxppi *cf *ijcr POCA A ciri i/c: 

GRPWRSGGGAQRR*KYWRICG 
KYSGKMQSWSRVYCSLAKVRA 


26442 


56810 


A 


26589 


1043 


1555 


ALRQGPEGARAPNMDSSVSRC 
QVPGPQVCRAVPTEfLASPAVE 
RAPAAALSSTTIWMPMSLCPW 
RPVLAACTSMTVRGRSTMYLP 
TTTGNAGCTWPKASLATRWLS 

RSMPWRRRGRSSGRNLSTPWR 
LD WSLRRT WRSG RA WMSG 1 ST 


Z0443 




A 

A 








HIRT/RRRKKLRTHLNIRRNKL 
WTRHL 


26444 


56812 


A 


26592 


630 


111 


KERRGREKKKEEEKRRRGRRG 
GRRRKRRRRRGRGRG RGRG R* 

GRRRKRRRRRGRGRGRGRGRR 
RGSRRFL 




DOOlS 


A 

A 






/I /CI 
HO i 


ucpnnQAAQPi k'QVPp DXHnpp 

norOOoAA^rLKo V l\KK 1 rlVf rtx 

TH * FH IH KN RTFTSR* S H * RM RQ 
WDQREVKVLFL 


26446 


56814 


A 


26594 


573 


968 


AQRFCHSQWRCSSSRAVLEENP 

APLDTTPLSGRSKSSGRGCLVS 

LGL**PPSTRRSSHL*QPSSP*AS 

RSSPLLLTKNPFPEAAAF*SRGP 
PVSLKDTASLQAAFLGWP 



3570 



wo 01/075<Ki7 PCT/US(H/08631 



SKQ ID 

NO: 


SEQ II) NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540^17 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X-Unknown, 
*=Stop coUon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


26426 


56794 


A 


26573 




266 


GNHCRRQYRDAQ*WP*EAGRY 

SSCAGSARLGfCAKG\RGPQGV 

MGNE/MRSRRAQEFKKYLHSK 

TSR*KSHTGPEAELTSPGAKKE 

GCSQ 


26427 


56795 


A 


26574 


36 


384 

---- 


GWYCSSRSDVCSGGNSSAHSQ 

LPHQPLPRLRPGGSCHPRESSSP 

SKQRGGPVGDRQRCLPVRH*RP 

SQTIRAEQEPRSAAPRKRRAKE 

GTRRSRGSSPHPEKLGDLGSGG 

QEVRP 


26428 


56796 


A 


26575 


101 


334 


CSTSKEKWQCGLRAECSPVFPA 
TEVPEYSC*GRKPSHLSCHRAP 
TLEEAANRKWPCTQYDAIQNA 
CYYNDSLVLRLS 


26429 


56797 


A 


26576 


435 


761 


QGTNTWVPHWVLRLGLLHTSP 
PEGIAELPRSLPSLTEHQACQLD 
CVLVAIGTAILVAQTATTSPPIC 
GEADAHPASTPLPPSWPPQGRQ 
LSC*NPPLGPWPSGRVQTP 


26430 


56798 


A 


26577 


38 


236 


RLLPLENCCLSSASGTCAHQAP 
LLLCSCPNC*SCCCCHHCCCPC 
GCCCWHCHRPSTKGNSATFTA 


26431 


56799 


A 


26578 


1316 


1548 


FFSITGLSSVAGGQFVNLYLKR 
LNSNFIYLSGYVIVYINIYVFIYC 
I*KFVLHVTLRTDCCKT1VKKH 
VFRLFLKAM 


26432 


56800 


A 


26579 


1 


272 


RPVNSRJLDDFVAACAAMAKIK 
ARDLRGKKKEELLKQLDDLKV 
ELSQLRVAKVTGGAASKLSKM 
*VRRPDHSPRGWGARVHRDRR 
RISKLA 


26433 


56801 


A 


26580 


1 


363 




26434 


56802 


A 


26581 


286 


867 


lyalslgaggaaasaglcsnep 

rficardlrgk\kkeell\k:qld\ 

dlkggscpqltrspkvtercgp 

pklskirwvrksic/rvfspviyp 

dfrkenlqgnsykgvkkykplg 

pcgp*grtramrppgsnkarre 

nlegpkeagsgkgaaftrcgk 

♦rgsralrgrlcqlkhkenlkt 

KKQQRKERLYPLRKYAVKA 


26435 


56803 


A 


26582 


164 


346 


LHPGRRPGLTHLGVPSPGPGPT 
EKLAPGKPSSAACAPSPPALD* 
HIAFGVDALCPTFGLN 



wo 01/075067 



PCT/USOl/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of pcpride 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540ai7 


Nucleotide 
tocnrion ofrirsi 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( \=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \~possiblc nucleotide insertion) 


26419 


56787 


A 


26566 


525 


716 


PTCLLTPPSKGRQTPYATGELR 

LASDGCPSGTKLPEEGAGSNTQ 

ANRVWSGPSANSSRPAEEGPDC 

CRTTCCRTTCWKPTTVTTCSST 

PCCQPACCVSSCCQPCCRPTCC 

VTSCCQPSCCSTPCCQPTCCGSS 

CCGQTSCGSSCGQSSSCAPVYC 

V c>^CCV^ri>UL* oO r bo AOLLbr A 

EGPLQTLFAWVLLPAPSSGSFV 

PDGHPSDASRSSPVA 


26420 


56788^-' 


A 


26567 


3 


390 


EG PCC KG WCaRSP DTM L/C PT 

VFITCRPGDSLRCLHHQGPRFQ 

AQN\CQPFGQTSS*LQEFFPIPQ 

WCLbLKKALAul WCj VPLWUbA 

SLPEEGAGSNLCCSAASTGDTQ 

ANRVWNGPPANSSRPAGEEAD 


26421 


56789 


A 


26568 


658 


1005 


NSKYWTPSGPPPRLASGAIYGN 

SLSV*AAGAPYR>JAGPLQPGCF 

PPS*SLPNGG!HPGPGPGSGPHL 

OrUO*MVOc>vVyHL)NbLYrC/ 

APAGSYPLWVKALPQPPSQPFL 

KPVASM 


26422 


56790 


A 


26569 


1149 


1715 


VLQLNLPGPVASWCSRDVGPPL 

ARPIPPPAPHTPLSSAGPSAAAP 

GPARQLPHPRGDSRTARLLPGQ 

GSS*SWR*GAWQSGCQSYRJCP 

GLSV*AAGAPYRNAGPLQPGCF 

PPS*SLPNGG1HPGPGPGSGPHL 

OrUO IvI VOVvjrouAuAA rbrA 

PGLWDPPGHCSQASTPPGACKE 

RETLPTALPRLS 


26423 


56791 


A 


26570 


32 


335 


LWSLFDHHVQRAVCDSRAKYR 
EGRRPRAVKVYTINLESQYLLF 

yOVrAVuVMK.bLVbKr ALYOA 
IEQYNALDEYPARRLY*SLSY*I 
YELTKCKDSQEKNG 


26424 


56792 


A 


26571 


407 


842 


TEPLITINRLQRRRRSAPVAAAG 

PAGTLARRAPAVTAERAAGPG 

PASVHRRPGWRRAQSGPAAAQ 

ALRPPPPR»PRDSASPLSRKELL 

RLLO 1 K.H YOKL 1 A 1 bAv^ArV^O 

QHKLLCRETGELVPHWAGSHY 

RGISNPINNIQDHIL 


26425 


56793 


A 


26572 


409 


614 


GLPPPAVGDRQRCLPVRH*RPS 

CRRSRGSSPLADNLGDLGSGGQ 
GG 



3568 



wo 01/«75(»r>7 



PCT/lJSOl/08631 



SEQID 

NO: 


SEQIDNO: 
of peptide 
sequence 


Met 
hud 


SEQ ID NO: 

inUSSN 

09/540^17 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( \=Unknowii, 
*=Slop codon, /^possible nucleotide 

ociciionf \—pu^MOlc nu^icuiiui. inbcriiun| 


26415 


56783 


A 


26562 


1 


1073 


MHATNSSSVPQEIQVEALCPLL 

TQPQKSPSITSAMLCQLKKPQPS 

RSKEREADPISCGPECQGNWDL 

CVEAATGLYGDGHLRDSSRTR 

VLMTTGTYRDLQGLEGRAGHV 

AELHVLPVWAIQDRGYVLWC 

WTASLHPRDVAREQGFPNDCT 

WALGCTLTAESTHTHSAALAR 

QAYSQLSKKPTLLNEPEHITEK 

KFINLARFEALNSRTWLGVLY 

AVIAQIQDVPVTVESTTGQRA-AR 

ISPREADRTLVKGQVQGIRQTVI 

MSVPGRKEGDKLKEVSDGREA 

ANQAGMKWGKECKSSSGTEN 

AMSGKEVGILQEEKGDWSHGV 

VRGWQEKWMTYNFWACGRG 

KNATCRLEMTRTSENDLKHNQ 

EGLWHGRERAMLGDTHTLAW 

REEEMEQKQALRIHSLYGKTSG 

QRALGSWWVERFMGMRSGSSS 

DCNGLVTEG*TLQSACIPEPTCS 

H*GSPAP*LHP*GAEKQSSTTEH 

SPCPGLPRQAERGAQPRVPPCP 

QDPADPCKFQWS 


26416 


56784 


A 


26563 


1 


387 


MESTEIGPHIYEQFTLTKMTRKF 

NKEQLVLISLALLDSGHTSNSL 

AWPSCLIVSGVGSCRWVCGLT 

D/CQE*SLRPSQSAGVCRRSTPD 

PVCLGVTRGGCRTEKIAACSFL 

WKLRPRGAPARCQPELSCM 


26417 


56785 


A 


26564 


47 


472 


LLRLHFWQEERLKPSRKKITKK 

HTKKRTASLILHAMICCRSLNSS 

KTKNTKCLNSlNQRLKiLSLQK 

G DPLESTCRH* CCH VH RRTKAP 

GQRRVGRQHVVSAGNHRHPHK 

GDPLESTCRHATVTGQGLLEFA 

GGPLQTLFA 


26418 


56786 


A 


26565 


329 


615 


TKTEIGTRSINELRQQLFAn N 1 

FFFPSIFGESNTTSTSLTLKNSAI 

WCPTGTKLPEGRTGSNLCCSAA 

SAGDTQANRVWSGPSAN/C*QT 

CRRRSC 



wo 01/O75(»f»7 PCT/US01/(»8631 



StQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ II) NO: 
in USSN 
09/540.217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Llnknown, 
*=Stop codon, /^'possible nucleotide 
deletion, \=possible nucleotide in5;crlion) 


26409 


56711 


A 


26556 


262 


628 


QHFQTPWPWPLCAAAGTSAGT 
SHSGSSSGAFSSWPCWTAAEPA 
ARKRGRPAGSWSSPATGAPGR 

CRHRILSRGAGGSAGFVCSGLR 
G IG PLG 1 * LSGTFPGLTAGPETPA 
TERAPGASQHFR 


26410 


56778 


A 


26557 


1098 


1599 


RIRKSHHCINTVTLGRGNSLGK 
DFVRESPGGDRLNVGQTHKHR 
GLGRFAQPHGTSAGTSHCGSSS 
GAFSSWPCWTAAEPAARKRGR 
PAGSWSSPATGAPGRCRHRILS 
RGACjOSAGFVLSOLAESGL'ES 
SSPGRSQG* PQGQRH PQPNGLP 
APPSTSVSVLVRISR 


26411 


56779 


A 


26558 


440 


698 


IKLWAATFIKVCRLSFSCGMSIL 

*RCTGSKSCCCCCRRPLWAGPT 

SCAGGCGCCWGPGPPAELGPD 

TPAAEEAAEACCWDAAIFLA 


26412 


56780 


A 


26559 


448 


576 




26413 


56781 


A 


26560 


513 


782 


EIWWWAWTKWCGCWVVSCF 

HLCGRHC*GTCWSSETWR*MC 

GTSGTAPPCECwREGKDDCGR 

DRPMETHGCCSSFSISSPRAGKD 

ATTGT 


26414 


56782 


A 


26561 


798 


1505 


FLRATSPSGHHFSYHLWIWISLR 

SFLCNECSESCCLLNSSMWQAP 

GLSHYSLLLIWLWLVFQTLNPR 

HLLHLLPSPLNVVDRLCSCQHH 

HHQ*CHHLHHNLH*NHSHHRH 

HHHQ* RLPLH YHLHQHHHHHQ 

NHCQQHHHRYHQHHYQHHDH 

HYRHHHPWLAGARALCDSND 

Avj^^r 1 OUvJ WKr Y oAUaUoL- 

DALSFPRPLPFPDCQSLRGLASA 
VIQGYNWLVLTENHILFHLF 



3566 



wo (H/075()67 



PCT/IJS01/(»8631 



$e:qid 

NO: 


SEO ID NO: 
of peptide 
sequence 


Met 
hod 


SKO 10 NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon fur last amino acid 
uf peptide sequence 


Amino acid sequence ( X-Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


26405 


56773 


A 


26552 


186 


512 


FHLSKHRAPPYPVTAPPRTSWG 

SLVKQVNESNGSRLLRTSLVHE 

DLEGVSVVSGMNCDSALARYII 

ILETLIIYLISPRCWIIDSSGACSG 

LAMYLPLLGDDGVLLCTPNFM 

AWRSNRTQFMMRSSSHMVDAS 

PRGRHMSPREEAFGYSSRASHM 

LLSLLAPPWPQLMGRGLGCQQ 

QERPQECVPLGMTRSPYSEIHF 

GSSRALGSSPGSCAHEVLGPSIL 

TVNPFIPGSSVHVWPSNGNETN 

KLPHTRAGSCGSATCSVKRWG 

PQKPRPLPKPPLVPQALLLVRG 

PAAAREEAVQPPKEEVTQRPGG 

HSSPGVFAHLKGPRSVVEIRME 

YGEE*PPGRCVTSSFGGWTASS 

LAAAGPLTSRRAWGTSGGFGR 

GRGFWGPQRLTEQVAEPQDPA 

LVCGSLLVSLPLLGQTCTEDPGl 

KGFTVRMLGPKTSWAQDPGED 

PRAREEPKWISL 


26406 


56774 


A 


26553 


I 


382 


FRTSCRQLSAAPPPARSPLRPPG 

GG/EPAPGRTSRGHRPQM*SGT 

PAPRPPARSTVSPASPLPKPRAG 

RCGSRPRSACSTFRPC*SLASVS 

SAKTQGWKMWQPATERLQHF 

QTMLKSKLNVLTLKKEPLPAVI 

FHEPEAIELCTTTPLMKTRTHSG 

CKV 


26407 


56775 


A 


26554 


797 


1213 


AWLKFLLGTRRFLRFSKYSFSID 

SARSLVPGRWPAPGRTSRGHRP 

QM*SGTPAPRPPARSTVSPASPL 

PKPRAGRCGSRPRSACR*GAPG 

SRGPAFPRRTPSVTRWALGLPW 

LQGLRTAFCWQILSRVTAATLP 

DKIH 


26408 


56776 


A 


26555 


1002 


1655 


KEFCIYNRNPNACSYGVAVGV 

LAFLTCLLYLALDVYFPQISSVK 

DRKKAVLSDIGVSGEPHPAGTP 

CTESTEGCPGHRRRKDNPLNEG 

TDAARAAIAFSFFSIFTWVSTAT 

AHQPTLVPFPH*APGWVVFPAS 

AQP*ASPACRGRQPCITPGSEVA 

GAPSTLGGQGRHYMDPSQDSS 

MPYAPYVEPTGPDPAGMGGTY 

QQPANTFDTEPQGYQSQGY 



wo 01/075067 



PCT/USO 1/08631 





SEO ID NO: 


Mel 


SEO ID NO: 


Nucleotide 


Nucleotide location of last 


Amino acid sequence ( X=tlnknown« 


NO: 


of peptide 


hod 


in USSN 


location of Orst 


coUon for last amino acid 


*=Stop codon, /=possible nucleotide 




sequence 




09/540,217 


codon for peptide 
sequence 


of peptide sequence 


deletion, V==po5Sible nucleotide insertion) 


26400 


56768 


A 


26547 


3 


1215 


QTMYFLTPILVAILCILVVWIFK 

NADRSMEKKKGEPRTRAEARP 

WVDEDLKDSSDLHQAGAGGN 

AVEGVDQSKVNGRATGFASKL 

DIGKRRREGELETGSYPPICTHA 

YALKKSGPWNPGTWQHRKIVR 

GLQFYTVFFPHSSVLAFLAPVID 

PSVASSSSLRSSTTDNELAELSE 

FADADEWQESEENVEHIPFSHN 

HYPEKEMVKRSQEFYELLMKR 














RSVRFlSNEi^VPMEVlbNVIRVT 

GTAPSGAHTEPWTFVVVKDPD 

VKHKIRKIIEEEEEINYMKRMG 

HRWVTDLKLHRTNWIKEYLDT 

APILILIFKQVHGFAANGKKKV 

HYYNE1SVSIACG1LLAVF*NAG 

LVTVTTTPLNCGPRLRVLLGRP 

AHEKLLMLLPVGYPSKEATVP 

DLKRKPLDQIMV 


26401 


56769 


A 


26548 




263 


RPGEMACKYPLRCSGARVERL 
AKKKAHACLLWTATIKVITNSV 
KLRRSS*GNRLICPS1LC*DMKA 
LRQYPMPLRAWLLPMVVWVM 


26402 


56770 


A 


26549 


82 


318 


SGEAGKEEGTRMVRIRPEPKRS 
LLWTAT1KVITNSVKLRRSS*GN 
RLKPSILC*DMKALRQYPMPLR 
AWLLPMVVRVMV 


26403 


56771 


A 


26550 


91 


714 


SESLVLVWCGRVSCVLFCVCD 

VCVLVGGSGVAVRCFGGRGCG 

PRRVGRR WSCWCG WCG A VLI R 

RVCLAVMFGLALCVHPLLYPR 

TLLLRGQKVDRFKTNLSSGESL 

VTLVIFPAHGLARSRFLNLDVL 

FGVHFIAVEFWHAVGLIVNKQ 

VKGKILAKRJNALIEHIKHSKSQ 

DSFLHCANEQRQT*QCAGPCM 

GPEPRQACLNTCIRS 


26404 


56772 


A 


26551 


29 


363 


FAKMTNTKGKRRGTRYMFSRP 

FRKHGVVPLATYMRIYKKGDI 

VDIKGMGTVQKGMPHKCYHG 

K.10KVYNV 1 V?HAVOlV VNKQV 

KGKILAKRINVRIEHI\KHSKSR 

DSFLKR 



wo (H/«75(>67 
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SEQID 
NO: 


SEQID NO: 
of peptide 
sequence 


Met 
hod 


SKQ ID NO: 
in USSN 
09/540^17 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( \=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


26395 


56763 


A 


26542 


194 


558 


GCDRPSRPRPGAPRPPAATASC 

PPRSCWPLVPSPHCP*PCRXRRY 

PG ERRTSPA PP V PPG PG RPAG * T 

PPCELRPSSTHVALLGLALPGSE 

GTGLRTSVRARDRLHRRTRERA 

AAGTAPGP 


26396 


56764 


A 


26543 


I 


248 


MVAIHNADDAKCWGDVEQLE 

LSFTAALPVLPHPSLPGERPLQE 

AVAFLCWLLVDVLLKATVSKV 

GGGSALASVARVMKAQAFSPL 

LRILHKASTSSFRARKDSAHTPS 

CLLTPSGPERAGPLTQDSCQPSP 

HDSFRAPALLEPSSALSTAVASL 

RRREERLEPEQRVGELGSLGER 

QHEPSDNHDFQPKSKQEQLQK 

TLQPSGGPHCSSLLLMVFWWK 

QWRKTEPLKAERTGYKEKEIST 

KCSSSPSGQLSQSSAAGPAWPE 

DARPEATWSATLLSFDPRCKND 

SIEEPCSVHISCTAYSDPLKIHNS 

YRECGLCPEVNLEVADPSSSSR 

ELWFRAGAQGAGAMQGVTEL 

RPPEFVKSRKPQVGSGHMGNC 

LSKGKRFLGHCQYKQGLPQRH 

QLQAEERESGMRHTTGGAYAV 

LTTGVSPWWIWIWERRWPCAF 

PGKNEEPAGKVPFPSELVLTLQ 

RC**CQMLGGCGAIGALIHCCS 

ACAASPFSPWRKAPPRGCCFSL 

LASGRCAPEGNCLKGGRRQRT 

CQCGSGYESTGF 


26397 


56765 


A 


26544 


423 


621 


LPSRGAGLGTCSPPCLSLPSPPW 
APVRPEPPR*SPPPAPQRPVPSTT 
QGLNCAGAGHGTGRQLHR 


26398 


56766 


A 


26545 


1162 


2027 


MTPEPEWSLS*VGNYKRTVKRI 

DDGHRLCSDLMNCLHERARGV 

SRADPTMAGAE*PAASLPCTGP 

QYGTVEKAWMAFMSEAERVS 

ELHLE V KASLMNDDFEK I KN W 

QKEAFHKQMMGGFKETKEAE 

DGFRKAQKPWAKKLKE 


26399 


56767 


A 


26546 


1 


504 





wo 01/(>75(»67 
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SEQlD 

NO: 


SEQ in NO: 
of peptide 
sequence 


Mel 
hod 


SEOIDNO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location uriasi 
codon for last amino acid 
of peptide sequence 


Amino acid sequence < X'=lIakno\vn, 
*=Stop codon, /=possible oucleotide 
deletion, \=possible nucleotide insertion) 


26387 


56755 


A 


26534 


1 


1758 


MHKYVRYSTVHNSEDMESTQ 

MS!NDRLDKEN!!H!HRGILCSH 

KKKQDHVLCKNIGEAGNHYPQ 

QRNTGTEKQIQCVLTYKWKLN 

NKNTWTQSEEQYAVGPVGGRI 

GRLTNNRHTQDSESWVRGVTA 

FWSRGANNALDIPAFUKFSEGR 

GSLHTHDGPPGPTSSLKLSFSHS 

FDSTGLCRPHDLVLGLIIPTMVN 

ITSQLDWLEDAQMAGEALFLE 

GKLTTRKDIYTENPSLHHHHQR 

PKVDKTTKMGKKQNRJCTGNS 

KTQSASPPPKERSSSPATEQSW 

MENDFDELREEGFRRSNYSELR 

EDIQTKGKEVENFEKNLEECITR 

ITNTEKCLKELMELKTKARELR 

EECRSLRSRCDQLEERVSAMED 

EMMEMKREGKFRDKRIKRNEQ 

SLQEI WDYVKRPNLRLIG VPES 

DVENGTKLENTLQDIIQENFPN 

LARQANVQIQEIQRTPQRYSSR 

RATPRHIIVRFTKVEMKEKMLR 

AAREKGRVTLKGKPIRJLTADLS 

AETLQARR/DVGANIQHS*RKE 

RQANAERFCHHQACPKRAPEG 
SAKHGKEQPVPAAAKSCQNV 


26388 


56756 


A 


26535 


620 


886 


INGVILSKPPLPPISTTPIAGALLL 

KTPESRANFLKFRPRSHCLTRM 
GSSCLLPSKTCLSSSSTFHH 




DO/D / 


A 

A 


ZO3i0 


TIT 




Dr'I /^D DC Arf^T A nUDDC A no DDI 

AAULAO lvAK.r1KoL^JLrUoAAo5> 

OPQ\X/r*I PAAI DP ADA 
l^t-o W L ivA A Lr i; A r A 






A 

A 


Zoj^ 1 


3 / J 


oy 1 




26391 


56759 


A 


26538 


2 


233 




26392 


56760 


A 


26539 


5 


68 


ALQWEEKHEL*EQSLHRKPGG 


26393 


56761 


A 


26540 


1S4 


434 


GGRRGCTVGEAAVTQSLSLCS 

T4Pr;P A fPHOD HQ A QTVI 1 TV^*V 
ncOrvAIKJiV^KiJoAol vLLLH^ I 

TRHPVLDKLLAW1*ALAED1CAT 
LGSAIAAEWKITPAFSFP 


26394 


56762 


A 


26541 


466 


683 


GRPHSLPHPHADSSELTTDCS* 

WRWIFKHKTDHIRHQRVHTGQ 

KPFKC*Q*GKAFRHSFDVTKHQ 

RTDAVGLHQTCCLGGVLLWGA 

HWRGHPSYSLWSAHCCQHGGE 

GASGGGLSLHLDRLSLDAAGRP 

RSLCVLRLDGLSQLSPGEEGSH 
SQKWTSQEVKLFRSRHQSTSDV 



3562 



wo 01/075067 



PCT/USOI/08631 



SEQ ID 

NO: 


SEO ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQU) NO: 
■n USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


26380 


56748 


A 


26527 


2 


397 


SCCSDWSAMA*SQLTAISASWV 

QAMLLPRRPE*LGGSNPEGTG* 

SERRLCHYA/HSLGDRARIHLH 

KKGRQEGSICEMSRAQTRRVW 

HATMETEQKQNYGRL*CCSPST 

NTRRRTSMRKNKAIAREIERYS 

KGI 


26381 


56749 


A 


26528 


312 


1061 


QQTLYSFGVSFYFSSYCLIFSHG 

CSSSSICRRARLYHWAAPFRPP 

GRKRRDCTGQRKTSAGEPEIPP 

PLHHHHHHYSHHHHRHRHHH 

HHHHGLQRSSKNFLLWPE*ILF 

CGSRRLGRAALFLLRSFSHPAK 

QGAESLLGKQS*KHLASTQCGP 

RGRGS*EKWPRAQLGRKQPSES 

AAGAAGLAHGPQDSLVLERAG 

EK*SGLRGEGNRPFGGSSSLGG 

HPLLQRSPAESSPAGTGVRTSH 

LEGRPASFR 


26382 


56750 


A 


26529 


161 


453 


SSSLPCSPSSCPHTSFFLDARQEP 

RTCRVVGLKEL*QKQGLPHCR* 

QEREKSCSPSGSPDLGAPQPRA 

VTPSLGLCSSWHLQASRRJ^CTP 

RCPQWKR 


26383 


56751 


A 


26530 


301 


630 


RWKPK1RGSEGSAS*PQGR*LLP 

SGRRGVATGSAESTLPKAESSAG 

DGPVPYSQGSSSLIMPRPNSVA 

ATSSTKLEDLSYLDGQRNAPLR 

TSIRLPWHNTAGGRAQEVKA 


26384 


56752 


A 


26531 


1 


1394 




26385 


56753 


A 


26532 


240 


1150 


LLLHVPSPSPASTGPPSCGPCWP 

PRSAPAAGRGSSSGCLAGEDPA 

TTHKSAGTGECHRGPVGHCGQ 

AHTGPSYPSGPPASCGPAASAV 

TRGQSCRSLTFRPGRHQIPGAE* 

QLPRGQGETGRTGLGHYLTLLS 

CSSRWPLPKSGDGSPSRWEYRD 

S*ERPGRRTAPRCCSRSTGLGD 

GLKKFPSSY*GP*KCAPSGCGG 

QAPWSAGGSTCPPDART*MPR 

ARARSWAHTGRPCFPRLLSIQA 

TP*RTGGRTCGFCLAS**GSRRG 

RPSSAESLPIPAPPGCGQH**PER 

SARLSWGGGMRGPR 


26386 


56754 


A 


26533 


1463 


1627 





wo iWimOGl PCT/USOl/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptidt 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide localiun of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Slop codon, /-possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


26368 


56736 


A 


26515 


230 


561 


VRTRHLFCEAAAEETPVFTMA 
NEKPTEEVKTENNNHINLKVAG 

AYCEPRGLSVKQIRFRFGGQPIS 
GTQRNLS^KKESVDAASFIVVL 


26369 


I J 1 


A 




1 747 


MIS 


INor ol-/t>OL* V WrV vv IvJVr V^otxO Wo 
Rl^*l PHRR V^RVPMTK" 


26370 


56738 


B 


26517 


1 


585 




26371 


56739 


B 


26518 


258 


1081 




26372 - • 


56740 


A*' 


26519 


42 


275 


TFAWS&EGTSPPSIQSSWDPRCP 

H RTsITP A OTn PPK' R A WPR M PV 

HH*FPnr^nnnnnnpA\/<iPP*Qv 


26373 


56741 


A 


26520 


646 


1905 




26374 


56742 


A 


26521 


6510 


7361 




26375 


56743 


A 


26522 


1 


879 


DCQDKVPRRKEPSMCSGLLRV 

KSWVSLQTYWKPRATQGVYV 

LPLTEERMVVLGASRVGKSSIV 

SRFLNGRFEDQYTPTIEDFHRK 

VYNIRGDMYQLDILDTSGNHPF 

PAMRRLSILTGEAHWCLGWGG 

RARAWVRSVLGT*QILEVKSCL 

KNKTKEAAELPMVICGNKNDH 

GELCRQVPTTEAELLVSGDENC 

AYFEVSAKKNTNVDEMFYVLF 

SMAKLPHEMSPALHRKISVQY 

riHA PHPRPPPMRRVi^FMn A vr: 
OJL^/\r fir ivt^r^iviiviv V IV tlviLJA i vj 

MV^PPARRP^VM^ini W\\C 

IVI V or rrVlNJvro V INoL/Lrw Y 1 V 

LREGQARERDKCTIQ 


26376 


56744 


A 


26523 


2 


478 




26377 


56745 


A 


26524 


120 


1167 


GHVGHMCTGQHMASAYVGRV 

NVLRKEVDRACFGEKAKQ*VG 

S*EELWAIWGQGREVCLGIEEA 

GAIISTRHCNSQNGVRVWAPYL 

WALEAAPV*VQDRSSPGSQACS 

LPSPCALTMGTGIMPLYQEAK 

WKPRQRPGTSGGTVSSEPHC*D 

AGSGCWLCQPGLREVAHVSAE 

ITYTSKHSVEVQVNVMSENILT 

GTSGSDSVDWSSKGRGYTAAS 

LLRAEDAPGPGPKVLEVPPVVV 

RCPFYFSLGGRWQRSGHLT*LE 

TKWRNGDIVQPVLNPGKSRGH 

nnnv PI i TnnA^FAnAi Pinpv 

Hnni^i^FAPWPi H^ppi Awrrpc 

rivjvJivivciAvr vvri-friov^i L«/\riv^v*ro 
GRYNRPGAVAHACNPSTLGDG 


26378 


56746 


A 


26525 


225 


438 




26379 


56747 


A 


26526 


216 


364 





3560 



wo (H/075067 



PCT/US(> 1/08631 



SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SI-0 ID NO: 
in USSN 
09/540»2l7 


Nucleotide 
location of first 
codoD for peptide 
sequence 


Nucleotide locution of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( \-Unknown, 
*sSt<>p codon, /^possible nucleotide 
deletion, \==possible nucleotide insertion) 


26365 


56733 


A 


26512 


161 


2150 


YLDAEKMGQKASQQLALKDSK 

E VPV VCEVVSEA 1 VHA AQKLKE 

YLGFEYPPSKLCPAANTLNEIFL 

IHFITFCQEKGVDEWLTTTKMT 

KHQAFLFGADWIWTFWGSNKQ 

IKLQLAVQTLQMSSPPPVESKP 

CDLSN PESR VEESS WKKSRFDK 

LEEFCNLIGEDCLGLFIIFGMPG 

KPKDIRGVVLDSVKSQMVRSH 

LPGGKAVAQFVLETEDCVFIKE 

LLRNCLSKKDGCREGGASPGSL 

RLAAPGPPLTLNAACPLRLAVL 

AAMAAAALPAWLSLQSRARTL 

RAFSTAVYSATPVPTPSLRVDD 

LHLTEIVGMLDSVLTPEDSSGK 

YRFISGEVLCRITGCFTGVRVEA 

KDLFGGCCSNPNEVMVTWIKVI 

VEKEVWLYLRYILKALPPRTEK 

MAVDQDWPSVYPVAAPFKPSA 

VPLPVRMGYPVKKGVPMAKEG 

NLELLKIPNFLHLTPVAIKKHCE 

ALKDFCTEWPAALDSDEKCEK 

HFPIEIDSTDYVSSGPSVRNPRA 

RVVVLRVKLSSLNLDDHAKKK 

LIKLVGERYCKTTDVLTIKTDR 

CPLRRQNYDYAVYLLTVLYHE 

SWEYWKEWGKK*D*SRHGKSI 

YGENSSSERKYPGKRFSR*KLL 

RKNMGN* LKKSSLGTKEIEEYK 

KSVVSLKNEEENENSISQYKES 


26366 


56734 


A 


26513 


-> 


1186 


PASTMSIRVTQKSYKVSTSGPW 

FFSSCSYLSGPSAHISSLSFSRAG 

SSSFQGGLGRGYGG ASG MEV IT 

AVMVNQSLLSPFIDKVQFLEQQ 

NKMLENKWSLLQQQKMAQSN 

LDNMFESY rNNLR WQLETLGR 

KXLKLEAELGNMQGLVEDFKN 

KYEDEINKYTEMENEFVLIKKD 

VDEAYMNKVELEYRLEGPTDEI 

NFLRKLYEQEIRELQSQILDMS 

VVLSMDNSHSLDMDSIIAEVKV 

QYEEIANRSWAEAERMYQN'Y 

AKLSQLEAALQRAKQDMALQL 

HEYQELMNFKLAQDIVITTYRK 

LLESEGSWLESGMQSMSIHMK 

TTSGYAGSLSSAYGGLTSPSLS 

YSLGSSFGSGAGSSSFSHTSSTR 

AAVVKKIEAQNGKLVSKSSDV 


26367 


56735 


B 


26514 


361 


1215 





wo 01/075067 



PCT/USOl/08631 



SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540»2l7 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /='possible nucleotide 
deletion, \=possible nucleotide insertion) 




DO 


A 

A 


ZojUo 


1 1 

D 1 


on? 


II ITVTIl^l IMOA nFQTP*FN/IQUI 1 

VSSRILCTEKWNFHFPPHF''D»Q 
QTFCTLQFL 


26362 


56730 


A 


26509 


471 


1716 


FKRGQYGQLLRPRFHHGQILYA 

RRQGADAAGDSDFCTEWPAAL 

DSDEKCEKHFPl EIDSTDY V\HH 

GPSVRNPRARVVVLRWLRITLH 

ESAAVEGLAVFPPARRHREPEY 

SIPSPSQAFTPAVLATRVTGQLG 

GHTQIQNPTVAPTILGNTPTFHL 

TCFRIFSLPRHLFPKDKWRTLG 

APFLRTLLLVGTESSVHLSGIDP 

DLLVFEQSPTYLNTRSSSNRWD 

RLRl LKAMNLDKQTTTIMGMLP 

STEAPSSTTHQDLVVNTNSTSY 

SKELTTDFWARFTSLNESITTKI 

NKVSPSTDFISNPDNKTISPFFEP 

IDTKLSHMPVPPGLNSSKQLLN 

KTKGYNSRNHTSANEDEVSVT 

^I^TW/I VQVAI r^TQVlPl C\CC\\I\ 

L ASGCCGKQQGQ Y KPGQRKSG 
SLQIKNRNHMKENSS 


26363 


56731 


A 


26510 


410 


867 


LLTLSRTTPLMSLGFPGIPKMrN 
RPRQSSPIKLQNSSSLSNLLFFQ 
EDSSTLDSGLERSQGLDSTGGG 
EDICRVWTAS*SFICLSDPQKVQ 

TPFSWQKVMKWIKKISFRVFAA 
GQGLLGGYSNPRYSFSF 


26364 


56732 


A 


26511 


135 


756 


VITILTPMLADRTRRIERPPKKJC 

GTTSLGQRKWLLTQDWPSVYP 

VA\HPFKPSAVP\LPVPNGLSSK 

KRACPWQ*EGN\LELLKl\PNFS 

GF*LPVGN*KSTCEALKDF/CAL 

SGPAALGQWTRKC*GR/PFS1*I* 

QH*LWFHQDHPVRNPRARVSS 

LKSKAFSV*I*HDHAICKTL1TLV 

GERYCKTPDVLTIKQNRWPLRS 

QITIMPVYL 



355R 



wo (H/075067 



PCt/US(H/0863l 



SEQID 
NO: 


SKQII) NO: 
of peptide 
sequence 


Met 
hod 


SEQII) NO: 
■n USSN 
09/540^17 


Nucleotide 
location of Hrst 
codon Tor peptide 
sequence 


Nucleotide location or last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=tlnkno\vn, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=pussible nucleotide insertion) 


26353 


56721 


A 


26500 


1 


465 


VSPKLLPSYASRPYLVPNALSSP 

SVPPALSASSAPPRPATRRRPPP 

RGLSASWPLRRRSRQDAGAGS 

RRLRERQNRGRRRSDLAPTLGA 

GLRRDRPGRQPRPGKALAPFAV 

PRPRTNFRGRS*KSGSQRTRTPP 

RREICRTHSRDRPRKLVRGRGT 

ANGARALPGRGWRPGRSRRSP 

APSVGARSERRRPRFWRSLRRR 

EPAPASCRLRLLSGHEADRPRG 

GGLRRVAGRGGAEEAESAGGT 

LGDERALGTR 


26354 


56722 


A 


26501 


I 


1344 




26355 


56723 


A 


26502 


548 


689 


LGKFAPGLTASICAEATAAELCL 

KYPLEiCTFL*GCVCVCVCVCV 

CVL 


26356 


56724 


A 


26503 


154 


476 


TLA*AAAASTSCSPRPPPPSPAS 

TTTRWRAPWRTR*EPPESLCTG 

MRSWPSGMTACTQTPSTAPPSP 

HPPSLSDSSALCSSASVRRMWI 

MKRLKPSMMHVLCMTVDL 


26357 


56725 


A 


26504 


920 


1420 


TLA*AAAASTSCSPRPPPPSPAS 

TTTRWRAPWRTR*EPPESLCTG 

MRSWPSGMTACTQTPSTAPPSP 

HPPSLSDSSALCSSASVRRMWI 

MKRLKPSMMHVLCMTVDL*LI 

PTSTPTT*PSELLAPSPNSPIDTT 

QMSGLTATSVPKKLAFSWQQL 

CYISLIQPLSL 


26358 


56726 


A 


26505 


1118 


1403 


AGWDPSFLISFSGLSNAISSSSSS 

LSSQ*ESNASA*YSSATSGSSGIS 

WYPRSDVASSTIDSSSWRSMEG 

IG*DSGRFSKVGSSDSSSLPCHL 

SS 


26359 


56727 


C 


26506 


29 


379 




26360 


56728 


A 


26507 


3 


948 


GVSLCCPGWSAVVGSWLTAAS 

TFRAQAILSSSWAYREPPVRVG 

RRPQPPLLLTRAQGRVISSSFRH 

LHDFVWRTAGKESTSGANETG 

PLPERGRRPGGRGPGSRSPRSH 

AVQREGAAGSVPAAGRDGGRA 

GHDVPHEGQRAEAAAGEAGGE 

FPLLLSDRRGRARRSPAAGALQ 

SRPGRARHLLHQLH*GP*EEVS 

L*VQQRGAVSGVDGGSASGQL 

RVHAEKAHLLQERNPEG*RAK 

DPLGTVSALSEEARFQLRWLAG 

VSAGHGGQRAAGRDWPCPAM 

NRLAMPGSVLFWFLVFGSGFH 

CVAQARVQWCHSSL 



wo 01/075067 



PCT/US01/(»8631 



SEO ID 

NO: 


SKQ ID NO: 
uf peptide 
sequence 


Met 
hod 


SKQ ID NO: 
in USSN 
09/540^17 


Nucleotide 
location or first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X'^lJnknown, 
*=Stop codon. /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


26347 


56715 


A 


26494 


375 


1327 


QPYFPMETVMTLEGGQKPVME 

SYTLHYLPCLLCLPwRNPESSE 

WQRQLLDFPLASAPGSGLTQH 

MAAPKSGQNLEAKPKGQASLV 

LSSRKICGVLSGACAACPGGPA 

R * V DP A 1 PFPLAG EAG LEGRPRP 

QRCAAKWQSRDLIPGLPGSTGL 

PFPPY/PPCSPGALLSQSPPQAAG 

SLLARTPHAQGCPPPRLRPARIL 

PWPASSARRYTPQPSRKGTQRT 

PfcTSLNLLETTTASYSLDFLLTA 

PEGFSPLFTASQEHDQNQQEHD 

FLLQDEGLRSPVKTRARLPLGL 

HGDKVEKAGPWSLGARESNLC 

SATSQRSAVAAGVPRAQPLPPK 

GKGWLDPPTWQGRRDTQRTLR 

SIHHRFYGYSARGWPGPLALLQ 

GFVRSLELPCAGSDQNRGQRLK 

GNPGAAFAIPKTLDFSKAGKED 

KGGNGVCTTPSQAFDPLPRSSQ 

SPLGNMAVSGSSSSGSWKSSGT 

QEKKSLNQKRKVDEAEKKEEK 

EKKKEPEPNFQLLDNPARVMP 

AQLK VL 1 Ivlrb ILKYQPrKPLSI 

OOlllLKL) 1 SbUlbbLVhrVAAH 

GPKIEEEEQEPEPPEPFEYIDD 


26348 


56716 


B 


26495 


1919 


2074 




26349 


56717 


A 


26496 


179 


431 


PPTSLIRVSCTSTSTSLCTSWLCS 
oLoWLYbWAOrrrbOKJvl 1 AbL 
RGSGQINREIVLMLLLRS*VFVV 
ISPLEGGSETSPFMDL 




jO / lo 


A 




i / 




Pk/"* I r>/^ 1 A 1 1 r\ A A C\l/C A c\/\/ 
UO L r <j L A LO LUA V/ A o Wb A ^ V V 

TGHRPPAPPGLALGGCHGPAAP 

P*SGPAGSPCH 


26351 


56719 


A 


26498 


3 


224 


TGHRPPAPPGLALGGCHGPAAP 
r'bUrAObrCH'^ 1 APKOAO IPLP 
GSRRTGTSPWPHPPGLPHIPDVT 
GGHRH 


26352 


56720 


A 


26499 


151 


403 


MPRHRRSASVVTGHRPPAPPGL 

♦TAPRGAGTPLPGSRRTGTSPW 
PHPPGLPHIPDVTGGHRH 



wo (H/075067 



PCT/US«1/08631 



SEQID 
NO: 


SEQID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540^17 


Nucleotide 
location of Tirsi 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
^=Stop codon, /^possible nucleotide 
deletion, \=po.ssible nucleotide insertion) 


26343 


56711 


A 


26490 


105 


849 


RRQDSGQSPAWPAGALLLTLLT 

HCAVPGSWAQSVLTQAPSASG 

TPGQRVTISCSGSSSNiGNNPVN 

WYQQLPGTAPKLLIYRhmQRPS 

GVPDRFSGSKSGTSASLAISGLQ 

SEDEAQYYCAAWDDSLNGSYV 

FGTGTKVTVLGQPKANPTVTLF 

PPSSEELQANKATLVCLISDFYP 

GAVTVAWKADGSPVKAGWET 

NKPSKOSNN K Y A ASS YLSLTPE 

Q WKSHRSYSCQ VTHEGSTVEK 

TVAPTECS 


26344 


56712 


A 


26491 


129 


1191 


RSRPQCLGPQGRRVTISCTGSSS 

DIGAGYDVHWYQQLPGTAPKL 

LIFRMSNRPSGVPDRFSGSKSGT 

SASLGHHWGSRVEDEADYYLP 

VPIDSSLSGSTVLQARGELRQEP 

TSSSARRSMKKGRDLGEAQLQ 

LRVEKTGLRTISSMAWSPLFLT 

LITHCAGSWAQSVLTQPPSVSE 

APRQRVTISCSGSSSNIGNNAVN 

WYQQLPGKAPKLLIYYDDLLPS 

GVSDRFSGSKSGTSASLAISGLQ 

SEDEADYYCAAWDDSLNGYVF 

GAGTKVTVLGQPKAAPSATLF 

WP*sFFDASDDEAEL*CAIRDYY 

PKAVMVA*KTN1TPLKQGKDTP 

SPSLLTPSSDEVKSYKNLLPGFP 


26345 


56713 


A 


26492 


283 


840 


TLPAGFTDVISIHKTGENFCLIC 

GINGRFAVHCITLEEAKYKLCK 

VRKIWFHDAHTIHYLDSFVKVN 

DTV*TGKITDF1KFDTGNLGRIG 

VITNRKKHRGSFDVVHVKDAN 

GNRFAPWLSNIFVTGKCNKPWI 

SLPRGKGIRLTIAFHSDKWFCSD 

ISVQNLCKRFSQGDTGIKNSEA 

RRCSNLQV 


26346 


56714 


A 


26493 


1 


843 


MARGPKKHLKRVAAPKHWML 

DKLTGVFAPRPSTGPHKWRECL 

PFIIF\LRNRLKYALTGDEVKKiC 

MQRFIKIDGQVRMDITYPAGFM 

DV!SIDKTGENFRLI*LTPK:GSAF 

AV\HR]TPEEGQVQSCAK**RYI 

VGTICR>JPFI*VTHDAR\T1R\YPR 

NPLIQGEMDTPFQIEFKKTWPR 

LT* FPSKVPNTG * PC VM VTWRC 

LTLGRl\GVmNRERHP\GSFNV 

VH VKD\AN VNRF A\TRLSNI FV I 

GKGNXKPWISLPRGKGIRLTIAE 

ERDKRLAAKQSSG 



wo « 1/075067 



PCT/USOI/08631 



SEQIl) 

NO: 


SEQIDNO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleoride 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X-Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=po$sible nucleotide insertion) 


26330 


56698 


A 


26477 


131 


544 


TGRPLPRPLKTQEIPSGCGVMG 

R.ATPGTSGLGDSVRRVRGAIPA 

PRSSLGRGFTCV*LTTGAQLAPS 

LVPAAPRLPAALMDIQPEPLAS 

AAPAATGPAQVTAATPLTTASA 

TPLTTETACSLGSSAASPLAPRA 

HCV 


26331 


56699 


A 


26478 


1440 


1877 


PFQNLFQRNERTSCLCCLCMGA 

TWASLRALCCSPSP*HGW1SW 

WWSTPTPFANGSVTSCSALTRS 

RWRPTWSEASGLWH APAALL ' 

WKLRPLTPCFRSPISLSDLDLTS 

HHQQGAPTMHTCLGVGSSSWE 

LQAIFVLSYWFSPLHC 


26332 


56700 


A 


26479 


56 


345 


ITWHLGLMMLSRSLGL*SGISFI 

NFPM\K*EMIPY*KLS*1QNLFQF 

PKVRPKGSQFGQVKH 


26333 


56701 


A 


26480 


392 


634 




26334 


56702 


A 


26481 


416 


601 


FLITDPRIWKASSDPSAKLFTFP 

SGFLM*AGTWMKLETiVLSiCLT 

QEQKTKHCMFSLISGS 


26335 


56703 


C 


26482 


34 


279 




26336 


56704 


A 


26483 


173 


307 




26337 


56705 


A 


26484 


196 


527 


SAVAAACSRPEEDAMELVLVF 
LCSLLAPMVLASAAEKEKEMD 
PFHYDYQTLRIGGLVFAVVLFS 
VGILLILSRRCKCSFNQKPSGPR 
R*GSPGGRTSSPPMQQKPQKAE 


26338 


56706 


A 


26485 


597 


797 


PSENELKALGYTSSAWKRFSEQ 
QWGLSLGSSAPSWRLPW*GDW 
ELPGEPGGDSSHRPFPGPiPRAP 


26339 


56707 


A 


26486 


3 


184 




26340 


56708 


A 


26487 


256 


635 


GCVAPQIREQHAQSTENAAKPT 

RRJHSRQSEKPGRWRHGWRAG 

G WRRSKRAPA RH RPRCPA VCP 

RDGEDCSREAAGA*GLSGSSAC 

PTSSTGASCCFCVPGQLNSVGF 

AVLGSKVLWTPGESPFCQ 


26341 


56709 


A 


26488 


1 


378 




26342 


56710 


A 


26489 


I 


571 





wo 01/075067 PCT/USOl/08631 



SEQ ID 

NO: 


SEQ ID NO: 
or peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/5411,2 1 7 


Nuckoride 
location of first 
codon Tor peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
01 pepitac sci|ucncc 


Amino acid sequence ( \=Unknown, 
'=$lop codon, /=passible nucteolidc 

<4p|plinn \=nncciK1^ nitrlpntirip inct^rlinn^ 


26327 


56695 


A 


26474 


1958 


3269 


KFTMSILKIHARELFDSRGNPTV 

EVDLFTSEGLFRAAVPSGASTGI 

YEVLELQDNDKTRYMGKGVSK 

PVEPIMKTIAPVLVSKKLNVTEQ 

EKIDKLMIEMDGTENKSKFGAN 

AILGVSLAACKASAVEKGVPLY 

HHIADLSGNSKVILPVPVFNVFN 

GSSHAVTKLAMQEFMVLPVGA 

ANFREAMPIGAEVYHSLKNVIK 

EKYGKDATGVGDGGAFAPNIL 

ENKEGLELLKTAIGKAGYTDK 

VIVSMDVEASEFFRSGKYDLEF 

KFLDDPTRYISPDCLADLYKSFI 

KNYPVVSTEDPFDQDDWGAW 

QKFTASAGIQVVEDDLRVTNPK 

RTASAVNEKKCNCLLLKVNQIR 

SVTESLQACKLAQANGWCVM 

VPHHSG ETENTFITDL VVG L* PG 

QLKTGAPC*SERLAKYNQLLRJ 

EEELGSKAKFAGRNFRMPPAK 


26328 


56696 


A 


26475 


2 


684 


HSGSSLLHFPILLINRKGFSPTG 

MISLMCNRIVLSTHAKLQSCTP 

SNLPSQLPIGLSMSTPTKYRKLS 

FPGFCTSQNITVPDSIVSPTFKETL 

EF1SKGGSSTCIVSPGPA*SLSNA 

VSSSSMSSSLSNATNTPQSSSH* 

KSCFP WYTPSVKP* PRPSSSNST 

PKNIPETVLSANRGPLKRTTPG 

NFSSPDLSCTFTGQPPSIWRPLL 

KLVSGFKQAEPLLTIGNCQK 


26329 


56697 


A 


26476 


1284 


2339 


APPSARGACAASRRAAVPALPT 

PPSVCSGSHMSTYWPAAPR**T 

PGSSTAASPSPAASRAPRAASPV 

LTASPPLPAASPSPAASHAPPAA 

SPVLTASPPLPAASPSPAASPAP 

PAASPVLTASPPLPAASPALAAS 

PVHTASPPVHVASPPVHTASPP 

VHVASPPVHTASPHVHVASPPV 

HTASPHVHVASPPVHTASPPVH 

VASPPVHVASPPVHIASPPVHT 

ASPHVHVASPPVHTASPPVHVA 

SPPVHTASPHVHVASPPVHTAS 

PPVHTASPPVHVASPPVHVAYP 

PVHVASPPVHVASPPVHVASPP 

VSCSGDSTSDCFPPQPGAVFPHS 

LAPSLGGWSHLVAALP 



wo 01/075067 



PCT/USO 1/08631 



SKQ ID 

NO: 


SEO ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location or first 
codon Tor peptide 
seqacnce 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Slop codon, /-possible nucleotide 
deletion, \=pussibte nucleotide insertion) 


O/CT 1 Q 
ZOJ 1 o 


jOOoO 


D 
D 


ZMoo 


Id 






26319 


56687 


A 


26466 


S9 


347 




26320 


5668S 


A 


26467 


3 


746 


SRKLLSKSVP*LNP*SR 


26321 


56689 


A 


26468 


1705 


2031 


CDAPGDPQPGLRDISWLGTTDR 
SASPQRLAAAALTAGNGRRCSS 
GPRRRPPP*PLARPRQRROPPER 

V^rV V WrrArrAK WAbli 1 UrLA 
rWV^rKor 1 IroV^rAAV lAKAo 


26322 


56690 


A 


26469 


1 


420 




26323 


56«9r • 


A " 


26470 


65 


330 - -~ 


RDCEARCARGPFWSVVLSPRRK 
GKRQKSQLISQRLERHFLSGKN 

D/^V D DCI/ Kyf A nor\rZ A A DI CD/^ A 

Ki^K Ki'oRIVlAO r LiU A A r Lbr vj A 
VAAPMGPKSSRGSPGRAGKAA 
ETS*SPGRAGKAAETS 


26324 


56692 


A 


26471 


327 


981 


ASYQKFFQLLPDCNLAPSPHPQ 

VPATPSTSWGHLSKPPGAFRKR 

HSSSRCPKAGHQWGGGQRNTP 

TAAHFRRLSAGSLQLCPQLRVS 

PLTTGSLPPRSREPPRTPAPPSPY 

PNCRPLPKSTRTPSVGWSGPPSC 

GTRLQSHPQEAPAG*GSVRRPF 

LOr^KiVlro ALL*Krl 1 Cj(jL Orr 

HPPMPTMCQPKQASKLQLLNC 

PQPSPSQGAGATMGNVG 


26325 


56693 


A 


26472 


336 


923 


lkniflslprsinirfatlldtpg 

venlviaclqkhs*pyf*gs*ni 

clsfqdgtlyhkmhavclkcl 

*k:psllsll*dieyirshyniedfi 

yfshhqreehghmhhfalnpif 

RHYTKFFLKVYL*SCTQTSVLS 

1 CrvTl CDL^l*! A\/irTM7r^XIDV A UCT 

lA VrV^rV(?Nr I AtioL 

TSALHYLVPVRPRLLPGLDDQC 
PGHNTFPVVSIN 


26326 


56694 


A 


26473 


97 


298 


DNLTLLPRLECGGMIMAHCSLN 

1 TF^^nPA A5A^*VArSTTr;T*H 
1^ I r o^ur r\no/\o V 1 1 u 1 n 

HAWIFVFLCNWLRNRGVTVKK 

RS 



WO«l/(»75«67 PCT/US01/(>«631 



NO: 

• J- 


SKQ ID NO: 
or peptide 
sequence 


Met 

hud 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleutide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon Tor last amino acid 
of peptide sequence 


Amino acid sequence ( X^^Unknown, 
*=Siop codoo, /^possible nucleotide 
deletion, \^possible nucleotide insertion) 


26311 


56679 


A 


26458 


609 


1031 


VCKSYPGHQGSSCLPDGQIQLW 

LHGYGQEFCGOETHPFLDG*RG 

AESL*GHNSGHDOWCLGDGCC 

WGWLLTYERHEQLPAELEAPG 

GWGKDGDSRGTESTC*EAGAG 

AGPAHPAPPAPAAEGEPDLFQL 

PGQGCSRIPCG 


26312 


56680 


A 


26459 


1 


393 




26313 


56681 


A 


26460 


357 


843 


QTEGGAQTDGQQSQTQSSENSE 

SKSTPEDNKICG*KPDHK*TFLF 

YQElSlSI*ReAGFPPFSRCMQGF 

GFVTFEKCNFMFPNVVHFFPAL 

FSPCYDMH*SSLSSNSLKCLPSI 

VVTVHLLLNAS*NFCH1LGLPL 

VPGFPYPTAATTAAAFRGAHLR 

VFV 


26314 


56682 


A 


26461 


3 


1172 


GRAHGEAAADGGGGMQNEPL 

TPGYHGFPARDSQGNQEPTTTP 

DAMVQPFmPFPPPP*NGIPTEY 

GVPHTQDYAGQTGVEHNLTLY 

GSTQAHGEQS\SNSPSTQNGSLT 

QTEGGAQ-nOGQQSQTQSSENS 

ESKSYPRNGLHVSYYFLSGFRD 

P\DFRQMFG\QFGKILDVGIIFN* 

RGSKVNNATARVMTNKKMVT 

PYANGWKLSPVVGAVYGPELY 

AASS\FQADVSLGNDAAVPLSG 

RGGINTYIPLIIPGFPYPTAATTA 

AAFRGAHLRGRGRTVYGAVRA 

VPPTAIPAYPGV/DLPGTDFTVL 

TSMVDMQPTDMHSLLLQPQPP 

LLQPLQPLTVTVMAGCTQPTPT 

MPLPLPLAMELALWRVYTEVA 

TADLPPTEVTVKPLQMGQPPSS 


26315 


56683 


A 


26462 


1196 


1459 


KQCQRRCLETEVWKLSKLQIST 
KASNRQDRSTFSAPPRKSQLM 
W*TSLLSYFQKLPQSPQPSATT 
ALISQQPSTLNPQPWPGSCPGG 


26316 


56684 


A 


26463 


2234 


2702 


MLFIAAMAPPSLSSDAAMTTGI 

SSCLPSTACRRAFGTKSIG*GPTI 

PESSRWQQKGGVSGDGRSSCR 

RAVAPLEPVPRAPEAA\ARPRPP 

SHGRDPPPGPDPPPLRTPASAM 

DKSAGTSCRLSPLKALGSARAE 

QTMGRPAAERSYPLLRAQYSSR 


26317 


56685 


A 


26464 


70 


398 


MLFIAAMAPPSLSSDAAMTTGI 
SSCLPSTACRRAFGTKSIG*GPTI 
PESSRWQQKGGVSGDGRSSCR 
RAVAPLEPVPRAPEAAVARPRPP 
SHGRDPPPG PDPPPLRTPAS 



wo «l/()75<>67 



PCT/US(M/«86J1 



SKQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleofide 
locatioa orfirsC 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X^Unknown, 
*=Stop codon, /=passible nucleotide 
deletion, V^possible nucleotide insertion) 


26302 


56670 


A 


26449 


1041 


1410 


OEERGKVEE*ELEGRRREEKRR 
GRGRRGSGLEEGRRRPxPvRGGG 
DETKDKR* RK RGG HRKEKKEE 

Iv IvIvJvInJx O O O A A IV N. C C C t 

TRAFSCVEQQSASKSPLVELHP 
GPIPQGPPLAAAGAC 


26303 


56671 


A 


26450 


288 


424 


KRPAEGAPNP*GRPGIRPQA*K 

RPAPnAPiopRnPRPk'PripQr: A V 

GSLDTGDGGEAWWAGSPHPS 
WP 


26304' 


56672 




2645r - 


111 


540 


LPLALSNPKQEVVSGRGGQVDS 
QAGLTMTGRAVCCLQLCLNAS 
GAGDAEAMSAGPPGPGPARAD 
TEQLPSPSLPQVS*HWRGSASTS 

ATRTWPI RRRP^^M A PQTr'P AQ 

A Q A Q A n P U/ PU/Pn A PVP WR l-l Q A 
AOAoAVJr^ VV W rVJ Ar V t^ W rvrioA 

EPSCSQLPGPSA 


26305 


56673 


B 


26452 


57 


558 




26306 


56674 


A 


26453 


804 


1524 


ARETSHGDFLHFPLIWLFSLKG 

NVPAARJNIMNWNQGLISHVGE 

GNVNRKHDVIGFNFPWNCLFN 

VSDLVTMIGSPRQRNHFGLVM 

VLTG 1 HTFHRH VGHCRCG P WS 

NQASHQKGDDLEHEQNPTNNA 

QLLGAHVFYNCPRPFLRPPFFFS 

P*NKCFRGELFAPSSHHSPSFLA 

<:FI HAAIf I ORPU/QA A PMnPHR 
t>r i^VJ/\/\fwL^V^I\\^ W ^/\r\l\JVHJrwl\. 

KAPARIPPAQPARVPPMPGAVI 
VAAPPPVDAPIVRICVHVCLHH 


26307 


56675 


A 


26454 


2 


330 


SCSRSGTALGVPVLAGPVRSAL 

TYLPAHSAGQRHQHDAGPTRG 

1 HAi+rii PPVVTPrjpnpQPPpnn 

rjnvpiVA AHP/PRPAPQi riQPpr: 
LE/PVSLSSMSSPPRPPSCPLSG 


26308 


56676 


B 


26455 


I 


969 




26309 


56677 


A 


26456 


43 


568 


RSRLVFPLYFHASQGPGTASRE 

VPGGWAWGPVAQRINGICLLH 

STGPEAPSTMPPPTRLCGGPCGP 

ALPFSSQLAARGNPRSLPAAQL 

RALLSKISPPVVTPREQPSPCRG 

SPPGLELCPCHQ*AGPPRPPSCP 
LSG*FVLRTGAPGAAPPSGTV 


26310 


56678 


A 


26457 


1 


456 


HEDAASSFQADVSLGNDAAVP 

LSGRGGFNTYIPLIIPGFPYPTAA 

TTAAAFRGAHLRGRGRTVYGA 

VRAVPPTAIPAY\PGVDMQPTD 

MHSLLLOPOPPLLOPI OPLTVT 

VMAGCTQPTPTMPLPLPLAME 

LALWRVYTEVATADLPPTEVT 



3550 



wo 01/075067 PCT/US01/08631 



SKQ ID 

NO: 


SEQII> NO: 
or peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon Tor peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
ofpeptide sequence 


Amino acid sequence ( X-Unknown, 
*=$top codon, /=possiblc nucleotide 
deletion, \=possible nucleotide insertion) 


26290 


56658 


A 


26437 


2 


787 


SQWLKLPSPLPHAG1SRY\NWD 

QAP*KTGGPRESPYHKKREVM 

KLGRPSCPN/NPKIGPPAGIQHSP 

VCRGGYQEIPVPLRJLDRGEFLP 

GGSECCTS*NKGSSIVVLQCHL 

NTsJGAGFVPKTPGWKEFClVASS 

DQQQPYRPVVTSSHLCACPLGP 

QRKGAQAGLLEERRDF*TKKRS 

\KKLRKEl*LKRKKNCQNSAVL 

PGREQFPARGKLSCRA/SRFQGP 

GQLWAEQDGFCA*EGQkSLEF 

LSLGKSKARKGQIKSFVLSSPM 


2629! 


56659 


A 


26438 


62 


872 


ANWTEPDDTKTMWRLSVPLDR 

SPQTQNCTGEPLMPTGRQELPQ 

RGPEPMEAPAPARPQSRRVPAA 

GPVARQPHMRPPHSKQGEKQK 

MPGSRWPGQRGRGRWGSPLES 

A**TRK1FTG1PILPLLPGTPGRP 

APEEGMQSADKNRVKRRGGTQ 

RNSALALEFCELLFVSSKWFCA 

LPSTLRLKALSAAVALLAGDPE 

FGVRNVWVWVAGGVRCKRVA 

HRTTEAGAFFPDWFVWVFAAT 

KRGDGETSGCEHSEPVSGSSGG 

SPPRGQYLPGM 


26292 


56660 


B 


26439 


1 


606 




26293 


56661 


B 


26440 


48 


381 




26294 


56662 


A 


26441 


16 


209 




26295 


56663 


B 


26442 


466 


1275 




26296 


56664 


A 


26443 


2 


252 




26297 


56665 


A 


26444 


95 


266 




26298 


56666 


A 


26445 


119 


343 


CTLRQESKLSRGDLTAPPVSSPR 
GHRSSKKGGNT*LGSMQL*AES 
CRAEPPRPALLCPGRSVSACQW 
GPEGPFF 


26299 


56667 


A 


26446 


1 


383 


NTGLGRGKAMTPSMSCRISML 

LQRPGGVLVGWDPDAAHPVGT 

♦RHSVAQHN*MPW*GAEGMGQ 

PC*WHGMGTSDGPGLSDSERPE 

LS/HADSEGRVSKAKQSELAGP 

GQKR*GQKPPKGYRFQERTQR 


26300 


56668 


B 


26447 


430 


540 




26301 


56669 


A 


26448 


111 


591 


PGAPSSHSGPRLLAWEPIVLAP 

VASLGLGEAEDCSFLGRKAGV 

GPRHPR/ARRVHGSGSRETCRG 

*QEPRPN4LREPVCSAFLRTVKK 

LSGRVFPPLAVKQVLSAAPAVP 

ALLRTAPKTPWDGPESAESQPP 

SLGPAVVLDISDRRKQETIKAT 

GGPGRLRR 



wo 01/075067 



PCT/USOl/08631 



StQID 

NO: 


SEQ ID NO: 
or peptide 
sequence 


Met 
hod 


SEQIDNO: 
in USSN 
09/540,217 


Nucleotide 
location of Tirsi 
codon Tor peptide 
sequence 


Nucleotide location or last 
codon Tor last amino acid 
or peptide sequence 


Amino acid sequence ( X=Unknown, 
•=Stop codon, /=possiblc nucleotide 
deletion, V^'possible nucleotide insertion) 


26280 


56648 


A 


26427 


3794 


4021 


RGLCAPLPPLTPCFSPPLRRRAA 
SHLAPPTPLPTPQIPTRTRALFS 
SPGLGRGA*RTVLPSAPPEVPLA 
WGCRRA 


26281 


56649 


A 


26428 


65 


564 


PHPDSGPQ*LQ*PHPDSGPR*LQ 

*PHPDSGPR*LQ*LQ*PHPDSGP 

Q*LQ*PHPDSGPQ*LQ*PHPDSG 

PR*LQ*PHPDSGPR*LQ*PHPDS 

GPR*LQ*PHPDSGPR*LQ*LQ*P 

HPDSGPQ*SDSGPRGHR*LQ*L 

Q*PHPDSGPQ*LQ»PHPDSGPR* 

LQ* PHPDSGPR* LQ* PHPDSGPQ 

*LQ*PHPDSGPQ 


26282 


56650 


A 


26429 


184 


438 


DPAVDLCDLSSRRLLFS*RYVL 
VMLFSISLVSFVFISVHVICNYPF 
ALFFVCASFCGGAGGLVEFVL 
MIVGDASAALLCMPRCEC 


26283 


56651 


A 


26430 


524 


1995 




26284 


56652 


A 


26431 


601 


1058 


LPSSGGRCRSPKTR*SACLVSGS 

PRTPAMIRSGAGQPLARSPPTPT 

PPFCRPLTRAPQASSMTWTGTS 

TTTWTLCAMRTDCTGLPSTSPT 

WCFCTRSSSWPAATSGSNSRAP 

ARSWSTLCLSC*SASTRPGPRGP 

CRRQW W RRATPSRPS A R 


26285 


56653 


A 


26432 


1 


371 




26286 


56654 


A 


26433 


71 


335 




26287 


56655 


A 


26434 


2 


416 




26288 


56656 


A 


26435 


60 


370 




26289 


56657 


A 


26436 


466 


1454 


PCVFQIGPRRIHTVRVRGGNKK 

YRALRLDVGNFSWGSECE*GPL 

GVGGKTHLNGFKIHRARPALIF 

LNSAA*EIGAGKDCGLPNITRN 

VG*GVVEDELMPHGL*RLRVPF 

ISP*GPHGAEEPGGVCQGHLSSS 

LLDAKFLL*AGCTRKTRJIDVV 

YNASNNELVRTKTLVKNCIVLI 

DSTPYRQWYESHYALALGRKK 

GAKLVRVTSL*GLWGGQPDSS 

LLVMKTLSSSATEGREMRAF*A 

EEGQHWGVQGSRKLPGPAFLP* 

AHIFVSPFQTPEEEEILNKKRSK 

KIQKKYDERKJCNAKISSLLEEQ 

FQQGKLLGEKADELEVGSRRD 



3548 



wo (H/075(I67 PCT/US01/(»8<»31 



SKQ ID 

NO: 


SEQ ID NO. 
of peptide 
stquence 


Mel 
hod 


SEQ ID NO: 
in (JSSN 
09/340,217 


Nucleotide 
location of first 
Godon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X^Unknown, 
*=Stop codon, /=po.<isible nucleotide 
deletion, \=possiblc nucleotide insertion) 


26269 


56637 


A 


26416 


347 


725 


EAKRRRPLSTLMEKRCFQPLWT 

RPSRKKPRGRTWRPPALNPTRl 

AGPPSPPAVSPGFGPIPP'SISCFP 

KGPGFSMGFLRLRCFSAVQKVL 

APGSPA* PCLSCGPFRTA LG DL 

ARTPEKLCWLERS 


26270 


56638 


A 


26417 


525 


708 


IVAELIQHHQLPCSHPLSGGKIK 

DQQVVFLSLSP*SSHNKTLY*AP 

KTNQRPQDYPEGCNA 


26271 


56639 


C 


26418 


I 


1050 




26272- 


56640 


A 


26419 ■ 


934 


1708 


PQRGVWVLSVILHFPWLGSGPL 

PNSAGD*AARYSWNQILKPDC* 

WKLSSAAGISFQRS*VNFHYGE 

FCPKIPSGMYESKLGSHTDKTP 

HFLPAQKTRSTPSPATAPLPGAT 

SPRPPRGRRRRRRCPEQQPPPPL 

QAGPTAAARHRQDPLPRFSPLC 

FHSHPRASGAGSRPAPARVSPW 

TRRPAAPVSSGRGRLAPKRSLS 

PRPPRPGQGGGRVPARRELPLA 

PRGLCVRLVYSLCSSLCGSLPSF 

SLGSLVFSSSDQG 


26273 


56641 


A 


26420 


630 


734 


TAARSGYPGRAGTLTGLHPMQ 
VCRCRR*PYSRGT 


26274 


56642 


C 


26421 


4 


90 




26275 


56643 


A 


26422 


216 


305 


ICWKYFCAG*CGKYFTLGPRSH 
SYRRSDY 


26276 


56644 


A 


26423 


859 


1248 


CVISVFRASRKSICHNVIAVVFS 

YCSVSVGQRPAVP/QHQVLLQT 

QGISGYPGRAGTLTGLHPMQV 

CRCRR*PYSRGT»*/REPS*LREG 

GSAPPKSVCWPVGACIKRLSSM 

SSSFSSFPFIKHAHACCRVLS 


26211 


56645 


A 


26424 


132 


548 


SSGFSWGFFSGYQRCRESRyCD 

YPPPDMEIRGRVEQRVGYTIEQI 

NHMRDVFGTRLRRAEDVFPPVI 

GVAAHKGGVYKTSVSVHLAQ 

DLALKGLRVLLVEVWDHGPTR 

IVGLIISLGPRSHSYRRSDNQTG 

TTVPLVSSV 


26278 


56646 


A 


26425 


382 


697 


YAVKQAKTTFEDMTGRRASLL 
LHKGYLEFELFLQTAAYQSGSP 
A PQGT WSGTG S VCHCCSL A E*T 
PFRTTGACCGLMARTGHARAA 
SICPPDAVAPLSPSPNAWF 


26279 


56647 


A 


26426 


167 


412 


SY VKYFPHQPAQK YFQQI HC A 1 
GLHNAGYPGRAGTLTGLHPMQ 
VCRCRR*PYTILSLQEQTDVVSL 
N 



wo OI/(»75067 PCT/US01/()8631 



SKQ ID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SKQIDNO: 
in USSN 
09/540,217 


Nucleoride 
location of Hrst 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( \=Unknown, 
*=Stop codon, /=:possible nucleotide 
deletion, \=possible nucleotide insertion) 


26262 


56630 


A 


26409 


3777 


4343 


DQEEPFSGNSSIIQSLFTIICLNPQ 
SSLOEVCSLDTHNSPVRVFKNS 
CSAKFHFKFVWNVILLLQLSSE 
ELILSFVIPGVGHCWSSYCYILQ 
PRIFPLWSFYIVIYVEDSSICVSS 
LFPSWR*RP*IIGSIIC*CLSSQMG 

UANIFn^W/NI! PR/PVVI Vl U/QIkT 

TV iNrV^O W/lNL*r i\/V^ V VL(VLjW^H\. 

KGL/HIWCMPDFPAFRKESLLN 
FRWLGHLLA 


26263 


56631 






471 


667 


♦CCSHSHKVSQEGTWMKLETIP 
LSKLLQGQKTKHPMFSLTGGN 


26264 


56632 


A 


26411 


1416 


210S 


QRANIQNLQRTQTNLQEKRNPI 

NKWVKDN4NRHFSKEDIYAAN 

RHMKKCSSSLAIREMQIKTTMR 

YHLTPVRMVIIRKSGNDRCWR 

GCGEIGTLLHCWWDCKLVQPL 

WKTVWRFLRDLQLEIPFDPATP 

\LLGIYPKDYKSCCYKDTCTRM 

F1AALFTIAKTWNPTPKCPS\MI 

nWlkTkTMU/HlYTXMFYVA ATk'V 
u w 1 ivivivi w ni I 1 MviCi I T r\/\ir<^rs^ 

DEFMSFVGTWMNLETIILSKLL 
QRQKTKHRMFSLIGGN 


26265 


56633 


A 


26412 


1 


278 


FRCSSYYYFKYFFCFFLFSLLLF 
♦IFFLFLSLLFASLLFLASPLCVC 

VFFFI VVAOFl IsJQl FHFFQI FVl 

CFSGLEVSIDISSSVEILSSAMSIT 
LMGLSKAFLIT 


26266 


56634 


A 


26413 


iSl 


742 


PLLKSGCISFLLLRLLVKLYRFL 

VRRNNSTFNQVVLKRLFMSRT 

NRPPLSLSWMIQNIKLPDRENR 

KAVAVGTITDDVRVQEVPKLK 

VCALRMTSQARSGILGAGGKIL 

TFDQLAPDAPKGCGTVLLSGPR 

r^vj V I ivorvjiv/\rvj i r i on i ivr 

YIRSKGRKFERTRGRLASRGYK 
NYRSYPLIKDCL 


26267 


56635 


A 


26414 


368 


675 


SLSTLLSSRDCPLATISKQLRVL 
ARGCVVNNCFCKHLLNTCSLA 
nTVPn+r'.AQQnROk'Fk'i i A^cw 

VLARLCSSGGSRGEPFSCLFLFL 
GATGILRLMASSS 


26268 


56636 


A 


26415 


40 


355 


LLGNPSPVVKGRPCRHDGSEI/A 

PRVYFRGCS*SSHSWVSHFLSA 

PSHPRMLPTSRHRPPLRPLT*ER 

RGICRRDD*PLHHP*P/CWSTCSP 

STSARATPTPPSGSGW 



3546 



wo 01/075067 PCT/US01/(»«631 



SEQII) 

NO: 


SEQIDNO: 
of peptide 
sequence 


Met 
hod 


SEQIDNO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=iJnknown, 
*=Slop codon, A^possiblc nucleotide 
deletion, V:=possibte nucleotide insertion) 


26255 


56623 


A 


26402 


27 


264 


RLVEWL*PRDLLNGFDQNADN 

DMDNEIQAEVVSDGDEELVGN 

QSKGTWCPVPQLLQLWLKGAK 

IQFGPWLQRVQAPILASFHKVL 

SLO 


26256 


56624 


A 


26403 


624 


955 


VPSLGSFHVVLVLSVHRRQELR 

FGNLHLDFRRCMEMPGFPGRSL 

LQR*SPHGEPLLGQCRREMWG 

QSPHTESPLGH*LMEL*HPPSPR 

MIDPPTACAVPLEKLQALNASH 


26257 


56625 


A- 


26404 


851 


1387 


PKIVELLKYSGDQLERKLKKDK 

ALMGHFQDGLSYSVFKTITDQV 

LMGVDPRGESEVKAQGFKAAL 

VIDVTAKLTAIDNHPMNRVLGF 

GTKYLKENFSPWIQQHGGWEK 

ILGISHEEVD*NIRFVIRNTLCLL 

WSCARWPSDGPTGDYNVQGR 

WSIDVFKTIIPVTGEASGEVSFV 


26258 


56626 ^ 


A 


26405 


I 


229 


LRRLGITHVLNASHSRWRGTPE 

AYEGLGIRYLGVEAHDSPAFD 

MSIHFQTAADFIHQNKRAISAL 

HLCRKSGIRQA*MS1HFQTAAD 

FIHQNKRAISALHLCRKSGIRQA 


26259 


56627 


A 


26406 


2 


594 


SVLGLTLPAPRFKTLRRRWVQG 

QKVLRKAPFGKKPRGSLTFWR 

ASTRVRDMANNRRELRRLGIT 

HVLNASHSRWRGTPEAYEGLGI 

RYLGVEAHDSPAFDMSIHFQTA 

ADFIHRALSQPGGKILVHCAVG 

VSRSATLVLA*PHAVPPPLPFVE 

AIKKVKDHRGIIPNRGFLRQLL 

GLGPQLAAGSGSMRGGGEKLR 


26260 


56628 


A 


26407 


605 


1231 


NCSNSGVWRISHKKERSIPDSK 

RRRSRGNTKSSSPRPTTRSLEKL 

LTSGSPRIWPVRMS*LHDKARR 

ASFSSSSSAIKKAFSSASRSSNES 

VSSLSNSSLEGQSKSMSISSSST 

GVGSRLALGLYTSSEMVKGSSF 

ILSSSSLGGSSYSRAAFTGELEIK 

GAEMFSSLGNGTPVLRAVTLEP 

SLSRRTNTLLLQWFPMCNWRL 

RRVW1 


26261 


56629 


A 


26408 


771 


1121 


FSPKLLPRREGRKPCEAPARTQ 

TPRSKSSTPPSQV**SVDSDPQP 

KGKQDRSRGGPLQERAQRESG 

PNLLAATWPRPRAERHPAISTE 

GPTGPPEGSAPSATSSVAAAGP 

APHSR 



wo 01/1)75067 



PCT/USOI/08631 



si:o ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540^17 


Nucleotide 
location of Hnit 
codoa for peptide 
sequcocc 


Nuclcolidt location or last 
codon Tor last amino acid 
of ptplide sequence 


Amino acid sequence ( X=Unknu\vn, 
*=Stop codon, /=possiMe nucleotide 
deletion, V^possible nucleotide insertion) 


26247 


56615 


A 


26394 


1 


645 


MIHEQNENIKKNTKTIKKNQTEI 

LELKNTVTEWKNLLEVFNNSFR 

QNEESVNLQTSYLKSLSRGEKR 

KKKCEEMIRDLGQYQPGPYMH 

DGYSR.RESGPNVPRRAQVDGG 

DARKGTHRRKRVLERGLWLKR 

EDKKAQGYKGR*KGPRV*GTD 

PQEEDLQRLS AET WLVL* PEPR 

KAEGAGDAK 


26248 


56616 


B 


26395 


I 


663 




26249 


56617 


A 


26396 


265 


735 


VMWLRYDTLSETHMHQLLGL 

NLLFLLSQD*VAEFHMELEWLP 

ATDTQTNAYIKRPVSLEPYLME 

GGYNKVFLAKGNIPAKSYTFIHl 

LLDTIRDEMAGCIEKAYEKILFT 

li'ATU/II PI WTPWnMMrnsJTk^k^* 
1SJ\ 1 WlUr L-IN 1 rKV^MlvlLUN J IvN. 

/^wvi npxrwvvQP A coo/^vi prk 

O W VLurlNINi i or AoV^vvrwL.tL? 

TTIPS 


26250 


56618 


A 


26397 


215 


386 




26251 


56619 


A 


26398 


-» 


515 


QLPESAYMHQLLGLNLLFLLSQ 
NRVAEFHTELERLPAKDIQTNV 
YIKHPVSLEQYLMEGSYNKVFL 
AKGNIPAESYTFFIDILLDTIRDE 
1 AGCI EKA YEKILFTEATRI LFFN 

1 rlS.N.I« 1 Ui /\JSJSJ\\J W V LOrtNlN 

Y YSFASQQQJCPEDTTIPSTELA K 
QVIEYARQXLEMIV 


26252 


56620 


A 


26399 


423 


4482 


KLVWILFDF1CLAFL*FFSTYMY 

ECENLTGTLDLVF1»KCKSLLIW 
IA*TVYKK1HMEGEVKG 




DOOZ 1 


A 




1 1'i. 
I /J 




ADPTSCGSmWPWGPQSLKQ* P 
EL YIGPF* PRLELKQLGCRAPSP 


26254 


56622 


A 


26401 


135 


699 


RDLVPCAPAAPAMAKRGQDTV 

WAMASEGASPNPCQLPQGVEP 

AGQCRRKMWG*SPHTEPPLGT 

A*WESLELPRDLLNGFDQNAD 

NDMDNEIQAEVVSDGDEELVG 

NQSKGTWCPVPQLLQLWLKGA 

KIQFGPWLQRVQAPILASFHKV 

LSLQGSAEGKCGVEAPTQSPH 

WALPSGAVRRGPPSSRPQNGRS 

TNCLHCEPG KA ADTQCQPVKA 

ARREVVPCKAKGAELPKTMGT 

DLLHOCDLGVRHGVKGDHFGA 

LRFDCPTGFWTYMGPVAPLVW 

PIFPIWNSCIYPMPVPPIVSRR 



3544 



wo 01/075(»67 PCT/US01/(»8631 



SEQID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


tVlct 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleulide 
locntion ofTirst 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( \=Unknown, 
*=Stop codon, /-possible nucleotide 
deletion. \=possiblc nucleotide insertion) 


26238 


56606 


A 


26385 


1125 


2228 


NVMSHLGRPDGVPMPDKYSLE 

PVAVELKSLLGK^VPGSGAGRL 

CGGGSCQARCYAGSVILLENLR 

FHVEEEGKGKDASGNKVGPVIL 

TLLGVRA*VCKRLWLNVNDAF 

GTAHR A H R YQEPCRLPH * EQYS 

YLLE*PKYFAKALESPERPFLAI 

LGGYEELFKIML*VLFAW**AIT 

WIGGGMAFTFLKVLNNMEVGN 

KCQVDVK*LSMIIAGCrNEKNG 

VKI^LPVDFVTADKFDENAKTG 

QATVASGIPAGWMVSHLSGLV 

V*VNRNSVVSFIHFVWNGPVG 

VFEWEAFARGTKALMDEVVK 

ATSRGCITIIGKRSYTKLIPI*AG 

RJLIRGRCTGGGASLELLEGEGL 

LFFGLFGIRVDCAVRGG 


26239 


56607 


A 


26386 


2 


482 


TRQAWHEGPRGVPHSASLRSA 

RRQSAPSLTESPTSVPSCISKMA 

LSNKLTLDKLDWKGKRVVMR 

VDFNVPMKhlNQITNNQRIKAA 

VPSI\KFCL\DNGAKSVVLIVI\SHL 

G\RPDG\VPMP*QVTPLEPVA/V 

VELKSLLGOGMFCS*RDCVSPE 

VEKACANPPG 


26240 


5660S 


A 


26387 




378 




26241 


56609 


A 


26388 


311 


578 


LGIRGQTLGFLSRARCGGSRRS 

LEMQNNAGEFVDL*VPRKCSA 

SNRllGAKDHASIQMNVAEADK 

VTGRFNGQFKTYAISYFLNLFL 

HH 


26242 


56610 


A 


26389 


3 


333 


DAWDLCRVTSCFLSLSRAVWW 

QQAQPSLEMQNDAGEFVDLYV 

PRKCSASNRJIGAKDHASIQMN 

VAEVDKVTGRFNGQFKTYAIC 

G AIXRRMGESH DSFLRM AKADG 

IVSK 


26243 


56611 


A 


26390 


23 


389 


LAASFLSRARCGGSRRTQALEM 

QNDAG\EFV\DLY\VPRKN\SAS 

NRIIGAKDHASlQMhAVAEVDK 

VTGRFNGQFKTYAICG\AI\RRM 

GESDDSIL\RLAKADGIV\SKNFL 

TGEESQDVGIFCHK 


26244 


56612 


A 


26391 


206 


354 








A 




1227 


1 *t J v 


GSSSPRDPQEEDLKLLKFAFSR 
GPPLSLVHPPPLLSYPSARR*PQ 
TPPRPPPRHPSLHPLHPPSAQP 


26246 


56614 


c 


26393 


17 


319 





wo 01/075(^67 



PCT/USOl/08631 



SEQID 

NO: 


SEQ il> NO: 
of peptide 
sequence 


Met 
hod 


SEO 10 NO: 
in IJSSN 
09/540,217 


Nucleotide 
location of Tirst 
codon for peptide 
sequence 


Nucleotide location of last 
codon for Inst amino acid 
of peptide sequence 


Amino acid sequence ( X^Unknown, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possible nucleotide insertion) 


26236 


56604 


A 


26383 


3 


2237 


NRRKFSVSIGFYTVMDAQYKII 

TKTAHL'.TICESPOEEGKEMFAT 

MSKLKEQLTKVRK*FNALLYES 

QQLLIPLEELEKQMTSFYDSLG 

KINEIITVLEREAQSSALFKQICH 

QVRTILFKWCNSSQKMTLCLVL 

GSMISMLSTAKITIAGYKSEVEV 

SVSHHCI*NCKXTLTLIEKGSQS 

VQKFVTLSNVLKHFDQTRLQR 

QIADIHVAFQVICSPC^DWKKH 

VETNSRJLMKKFEESRAELEKVL 

RiAQEGLEEKGDPEELLRRHTV 

SPPFRDQRVLNAFLKACDELTD 

ILPEQEQQGLQEAVRKLHKQW 

KVSQDRTAYHLLHLKIDVEKN 

RFLASVEECRTELDRETKIMPQ 

EGSEKITKEHRVRLPHHSPHHLC 

EKRLQLIEELCVKLPVRDPVRD 

TPGTCHVTLKELRAAIDSTYRK 

LMEDPDKWKDYTSR*PQNGLW 

ISTNETQLKGIKGEAIDTANHGE 

VKRAVEVSSGSLSKRGETLSWL 

KSRLKVLTEVSSENEAQKQGDE 

LAKLSSSFKALVTLLSEVQHLL 

THFGDCVQYKEIVKNSLEELIS 

GSKEVQEQAEKILDTENLFEAQ 

QLLLHHQVKMPLSSAKKRDVQ 

QQIAQAQQGEGGLPDRGHEEL 

RKLESTLDGLERSRERQERRJQ 

TGSSHERFLSFSSLESLSSELEQT 
KVYYGSLESIAVQAENLVKEAS 


26237 


56605 


A 


26384 


1 


390 


GTSLFDEEGAKIVKDLMSKAEK 
NGVKITLPVDFVTADDFDENAK 
TGQATVASGIPAGWMGLDCG/P 

VGVFEWEAFARGTKALMDEV 
VKATSRGCITnGKRSYTKl.IPI 



3542 



wo 



01/075067 



PCT/USO 1/08631 



SEQIU 

NO: 


SKQ ID NO: 
of peptide 
sequence 


Met 
hod 


StQ ID NO: 
in USSN 
09/^40,2 i 7 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino ncid sequence ( X=l)nltnown» 
*=Stop codon, /=possil)lc nucleotide 
deletion, \=possible nucleotide insertion) 


26233 

\, . 


56601 


A 


26380 


166 


2172 


TYILRNLYKEVMLENYRNLLSL 

GKAVFFPFLH*FSRDLLIT*YVP 

QSQQFLSQHVLQIFLGLCAENH 

FHPGNSSPGHWKQQGQQYSHV 

SCWFENAEGQERGGGSKPWSA 

RTEERETSRAFPSPLQRQSASPR 

KGNMVVETEPSSAQRPNPVQL 

OKGLKELETLRFGAINCREYEP 

DHN LESN FITNPRTLLGKKP YIC 

SDCGRSFKDRSTLIRHHRJHSME 

KPYVCSECGRGFSQKSNLSRHQ 

RTHSEEKPYLCRECGQSFRSKSI 

LNRHQWTHSEEKPYVCSECGR 

GFSEKSSFIRHQRTHSGEKPYVC 

LECGRSFCDKSTLRKHQRIHSG 

EICPYVCRECGRGFSQNSDLIKH 

QRTHLDEKPYVCRECGRGFCD 

KSTLIIHERTHSGEKPYVCGECG 

RGFSRKSLLLVHQRTHSGEKHY 

VCRECRRGFSQKSNLIRHQRTH 

SNEKPYICRECGRGFCDKSTLIV 

HERTHSGEKPYVCSECGRGFSR 

KSLLLVHQRTHSGEKPQMTFSG 

VTPQLLERTVLLLAEMHSRDAL 

RSGTHSQPQGAACTTGAMHLC 

RGTFWPQPLTQRGQLQKVIPDP 

EIPIELKDHWVADTLQVSFFLCP 

VLPSLPSESSIFCLVVCSINYAV 

APQSGLMREKDVHVWECGPPP 

FARTAPITPTSDQNWRPLREKY 


26234 


56602 


A 


26381 


434 


946 


NTFCLTAMKILCMWFSRWHSR 

WVGMQGPSC*PQRTLWMATLS 

STGRSCVPAACTPAPCGRISAA 

GRLRCSQLLPHAPAPAACCSCP 

SVHISFQPL*QLRTSLWTVQMK 

SQVTQTQVGSHSSTSQARALQG 

HQQVQKPGSRIRTGGVKPQLEG 

PGRWLKIRLEGHSWTCRQ 


26235 


56603 


A 


26382 


3 


2119 





wo 01/075067 



PCT/US(H/08r)31 



SRQ ID 


SEQIDNO: 


Mel 


SEQIDNO: 


Nucleotide 


Nucleotide location of last 


Amino acid sequence ( \=Uoknotvn» 


NO: 


uf peptide 


hod 


in USSN 


location of first 


codon for last amino acid 


*=Stop codun« /=possible nucleotide 




sequence 




09/540,217 


codon for peptide 
sequence 


of peptide sequence 


deletion, \=possihlc nucleotide insertion) 


26230 


56598 


A 


26377 


1 


1404 


TLVRCFPPLKLIFSIFKKKAASL 

GSSQSSRTYAGGTASATKVSAS 

SGATSKSSSMNPTETKAIPVSQ 

QM EG PH LPNKKKH KKQ A VKTE 

PEKKSQSTKLSVVHEKKSQEGK 

PKEHTEPKSLPKQASDTGSNDA 

HIMKKAVSRSAEQQPSEKSTEPK 

TKPQDMISAGGESVAGITAISG 

KPGDKKKEKKSLTPAVPVESKP 

DKPSGKSGMDAALDDLIDTLG 










- < 




GPEETEEENTTYTGPiEVSDPMS 

STYI EELG KREVTIPPKYRELL A 

KKEGITGPPADSSKPIGPDDAID 

ALSSDFTCGSPTAAGKKVTEKEE 

STEVLKAQSAGTVRSAAPPQEK 

KRKVEKDTMSDQALEALSASL 

GTRQAEPELDLRSIKEVDEAKA 

KEEKLEKCGEDDETIPSEYRLK 

PATDKDGKPLLPEPEEKPKPRS 

ESELI DELSEDFDRSECKEKPSK 

PTEKTEESKAAAPGSCVGGCVS 


26231 


56599 


A 


26378 


1 


688 


ITAISGKPGDKKJCEKKSLTPAVP 

\VES\KPDKPSGKSGMDA\ALDD 

LIDTLGGPEETEEENTTYTGPEV 

SD\PMSSTY\IEELGKR\EVTIPPK 

WRELLAKPIGPDDAIDALSSDF 

TCGSPTAAGKKTEKEESTEVLK 

AQSAGTVRSAAPPQEKJCRKVE 

KDTMSDQALEALSASLGTRQA 

EPELDLRSIKEVDEGSLPDFQQQ 

SLSLGLPWPKMGQFLSSTFLEG 

SPATQRK 




jOOUU 


A 








V YNbCK*OroHli^rroKJ'yo/Hlb 

*KFCMCGENGQGLRKKSSSKN 

SFFGTSFTWVGRENVKHI 



3540 



wo () 1 /«75(>67 PCT/US(H /(W63 1 



SEQ ID 

NO: 


SKOIf>NO: 
or peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,2 1 7 


Nucleotide 
location of Hrsl 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


26217 


56585 


A 


26364 


72 


157 


ERRKF**SQSS\QKKNKERLQNA 
VIYLEL 


26218 


56586 


A 


26365 


3 


620 


VSGGGWEPSGTLTAFKTASAIT 

TEMASRS\QGIQQLLQAEKRAA 

EKVADARKRKARJILKQAKEEA 

QMEWEQYRREREHEFQSKQQA 

AMGFQGNLYAEVEQATRRQV 

QGMQSSQQRNRERVLAQLLGM 

VCDVRPQRPSDLQKEEMTTFSP 

SLIIPARACRFLVRAQQSSGHLH 

Y RA KDPVGTRSLRHTRSSRIMG 

GVPTEKTCVAKT 


26219 


56587 


A 


26366 


28 


187 


TGTESGQYHCKRRKMGPEPllK 
SLWARSDEPVFWG/LFGAGGM 
WSAIIAPVMIR 


26220 


56588 


A 


26367 


I 


870 


MAVWPTGALALTPSPAGDAGA 

CSTAGGPCQGARGPRGSGPPA 

WGPDAVLEPLRGQRKPYVRPM 

TSTWWKKLPFYRFYMLREGTA 

VPAVWFSIELIFGLFALKNGPEA 

WAGFVDFLQNPVIVIINLITLAA 

ALLHTKTWFELAPKAANIIVKD 

EKMGPEPIIKSLWAEPEMINPNP 

KRSDEPVF WGLFG AGGM WSAi 

lAPVMILLVGILLPLGLFPGDAL 

SYERVLAFAQSFINGRVFLFLMI 

VLPLWCGLHRMHHAMHDLKI 

HVPAGKWWYGLAAILTVVTL 

IGVCTI 


26221 


56589 


A 


26368 


74! 


894 




26222 


56590 


A 


26369 


504 


558 




26223 


56591 


A 


26370 


897 


1097 


RKWSQSTRLPWETGPSSETSPS 
GPIVSPTRSHLASPRRPPPTPP*S 
SPRRLLGAIPPGIGVPPLNE 


26224 


56592 


A 


26371 


200 


657 


GPRRLSFVTGHKAYRGLGIVSG 

PTVPLVCAVCCSYWDPGVPRV 

VRLVVRLWPLCRCGGRSGDAS 

VAAAPLVCGGGi*DWDHCPFV 

CGPSLCALRPSCGCGSGMACRV 

VLLLRCPLAMFAFTSFFSVTEV 

GKFSPFPLPEFFFSGFALDLSLP 


26225 


56593 


A 


26372 


196 


404 




26226 


56594 


A 


26373 


1 


3162 




26227 


56595 


C 


26374 


287 


349 




26228 


56596 


B 


26375 


366 


1637 




26229 


56597 


A 


26376 


365 


604 


VLAVSYPSLCLLL*ICPIGPEDAI 
YALSSDFTCGSPTAAGRKQIRG 
EVCPRERCSVETCLSPNFHSLVS 
SFPFSLLQGFK 



wo 



()I/fl75»67 



PCT/US(» 1/08631 



SEQ ID 

NO: 


SEO ID NO: 
or peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in U$SN 
09/540.217 


Nucleotide 
location or first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno>vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possibIe nucleotide insertion) 


26213 


56581 


A 


26360 


1 


1217 


MQRRLKRRNAGLPCCEVPGYY 

REDASSPLLPKYKTNFSQCLVH 

FFDELRHHLVKTRHVLFIPLNH 

DIMQAFTLHARVIVGKVPGIFS 

RHPHAVLHLGHSQIGLLMEYPD 

ELLWECKEDALALIRJIDAPMLT 

DFTHNLLNAPLLDKQAEWCEV 

FDRGRTTSLLLFEHVHAESRDR 

GQAMVDLLAEYEKVGLQLDCR 

ELPDYLPLYLEYLSVLPDDQAK 

EGLLNVAPILALLGGRLICQREA 

PWDALLDALV\QLGGSSLSSDN 

VKKQVNSEERDDTRQALDAV 

WEEEQVKFIEDNATACDSSPLN 

QYQRRFSQDVAPQYVDISAGE 

GQSSFQLVSYWEKDVQTCLEFL 

PSGGFVVSLASGVKLQTFTETD 

NLVKDITFFGKISTRSLKTYLKD 

VTEKREQSCVNLELK 


262 !4 


56582 


A 


26361 


1 


783 




26215 


56583 


A 


26362 


2 


1646 


PGSTISFRRVTQREKKQPEAELC 

QGSTSNLFQFIHPSLLSAQTVEL 

GLSKFVPKKM[ITQTSH\CYMTS 

LGILFLINILPGTTGQGESRRQEP 

GDFVKQDIGGLSPKHAPDIPDD 

STDNITIFTRJLDRLLDGYDNRL 

RPGLGDAVTEVKTDIYVTSFGP 

VSDTDMEYTIDVFFRQTWHDE 

RLKFDGPMKILPLN>JLLASKIW 

TPDTFFHNGKKSVAHNMTTPN 

KLLRLVDNGTLLYTMRLTIHAE 

CPMHLEDFPMDVHACPLKFGS 

YAYTTAEVVYSWTLGKNKSVE 

VAQDGSRLNQYDLLGHVVGTE 

IIRSSTGEYVVMTTHFHLKRKIG 

YF VIQTYLPCI MT VI LSQ VSF WL 

NRESVPARTVFGVTTVLTMTTL 

SISARNSLPKVAYATAMDWFIA 

VCYAFVFSALIEFATVNYFTKR 

SWAWEGKKVPEALEMKKKTP 

AAPAKKTSTTFNIVGTRYPfNL 

AKDTEFSTISKGAAPSASSTPTIl 

ASPKATYVQDSPTETKTYNSVS 

KVDKISRIIFPVLFAIFNLVYWA 

TYVNRESAIKGMIRKQ 


26216 


56584 


A 


26363 


217 


559 


MKKALQVAMFSLFTVIGFNAQ 

ANEHPHETMSEAQPQINSATGV 

VKG1\DL\ESICKITIHHDP\1AAVN 

WrClvl 1 iviivr 111 rV^ 1 rvjVlotllv 1 VJ 

DKVAFNFVQQGTLSLLQVIKVR 
KPAQ 



3538 



wo 01/075((r>7 PCT/US(U/(»8631 



StQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540^17 


Nucleutide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, V'^possible nucleutide insertion) 


26206 


56574 


A 


26353 


70 


745 


ERGSTRVIVRASSLCPRSFQSWP 

PVTRASESQPLTSRPQRWSDGA 

FKEVKLSDYKGKYVVLFFYPL 

DFTFVCPTEIIAFSNRAEDFRKL 

GCEVLGVSVDSQFTHLAWMTT 

PRKEG\GLGPL\NIPLLADVT\RR\ 

LSEDYGVLETDEG\IAYRGL\FII 

DG\KGVLRQITV\NDLPVGRS\V 

DEVALRLVQARQY-ADEHGEVC 

PAGWKPG\SDTIKPN\VDDSKE\ 

YFSKHN 


26207 


56575 


A 


26354 


1 


689 


MAAEDELLLPRLPMLLETGKQ 

LLDEVELAAETTGYQIVQEKRA 

REHFINYLTQCHYYHIAKFELL 

KTKNNSAENHTANSSMAYPSL 

VAMASQRQAKIERYKQKKELD 

HRLSAMKSAVESGQADDEHER 

PPVKSFILTRNTAQAICLFGASYP 

SLATMTVSDWYEQHRKYGALP 

DQGIATATPEKFRKAAQQQKY 

QEVKEGEDDE/ALYRVREWDN 

WKDTHPGGYGNRQNMG 


26208 


56576 


A 


26355 


1 


810 


NYLTQCHCYHVAEFELPKTMN 

NSAENHTANSSMAYPSLVAMA 

SQRQAKIQRYKQKKELEHRLSA 

MKSAVESGQADDERVREYYLL 

HLQRWIDISLEEIESIDQEIKILR 

ERDSSREASTSNSSRQERPPVKP 

FILTRNMAQAKVFGAGYPSLPT 

MTVSDWYEQHRKYGALPDQGI 

AKAASSSSSSSSSSSSSSSSSSSSS 

SSSSSSSSSSSSSSSSS/PSSQEFR 

KAAQQQEEQEEKEEEDDEQTL 

HRAREWDDWKDTHPRGYGNR 

QNMG 


26209 


56577 


A 


26356 


223 


359 


RKQQDEPCGH LQSPGKPFLTLS 
CRDPWGGLPV*LEKDHRKKKS 


26210 


56578 


A 


26357 


1 


3855 




26211 


56579 


A 


26358 


1005 


1293 


SDRRYEWDPCPR*LNGALLCLL 

LLEHPEGCPWHSVWSTGHSLEP 

MHFRFPSSQDLQLLLPLPGKLG 

YRARIRNHGHSCFLQRRKTVYQ 

GDGPLREP 


26212 


56580 


A 


26359 


763 


978 





wo 01/075067 PCT/USOl/08631 



StQID 
NO: 


SEQ Il> NO: 
of peptide 
sequence 


Met 
hod 


SEO II) NO: 
in USSN 
09/540^17 


Nucleotide 
location of first 
codon Tor peptide 
sequence 


Nucleotide location oflast 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown» 
*=Stop codon, /^possible nucleotide 
deletion, \='pussible nucleotide insertion) 


26204 


56572 


A 


26351 


3 


2212 


MKRSRCRDRPQPPPPDRJIEDGV 

QRAAELSQSLPPRRRAPPGRQR 

LEERTGPAGPEGKEQPPALASQ 

SAEIAASARLPPRLGRLLGFQK 

ACRCWSLNPHILMALLRSLVPP 

DKKHPQVWRGRPPLHLAPNVG 

LFSRVKVRSSVVIEDKSMRDSR 

RGLSQRRRRRKKKKRGSSSKK 

KKRRKKRKKKKRKKRKRRKN 

RKKKKKRKNKRKKKRKKEEK 

KEEEEERRKKEEEDEEGRGRGR 

RKRKRKKRKKRRSRKKKETAA 

AAAAGERLGKWWPGECPVEC 

VAYFLRRRLQQRLHPARQLLL 

QGMAGYLSESDFVMVEEGFST 

RDLLKELTLGASQATTDEVAAF 

FVADLGAIVRKHFCFLKCLPRV 

RPFYAVKCNSSPGVLKVLAQL 

GLGFSCANKAEMELVQHIGIPA 

SKHCANPCKQIVSQIKYAAKHGI 

QLLSFDNEMELAKVVKSHPSA 

NFHIGSGCPDPQAYAQSIANAR 

LVFEMGTELGHKMHVLDLGGG 

FPGTEGAKVRFEEIASV!NSAL\ 

DLYFPEGCGVDIFAELG\RYYV 

TSAFTVAVSIIAKKEVLLDQPGR 

EEENGSTSKTIVYHLDEGVYGIF 

NSVLFDNICPTPILQKSSTKSLR 

TTIGEAFERLHRLLRERQKAML 

EELEADTARTLTDIEQKVQRYS 

QQLRKVQEGAQILQERLAETDR 

HTFL AG V ASLSERLKG KIHETN 


26205 


56573 


A 


26352 


1 


860 


MKKEDAFLKAFYIVHGKWNCV 

KGSLTRTPCCCTNCLAGGIWC 

MRVQIFQLENKVLPGFPWACR 

VDLYGQIGFDAAAQCLSLSVSK 

AEPLVKKAPPELREQLARKTLS 

SDNLKYLFDNKDIMKVKQSKK 

KKEHSFRKNMGCIKIIAFSDHAE 

DFRKLGCEVLGISVDSQFTHLA 

WTNNPQREGDLGPLNIPLLAEV 

ASGLSEDYAVLKTDAGIAYRG 

RFISDGKGVL/SQITVNDLPVGR 

SVDEALRLVQAFQYAEEHAEV 

CPAGWKPGTDTIKLNVGDSKE 



3536 



wo 01/075067 PCT/US01/«86J1 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in IJSSN 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location or last 
codon for last amino acid 


Amino acid sequence ( X=l)nknown, 
*=Stop codon, /^possible nucleotide 

/t^lt^tiAn \=nrkCciKlp niii*l«>iiti/l» inc^rliAci^ 


26197 


56565 


A 


26344 


279 


533 


IHLRRILQRGQ»PRQRWRERCC 
ESGRGTSGPGSSQ*LTGSPQECC 
TPAGETGPRAHSPQ*SCWCHCC 
TPQGRQSICTRTSHRTA 


26198 


56566 


A 


26345 


126 


303 


LLLSYGVGASHQSLECHHRSNH 

GSLWMHSKRCAGGKIRVGTPE 

CQ*SALERPGLPPLC 


26199 


56567 


A 


26346 


368 


746 


SLLHTTSRAPEGPSRYPGPGPPS 

AATKGQRTRRPLCARPP/PGLPD 

APL/SPAAPTPTLPLPCPRVAQP 

AHGPPSASALSSWENRPCCRHE 

LAAKPPEQAARRGHARTPTAG 

PAPPGRRAALSGSQFP 


26200 


56568 


A 


26347 


79 


159 


SFLGVSRRGGFGRVTGQ*WRE 
GQQINK 


26201 


56569 


A 


26348 


! 


3369 




26202 


56570 


A 


26349 




529 


MELAKVVKSHPSAKMVLCIAT 

DDSHSLSCLSLKFGVSLKSCR\T 

LLENAKKHHVEVVGVSFHIGR 

GCPDPQAYAQSIADARLVFEM 

GTELGHKMHVLDLGGGFPGTE 

GAKVRFEEIASVINSALDLYFPE 

GCGVDFFAELGRYYVTSAFTVA 

VSilAKKEVLLDQPGMEEENCS 


26203 


56571 


A 


26350 


146 


502 





wo 0I/(>75067 PCT/US01/()8631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SKQ ID NO: 
in USSN 
09/540»2l7 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon Tor last amino acid 
of peptide sequence 


Amino acid sequence { X=l)nknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


26190 


56558 


A 


26337 


1 


1316 


MNGLLDSDSDSLSSCQQRVKA 

RLHEILQKDRDFTAEDYEKVES 

RIYHFARLSVGGYTADSSLTLK 

VYLQLMKAPKKRRGEVNVGT 

VVAFIKGGFPVVKKDYFRPAA 

DGSSALCRfFPTGNVHDQSDPQ 

KVTDGAVVPVQPTDGPGLRCL 

RRARGCGAGRQGREQAQDCG 

AEIQAEAASRASRVQEGSYPRP 

PNGPFSTDLTGLMQFTfCLLVLK 

V ESQLTRRlRKCHNLREANtREE 

LRFFNCTNVALRTGVQFNRRPD 

SPGYSRGVLSPERHVRTRLYFT 

SESHVHSLLSILRYGALCNRGG 

TLCCRA 1 HTLHRHTI VLNG VTV 

TLNLVQLTFYGNVSEIIRHQCQ 

LTRHGNHPLPLTAIQGIALFSDN 

OA AYRFR AOORTI RPFrSl PVAR 

OPVRRnnFHDlVIVFDFOTARr) 

QQE/LRLQLRVFSSFVLHEKKR 


26191 


56559 


A 


26338 


2 


1415 




26192 


56560 


A 


26339 


1434 


1667 


KRTDWRDRVAFRCRSIAESG*R 
OAlAKFf FI TA^AFT! 1 WDDYF 
APnYriVPNOFfiMFAVK:! 1 ARI 
EGILLDPAVRLR 


26193 


56561 


A 


26340 


1 


1671 




26194 


56562 


A 


26341 


1067 


3947 


FCTVPNAVYIGGPGFGARHNAS 

NSLKDIAELVPFAHRYGAKIFV 

TLNTILHDDELEPAQRLITDLYQ 

TGVDALIVQDMGILELDIPPIEL 

HASTQCDIRTVEKAKFLSDVGF 

TQIVLARELNLDQIRAIHQATD 

ATIEFFIHGALCVAYSGQCYISH 

AQTGRSANRGDCSQACRLPYT 

LKDDQGRVVSYEKHLLSMKDN 

nOTANLGALIDAGVRSFKlFGR 

YKDMSYVKNITAHYRQMLDAI 

lEERGDLARASSG 


26195 


56563 


A 


26342 


182 


881 


HAEPLPYRGLLLKLGESRGCLL 

PASLPFSLQEFFYSGPREELAQK 

TLLVSVWDYDLGTADDFIGGK 

CDPADQDVVHTALRE\TREELG 

LAVPEEHVWGLLRPVYDPQKA 

TVVPVLAGVGPLDPQSLRPNSE 

EVDEVFALPLAHLLQTQNQGY 

THFCRGGHFRYTLPVFLHGPHR 

VWnLTAVlTEFALOLLAPGTYO 

PRLAGLTCSGAEGLARPKQPLA 

SPCQASSTPGLNKGL 


26196 


56564 


A 


26343 


237 


338 


1 



3534 



wo (H/075067 



PCT/US01/()8631 



SKO ID 

NO: 


SEO 10 NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 


Nucleotide 
location of first 
codoo for peptide 
sequence - 


Nucleotide location of last 
codon for last amino acid 

Ol pepilUC 9Ct|UCIIW. 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 


26188 


56556 


A 


26335 


184 


2324 


ENRVRLFVLIVFQDLPTCYVNH 

NFVCTAADTFTTDITPFCAGDAR 

LIGIAQTVRHLEDPMRAWKSm 

KSCEILDPIHRAPVKENTHPARK 

rNISDPAAGAVARJRYEGVLSVC 

RASASAYVSRSRTITVACWYVS 

NTGVTGATIGVKRQHRHARLFS 

GDGAPGFGTGKRDIRQLRRLVR 

IQIQRTFFAAVLHVPTPWSRAID 

AAALLTVIDVKVLTACACQAC 

RTLALRVAQVIDRCSNPGDIMS 

SVARRYWFISRWSAKRDCAVS 

YDQDPGQAQRSCRSCLVAVDR 

GLWLSAYCRSLMTQTLLPDDV 

PRILPNASSPSRLRCLQHLGNYR 

LLDLRKLIWLHRSQFSLCGWEK 

RLVKDLTRIQDTGRAKEILGAT 

ATLEFRLVNTNVDQAAAASGR 

VPGDSEVKQTREGQPVVLYKR 

VILTGDHITDSTSSQDEYNQPQ 

VNISLDSAGGNIMSNFTKDNIG 

KPMATLFVEYKDSGK\KDANG 

RAVLVKQEEVIIIANIQSRLGNS 

FRITGINNPNEARQLSLLLRAGA 

LIAPIQIVEERTIGPTLGMQNIEQ 

GLEACLAGLLVSILFMIIFYKKF 

GLIATSALIANLILIVGIMSLLPG 

ATLSMPGIAGIVLTLAVAVDAIM 

VLINERIKEELSNGRTVQQAIDE 

GYRGAFSSIFDANITTLIKVULY 

AVGTGAIKGFAITTGIGVATSM 

FTAIVGTRAIVNLLYGGKRVKK 


26189 


56557 


A 


26336 


1 


369 





wo (n/075067 PCT/USOl/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of First 
codon fur peptide 
sequence 


Nucleotide location of last 
codon Tor last amino acid 
of peptide sequence 


Amino acid sequence ( \=Unknown, 
*=Stop cudun, /^possible nucleotide 
deletion, \=po$sible nucleotide insertion) 


26183 


56551 


A 


26330 


34 


1949 


MGYLNNVAGYREDLLANRAIV 

KHGNFALLTPDGVVKNIIPGYE 

NCDATILSTPKLGASFVDYLVT 

LHQNGGNQQGFGVEGIETFRY 

VISGNITAKAEGKTYALSEGGY 

LYCPPGSLMTFVNAQAEDSQIF 

LYKRRYVPVEGYAPWLVSGNA 

SELERIHYEGMDDVILLDFLPKE 

LGFDMNMHILSFAPGANHGYIE 

THVQ\EHGGATQAFAKENNHK 

AYKDTYGVSHITRHDMLQfPKQ 

QQYEKYQDTHDTPYCEPLPGET 

RLWGDTDVIGLFDAETDMNDV 

VAILENHPLLGAGFAHKIEQLE 

DKDWEREWMDNFHPMRFGER 

LWICPSWRDVPDENAVNVMLD 

PGLAFGTGTIQTLSVPAMLDSS 

THTRRMRSTLNLYEITRMSTVS 

TSEHSMTYTLVQVDMKEAQKP 

DTASYRTFNEFFVRPLRDEVRPI 

DTDPNVLVMPADGVISQLGKIE 

EDKILQAKGHNYSLEALLAGN 

YLMADLFRNGTFVTTYLSPRD 

YHRVHMPCNGILREMIYVPGD 

LFSVNHLTAQNVPNLFARNERV 

ICLSDTEFGPMAQILVGATNGG 

oils I rcrOc*vj/\ 1 V ucor v v vj^jr v \j 

DFELLLCHGTVCVVGKMRDLIL 

QLSKSSIYSTKPPSRQVSVMLC 


1 o*f 




A 




1 


1 H J 


I Rl Til 1 Yr;RRFVPPP*YAl 1 MK^ 

L/ooi w I 1 r o V r V l^avotv i iv i w l> 
1 ^PT 


26185 


56553 


B 


26332 


I 


3090 




26186 


56554 


A 


26333 


3 


832 




26187 


56555 


A 


26334 


I 


3258 





3532 



wo 01/075067 PCT/US(H/«8631 



SKQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 

U W54Ut2 1 7 


Nucleotide 
location or first 
codon fof peptide 
sequence 


Nucleotide location or last 
codon Tor last amino acid 

Ol pCpilUC 3Cl|U^lf^C 


Amino acid sequence ( \=Unknown, 
*=Stop codon, /-possible nucleotide 

flpl^tinn Vaffukvcilil^ nitf^l^Atiflp in*£i*rtinn^ 


26! 79 


56547 


A 


26326 


2 


223 


RIPIKNIESAKGLDVWDSWPLQ 

NADRTVAEYNGYHVVFALAGS 

PKDADDTSIYMFYQKVGDNSID 

SWKNAGRVFKDSDKFDANDPl 

LKDQTQEWSGSATFTSDGKIRL 

FYTDYSGKHYGKQSLTTAQVN 

VSKSDDTLKFNGVEDHKTIFDG 

DGKTYQNVQQFIDEGNYTSGD 

NHTLRDPHYVEDKGHKYLVFE 

ANTGTENGYQGEESLFNKAYY 

GGGTNFFRGATQAFAKENNQK 

AYKETYGVSHITRHDMLQIPKQ 

QQNEKYQVPQFDQSTIKNIESA 

KGLDVWDSWPLQNADGTVAE 

YNGYHVVFALAGSPKDA/G*HI 

NLHVLSKGRRQLNRQLEKRGP 


26180 


56548 


A 


26327 


I 


803 


MLEDPRKGLETPSPVSHNLHFQ 

FHLGPLLPGSPMKKWPALVVT 

GSKSPKLESYKHFQKIWDMHG 

EPSKREEGAGLTVNQHIPNGAS 

TCNEGPQRLEALGARIPMAAGF 

SSSKPTLVTPRRAYRADLRLEG 

YWGCQGVPGGPLVAQGGATQ 

AFAKENNQKAYKETYGVSHIT 

RHDMLQIFKQQQNEKYQVPQF 

DQSTIKNIESAKGLDVWDSWPL 

QNADGTVAEYNGYHVVFALA 

GSPKDA/G*HINLHVLSKGRRQ 

LNRQLEKRGPCL 


26181 


56549 


A 


26328 


2 


439 




26182 


56550 


A 


26329 


1 


1084 


MVIAAMETQLSNGPTCNNTAN 

G PTTINNNCSSPVDSGNTEDSK 

TNLIVNYLPQNMTQEELKSLFG 

SIGEIESCKLVRDKITGGATQAF 

AKENNQKAYKETYGVSHITRH 

DMLQIPKQQQNEKYQCDNLKT 

CHTSHGSVMAETAVINHKKRX 

NSPRIVQSNDLTEAAYSLSRDQ 

KRMLYLFVDQIRKSDGTLQEH 

DGICEIHVAKYAEIFGLTSAEAS 

KDIRQALKSFAGKEVVFYRPEE 

DAGDEKGYESFPWFIKRGATQ 

AFAKENNQKAYKETYGVSHIT 

RHDMLQIFKQQQNEKYQVPQF 

DQSTIKNIESAKGLDVWDSWPL 

QNADGTPERR**HINLHVLSKG 

RRQLNRQLEKRGPCL 



wo 01/(»75»67 



PCT/USOl/08631 



SEQ ll> 

NO: 


SKQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in IISSN 
09/540,217 


Nucleotide 
location or first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X~Unknown, 
•=S(op codon, /='possiblc nucleotide 
deletion, \=possible nucleotide insertion) 


26174 


56542 


A 


26321 


402 


1781 


QRTTGAERYVPHHQPCPPASSL 

SAGPRG\LHPAKVQEGVDIAIEN 

DVIVAIGDALTQRYPDASFKEM 

HGRIVMPGIVCSHNHFYSGLSR 

GIMANIAPCPDFISTLKNLW^^^^ 

LDRALDEESLYYSGLICSLEAFK 

SGCTSVIDHHASPAYIGGSLSTL 

RDAFLKVGLRAMTCFETTDRN 

NGIKELQEGVEENIRFARLIDEA 

KKATSEPYLVEAHIGAHAPFTV 

PDAGLEMLREAVKATGRGtHI 

HAAEDLYDVSYSHHWYGKDL 

LARLAQFDLIDSKTLVAHGLYL 

SKDDITLLNQRDAFLVHNARSN 

MNNHVGYNHHLSDIRNLALGT 

DGIGSDMFEEMKFAFFKHRDA 

GGPLWPDSFAKALTNGNELMS 

RNFGAKFGLLEAGYKADLTICD 

vxicpTPi 1 A r^Kii AHwi A pr:ivjfr:c 

I INor 1 r LLAIJrNIAVJrllArVJlVIOo 

n C \/ 14 C \/"\yf \/XFn \/ Kjf \/ V C D /^ITKI 
Oo VJio VIYI VINvj ViVi V icLUvV^rN 

FDCDSIYAQARKAAASMWRRM 


26175 


56543 


A 


26322 


284 


340 




26176 


56544 


A 


26323 


113 


646 


WTL VPN WNNTQPYLG LFF*FIR 

DFADFGTTIKQDFRLLGQTSVD 

RLLQLSQGQAVKGNQLLPVSL 

VKRKTTLAPNTQTASPRALADS 

LMQLARQVSRLESGQRSDSSLR 

EKKITKKHTKKRTASLILHAMI 

EQ 


26177 


56545 


A 


26324 


1 


582 




26178 


56546 


A 


26325 


3 

/ 


947 


QTQEWSGSATFTSDGKIRLFYT 

DYSGKHYGKQSLTTAQVNVSK 

SDDTLKINGVEDHKTIFDGDGK 

TYQNVQQFIDEGNYTSGDNHT 

LRDPHYVEDKGHKYLVFEANT 

GTENGYQGEESLFNKAYYGGG 

TNFFRKESQKLQQSAKKRDAEL 

ANGALGIIELNNDYTLKKVMKP 

LITSNTVTDEIERANVFKMNGK 

WYLFTDSRGSKMTIDGGATQA 

FAKENNQKAYKETYGVSHITR 

HDMLQI PKQQQNEKYQ VPQFD 

OSTIKNIFSAKGLDVWDSWPI O 

NADGTVAEYNGYHVVFALAGS 

PKDA/G*HINLHVLSK 



3530 



wo 01/075(167 PCT/US01/08(;31 



SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codun for last amino acid 
of peptide sequence 


Amino acid sequence ( X=llnknown, 
*=Stop codon, /=possible nucleotide 
deletion* V^possible nucleotide insertion) 


26164 


56532 


A 

. - 


26311 

,-7,'-."-, - 


1203 


1911 


SRPAYHPAPREFQRQWRQDPAP 

GLAlTPGQQLFmKLWNDDHVK 

RPREALLDSLKKLQLDYIDLYL 

MHWPVPAIDHYVEAWKGMIEL 

QKEGLIKSIGVCNFQIHHLQRLl 

DETGVTPVINQIELHPLMQQRQ 

LHAWNATHKIQTESWSPLAQG 

GKGVFDQKVIRDLADKYGKTP 

AQIVIRWHLDSGLVVIPKSVTPS 

RJ AEN FD V WDFRLDKDELGEI A 

KLDQGKRLGPDPDQFGG 


26165 


56533 


A 


26312 


3 


793 




26166 


56534 


A 


26313 


181 


336 




26167 


56535 


B 


26314 


1 


374 




26168 


56536 


A 


26315 


591 


679 




26169 


56537 


A 


26316 


937 


1395 


YRLAAGSCGIRRRNRHCQRRPG 

RNSKRLlALISAlGMSfFLQNYV 

SLTEGSRDVAPSSVPLTPASLLI 

AGSPPH*TISRLSGPLLREIMLK 

QLYHCGKSLTNLPIREILRM*G* 

LTGEEIELARGDFHIRDIWHRA 

VTNTAHKTGITQAQHRH 


26170 


56538 


A 


26317 


627 


878 


VVEWFEPLICVNGWESKWPVL 
LSE**PETVGTNCDSSN*1PASLN 
TSYTGLMAFDAIMVAVPTS*TC 
KIRRRVAGTKCGNPRA 


26171 


56539 


A 


26318 


125 


3078 


lYTVEIQNLGFAFVTGENTTGIN 

SGTISLLQNGKDPAPSPIVLLAT 

NGGSATNAGTITGKVTEQHSVF 

NKYSTGTSNSFIFNNDVSSITGL 

VAQSNSTIINTDSGIIDLYGRGS 

VGMLAIADSTAENQGKITLDSM 

WVDANDTTAMRDIASNSAIDF 

GTGVGVGTDRYRGGRKNAPAF 

MQLGGVITIYNAGAGMAAYG 

ASNTVINQGTINLEKNGNYDDS 

LAANTLVGMAVYEHGTAINDQ 

TGVININVGTGQA 


26172 


56540 


A 


26319 


205 


419 




26173 


56541 


A 


26320 


1829 


2903 


AWKVSHCAARPSFSRRWRGEK 
CTAGRRSQQFSARSTLKPMPSP 
R*SSMHRR**MPSASCALRLPIP 
PAAAQSSHQSKKLRTSDNASPV 
AAARPVRPIRWT 



wo (n/075067 PCT/US<> 1/08631 



SEQID 

NO: 


SKQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
ligation of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( \=lJnknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


26154 


56522 


A 


26301 


2 


1021 


TPGNNVDSIFLAFFLNQFLTLGY 

IMGKTISIKVLFGIYLLLMAAKV 

FAFSCNVDGGilVlGAGTTSVYV 

NLDPVIQPGQNLGVDLAHHISC 

WNGDGGWYDTDHMNLVQGS 

AFAGSLQSYIGSLYWNNVTYPF 

PLTTNTNVLDIGDKTPMPLPFK 

LYITPVGAAGGVVIICAGEVIARl 

DMYKIATLGSGNPSNFTWNIIT 

NNMAVMPTGGCTVDSRNVTVD 

LPDFPiGSAElPLGVYCSSEQKLS 

FYLSGATTDSSRQVFANTAPDA 

TKASGVGVTLMQRQLAGINDS 

MLLHYLUUbVW UNLIT LA 1 rnr 

LLKoAlLKoMNUALlVI 1 KV 1 Oc 

KNGQVRLEEIER 


26155 


56523 


A 


26302 


522 


714 




26156 


56524 


A 


26303 


1 


976 


STCSSRSHLHLIQASPILPNYVA 

TAVAARIIADVQGISDTCVIAQP 

SPPHPGALRTLVFTTDEPETPQP 

PGAAGFQLVQKKQVQLHNVLY 

VMTPH A FAQGTVTI YLPGEQQT 

LSVAPLKNVVQLVTQQHLRDR 

LWWPGAFLTDFAAKVKALKD/ 

YPNHVMAQRASGEAEADDDV 

AATIKSVRQQLLNLNITGRLPV 

KLDPDFVRVDENSNPPLVGDYT 

LYTVQRPGTEQGSFKVKRARA 

RVRQTRAPLFGPKSPAPEHMES 

bLbrbLlUroK5> 1 oUNrKULKbb 

DD\/I CP'I VDCKyfDX A A A D A fl lAC 

Ki' V L r CLr r r cMr 1 A A A KA I L 1 A b 

EQSREVKIALVVLDRLQRE 


26157 


56525 


A 


26304 


1 


1701 




26158 


56526 


A 


26305 


1839 


2038 


ARSGCFVRQSCPRGRCSKNRR 

W Ki^r T Lin I r A Kr A Y U r * Ky WC 
Ivi 1 LA 1 rlvK VordVrArAAn 
IvWK 


OA! ^0 




A 


ZOJUO 


1 
1 


3Z/U 




ZO J OU 




A 




lyoz 


zU4y 




26161 


56529 


A 


26308 


94 


942 




26162 


56530 


A 


26309 


1 


4104 




26163 


56531 


A 


26310 


879 


1367 


TASELGKSCSRDHTPCTASVRA 

LYYARLRHAPANDPGEDGWAL 

AAKPPALPPRNSLNSQAIFRDKP 

NLPHRSPATYRQTERG*DTRSE 

FHA*TDAIPVATRARAGEFCRQ 

♦PVPK'DLAMLRAPPRMDSPPD 
ASRTSDLHN 



3528 



wo (H /«75(»67 PCT/US(» 1 /()863 1 



SEQ II) 

NO: 


SEQ ID NO: 
of peptide 
se(|uence 


Met 
hod 


SEQ ID NO: 
in USSN 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for lasi amino acid 
of peptide seQuencc 


Amino acid sequence ( \=Unknown, 
*-Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


26152 


56520 


A 


26299 


1001 


2193 


LMAATKPAFNPPGKKGDIIFSV 

LVICLAALIVLLMLGGIIVSLIISS 

WPSIQICFGLAFLWTKEWDAPN 

DIYGALVPIYGTLVTSFIALLIA 

VPVSFGIALFLTELAPGWLKRP 

LGIAIELLAAIPSIVYGMWGLFIF 

APLFAVYFQEPVGNIMSNIPIVG 

ALFSGPAFGIGILAAGVILAIMII 

PYIAAVMRDVFEQTPVMMKES 

AYGIGCTTWEVIWRIVLPFTKN 

GVIGGIMLGLGRALGETMAVTF 

IIGNTYQLDSASLYMPGNSITSA 

LANEFAEAESGLHVAALMELG 

LILFWITFIVLAASKFMIMRRIA 

LTLSMATMAFGLFV/LIWILMST 

ITRGIDGMSLALFTEMTPPPNTE 

GGGLANALAGSGLLILWATVY 

CGPLSDDRGGIRPTl 


26153 


56521 


A 


26300 


1 


1645 


MPAFPYTADYFSGLTATTAALA 

ALHKVRETGKGESIDIAMYEV 

MLRMGQYFMMDYFNGGEMCP 

RMSKGKDPYYAGCGLYQCAD 

GLLSLDCVHRRLGAIDPILNECF 

KDIGLAHLLGTPEIPEGTQLIHRJ 

ECPYGPLVEEKLDAWLATHTIA 

E VKERF AELN I AC AK VLT VPEL 

ESNPQYVARESITQWQTMDGR 

TCKGPNIMPKFKNNPGQIWRG 

MPSHGMDTAAILKNIGYSENDI 

QELRPPNNKRTKMDRGAMDII 

GGQHLRQMWDDLADVYGHKT 

ALICESSGGVVNRYSYLELNQEI 

NRTANLFYTLGIRKGDKVALHL 

DNCPEFIFCWFGLAKIGAIMHE 

AVIALASPDNMNAFELTP*SGK 

L1TTFPHLPLAISA*ASPACSSEK 

RWVMALRGHSFQSVRSWAHFS 

IWNRLVTQEPllRR 



wo 01/075067 PCT/USOl/08631 

i« • ^ . 



SHQID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540^217 


Nucleotide 
location or first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( \=Unknown, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possible nucleotide insertion) 


26148 


56516 


A 


26295 


1 


1848 


MDLSTPERGSPYPRLLPCGDPL 

GETIVAIDQEAKPSTEDLGlNnCK 

ETKYIKLKVIRWDNSDFNFLYS 

NYERJRARTTKKEDSATNVPVT 

FEJCHGSHAVVYARRSATVLTD 

RMKEAPRVPQGGYMVSFVDIPE 

ALTQGETVAEAMEAAKDALLT 

AFDFYFEDNELIPLPSPLNSHDH 

FIEVPLSVASKVLLLNAFLQSEl 

TQQELARRIGKPKQEITRLFNLH 

HATKIDAVQLAAKALGKELSbB 

CLMDILNLNKHISGQFNAELESI 

RTQVMTLGGMVDKQLSDAITA 

IHNQDSDLAKRVIEGHKNLNM 

MEVAIDEAR/C*AnAKHQS\TAS 

D\LRLVMVI/SKTIAEMER]G\DV 

GRNKICRTALEKLSQQHQP*VV 

S\LE\SLDRHTIQMLHDVVKAFA 

RMDIDETAKCQIFVEYVLKPKV 

IWLLCFANIFLYVVR1GIE>QWST 

VYAFQELKLFKAVAIQGFTLFE 

AGALVGTLLWGWLSDLANGR 

RGLVACIALALIIATLGVYQHA 

SNEYIYLASLFALGFLVFGPQLL 

IGVAAVGFVPKKAIGAADGIKG 

1 rA T uiOL/or/\lVL>vji-fViivii/\i-/Lj I 

PVFGLTGWAGTFAALDIAAIGC 

ICLMAIVAVMEERKSAARKKFS 


26149 


56517 


A 


26296 


395 


1428 


TSATATSTFALPRGGGYLVVSE 

WVVLRFTDIFLRIFPCDNGRTILI 

RFGIFRMLMIVAIETQQFPVTAI 

FRVIGMVVINVVNASEETNRRL 

H H RSLRLIQEC VMDSLN LNKHI 

SGQFNAELESIRTQVMTMGGM 

VEQQLSDAITAMHNQDSDLAK 

RVIEGDKNVNMMEVAIDEACV 

RJIAKRQPTASDLRLVMVISKTI 

AELERIGDVADKICRTALEKFS 

QQHQPLLVSLESLGRHTIQMLH 

DVLDAFPRMDIDEAVRIYREDK 

KVDH\EYE\GIVRQLMTYMMED 

nisjip p p 1 P vvv nnnPR H vnn r> 
ELDKLLAGKLDSDK 


26150 


56518 


A 


26297 


667 


1002 




26151 


56519 


B 


26298 


1 


1716 





3526 
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SEQ II) 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
ifi USSN 
09/540»2l7 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno>vn, 
*=Slop codon, /^possible nucleotide 
deletion, \=pos!iible nucleotide insertion) 


26143 


56511 


A 


26290 


1 


1817 


MTSAISLGSRCSGRIPSDIIGSNL 

DITAFNWQPDLLTIWHRQLHLH 

LTRLDGGGHFYRQEVHLWRTD 

KSGDKRRPQGDPKTTGITAKVI 

NVRSTKLVGLPHRITATRWKR 

KRSRMLHTNTGKLVFNNRDQK 

RCTRKVMFDKALKLLDEAERL 

GSTSARSTIYQQCKRQGVITPHS 

ADFATTVRLLAHLSQERLGKLQ 

DSIYISLTDHCQFAIKRFQQNVL 

LPNPLLWDIQRLYPKEFQLGEE 

ALTllDKRLGVQLPKDEVGFIA 

MHLVSAQMSGNMEDVAGVTQ 

LMREMLQLIKFQFSLNYQEESL 

SYQRLWPHLKFLSWRILEHASI 

NDSDESLQQAVKQNYPQAWQ 

CAERIAIFIGLQYQQLGLTQPAV 

SKIINDIEDYFGVELVVRKNTG 

VTLTPAGQLLLSRSESITREMK 

NMVNEISGEKNPGEGSEKELET 

VYVQAVGAHWEGNQVWLILA 

GGALFAAWPRVYAAAFSGFYV 

AMILVLCSLFFRPLAFDYRGKIA 

DARWRKMWDAGLVIGSLVPPV 

VFGIAFGNLLLGVPFAFTPQLR 

VEYLGSFWQLLTPFPLLCGLLS 

LGMVlLQGGVWLQLKTVGViH 

LRSRVRIPCDLHIYAQMA 


26144 


56512 


A 


26291 


557 


808 




26145 


56513 


A 


26292 


8 


274 




26146 


56514 


A 


26293 


523 


1851 




26147 


56515 


A 


26294 


1 


589 





wo 01/075067 PCT/USO 1/08631 



SEQII> 

NO: 


SEQIDNO: 

ofpcphde 

sequence 


Met 
hod 


SEO 10 NO: 
in USSN 
09/540^17 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide lucation of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=llokno\vn, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


26138 


56506 


A 


26285 


364 


1937 


KLSGRHCTAAMFRFLTFCLCEG 

MPMRNIIKLALAGLLSVSTFAD 

AAESSPEALRIGYQKGSIGMVL 

AKSHQLLEKRYPESKJSWVEFP 

AGPQMLEALNVGSIDLGSTGDI 

PPIFAQAAGADLVYVGVEPPKJ> 

KAERJLVAENSPIKTRTDLKGH 

KGAFQKGFSSHNLLLRALRQA\ 

GL1CFTDI\QPTYLEPRWRPRAA\ 

FQTRGTVDA\WA1WDPYYSAA 

LLQGGVRVLKDGTDLNQTGSF 

YLAARPYAEKNGAFIQGVLATF 

SEADALTRSQREQSIALLAKTM 

GLPAPVIASYLDHRPPTTIKPVN 

AEVAALQQQTADLFYENRLHY 

SEYCRPMVSVGNWFLDGSHSV 

FSYDALDRLVQQGGFDGRTQR 

YHYDLTGKLTQKQWQYDGHG 

WLTDISHLSEGHRVAVHYGYD 

DKGRLTGECQTVENPETGELL 

WQHETKHAYNEQGLANRVTP 

L^oi->r r V VVL, 1 i \JoVJ I l-i/\\JiVirvjL> 

GGTPLVEYTRDRLHRETVRSFG 
SMAGSNAAYEMTSGTELIDLC 


26139 


56507 


A 


26286 


511 


1152 


SVRFNIVFHFMRLLRFCCVLDH 
LICFTSPVNTFLRYNAFTLCNGE 
FGMSHPALTQLRALRYCKEIPA 
LDPQLLDWLLLEDSMTKRFEQ 
QGKTVSVTMIREGFVEQNEIPE 
ELPLLPKESR YWLRE1L\LC A DG 
EPRLAG\RTVVPVSTLSGPELAL 
v^r^LfVjrk. 1 1 L<\jiv 1 i-#r i oo i l* i ivju^r i 

Fir;Rr>Ar;i whrr^sRi ri ^hk'pi 

C/ 1 vJ fVJL//\VJ L/ W Vj iVrV J5l\J^I>JL^O\J ivl L, 

1 I TFI Fl PA<iPI Y 


26140 


56508 


B 


26287 


184 


415 




26141 


56509 


A 


26288 


15 


87 




26142 


56510 


A 


26289 


78 


157 


CKRYGKARDTG*QPRTQKCTC 
CELDE 



3524 



wo «l/075«67 
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SEQID 

NO: 


SK Q 10 NO: 
of peptide 
sequence 


Met 
hod 


SKQ ID NO: 
in tISSN 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 

Ol pcpilUC 3Cl|UClliC 


Amino acid sequence ( \=Unknutvn, 
'■^Stop codon, /^possible nucleotide 
uciciiun^ \**"pu93iDic iiiJt.ii.uutJc inscriiiiii| 


26135 


56503 


A 


26282 


1 


1338 


MTRHYGAEATNALLPGICASKH 

QIVGCGVNALSDLDPRRPDKTR 

SVASGIGAALLLRLIKTLADDL 

QNLTDLSVFNGERYKDAQHVV 

IRAAGEKNQAFIAGARHDLGGE 

LGVGLVWIPASKVNGIMGPSPV 

WLTFRVSN I AGESAEGLLVTKP 

KNYDQVPANKPIVDAIKAKKQ 

DPSGAFVWTTYAALQSLQAGL 

NQSDDPAEIAKYLKANSVDTV 

MGPLTWDEKGDLKGFEFGVFD 

WHANGTATDAKRYCANVKGV 

NPDTQEPSPSGVKVNDPKVDER 

LIRQEAGMVFQQFYLFPHLTAL 

ENVMFGPLRVRGANKEEAEKL 

ARELLAKVGLAERAHHYPSELS 

GGQQQRVAMRALAVKPKMM 

LFDDPTSALDPELRHEVLKVMQ 

DLAEEGMTMVIVTHEIGFAEKV 

RSRLIFIDKGRIAEDGNPQVLIK 

NPPSQRLQEFLQHVS 


26136 


56504 


A 


26283 


1170 


1575 


DPPVLVQRDANSTVRFPHASAS 

ADPAGDIPPIFVAQAAGADLVY 

VGVEPPKPKAEVILVAEYSPIKT 

VADLGCPLHVQKVSRYPPEFTQ 

VITPVQCYVTIDALGQYAAWT 

RANMTYRPGSN IIQNLGNDIRL 

RTVQ 


26137 


56505 


A 


26284 


3 


1351 


RTAPETPNQRPATLDSGILGGYI 

APDNLTITFIGGHSLFDERFCLA 

HRCQKAAEDDAFPHDSLDAAS 

LLEYAREKLNGLDVEVYHWNL 

QNFAPEDLLYARFDSPALKTFT 

EQLQQADGLIVATPVYKAAYS 

GALKTLLDLLPERALQGKVVLP 

LATGGTVAHLLAVDYALKPVL 

SALKAQEILHGVFADDSQVIDY 

HHRPQFTPNLQTRLDTALETFW 

QALHRRDVQVPDLLSLRAPKP 

KAEVILVAENSPIKTVADLKGH 

KA/AFQKGS/SSHNLLLRA/LRQ 

AGLKFTDIQPTYLTPADARAAF 

QQGNVDAWAIWDPYYSAALL 

QGGVRVLKDGTDLNQTGSFYL 

AARPYAEKNGAFIQGVLATFSE 

ADALTRSQREQSIALLAKTMGL 

PAPVI ASYLDHRPPTTl KPVN A E 

VAALQQQTADLFYENRLVPKK 

VDIRQRIWQPTQLEGKQL 



wo 01/075067 



PCT/USOl/08631 



SKQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for lust amino acid 
of peptide sequence 


Amino acid sequence ( X=Llnknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


26126 


56494 


A 


26273 


1 


1038 


MGCLDLGDGRAGSVARYFRRY 

RPPCDAALDLAKGVDVMVHEA 

TLDITMEAKANSRGHSSTRQVL 

KKILFGLEPYEISTLFEQRQAML 

QSIKERSRRHRLPKEKKIMTPTl 

ELICGHRSIRHFTDEP1SEAQR£ 

AI INS ARATSSSSFLQCSS ( 1 RITD 

KALREELVTLTGGQKHVAQAA 

EFWVFCADFNRHLQICPDAQLG 

LAEQLLLGVVDTAMMAQNALI 

AAESLGLGGVYIGALRNNIEAV 

TKLLKLPQH VLPLFG LCLG \V^P A 

DNPDLKPRMPASILVHENSYQP 

1 piK'AAi Anvnpni afvvi Tpr; 

I_#lJIVr\/\L*/\\^ I UCK^LtrxXj I T 1^ 1 rVVj 

LDYLHKQGWATR 


26127 


56495 


A 


26274 


1 


1338 




26128 


56496 


A 


26275 


2 


375 


HSDPEASGPLTRLRAMEQRRVT 
DFFARRRTPGSVPSTDRR*T1VR 
MIPCTSSGRRTKAMVILRTSLV 

RMnSP*IQHRTELSGSPLVAVG 
RMCSLTPRVIFEH 


26129 


56497 


A 


26276 


219 


767 


RFTQGKGPINNPAVIRPLDFPQN 

GSRPLANQMFTTSLfCVGDYFGK 

RHKDVLRAIRNLKCSDDFTQRN 

FAPIDFIDKNGDVQPMYNITRD 

GCMMLVMGFTGKTAAAVKEC 

YINAFNWMVAEQLMRRMAMGE 

PI nWPVATk'PTPQI^I kTlTinXTP 

LMNERKKEKRVLELEHEHIMQ 


Zoljy) 




A 


ZOZ / / 


1 A 
ID 


IU4 


PAGFLDG 


26131 


56499 


A 


26278 


3 


399 




26132 


56500 


A 


26279 


1112 


1831 


TGIRNCAPLSLTWKSKTANRKV 

RCGHIRYPLADGAKTSDGKDY 

LVVATTRPETLLGDTGRSRLTR 

KIRVTKELIGKYVILPAGTAPGV 

RQGPVWMPGDEVKKVTCKNG 

VVNEIWTRNHADIPLRPRFAVL 

ASGSFFS VGL VA ERNG I REPI LG 

LDVLQTATRGEWYKGDFFAPQ 

ipxi! PAiriQvi nnpnpi Aonpnn 
GVCAVSALHAAOOIAORAGGO 


26133 


56501 


A 


26280 




790 




26134 


56502 


A 


26281 


334 


609 





3522 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


StQ ID NO: 
in USSN 
09/540*217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unlinown, 
*=Slop codon, /=possible nucleotide 
deletion, \=pussible nucleotide iosertion) 


26123 


56491 


A 


26270 


1 


1707 


MTRDGLANKALAVARTLADSP 

EIRQGLQKKPQESGIQAIAEAVR 

KRNDLLFIVVTDMQSLRYSHPE 

AQRiGQPFKGDDILKALNGEEN 

VAINRGFLAQALRVFTPIYDEN 

HKQIGVINDSRWSHWSVLFGM 

LVGLIGTCILVKVLKKILFGLEP 

YEISTLFEQRQAMLQSIKEGVV 

AVDDRGEVTLINDAAQELLNY 

RKSQDDEKLSTLSHSWSQVVD 

VSEVLRDGTPRRDEEITIKDRLL 

LnMTVPVRSNGVIIGAISTFRDKT 

EVRKLMORLDGLV/NLC*RTS* 

TIPLRAHSPQSKSA!YHE!AP*NA 

PAFYRRKCHCADIFLPYF*TCR\ 

RDRAMSAYLRYIVQKADSSFL 

YDKYQNQSIAAHVMRALAAEQ 

SEVSPEQRRAICEAFESANNTH 

GLNLTAHKYPGLRGTLQTAST 

DCDTIVEAAALLPAFDQAVEGN 

RHQDDYGSGLGMAEEKFHYYL 

DLFRAVGDGHNSKEDATFGLG 

WRVNGNATMTPTFGTLASPQT 

YGHTGWTGTVTVIDPVNHMTI 

VMLSNKPHSPVADPQKNPNMF 

ESGQLPIATYGWVVDQVYAAL 


26124 


56492 


A 


26271 


257 


817 


TSSRCISLRTSVLSLKVEMAPMI 

TPLLRTGTVLISNSRSLIVISSSR 

RGVPSRNTSETSTTCDHEWLSV 

DSFSIVLRLTVIQQFLCGIVDQR 

DLAAIVHGNDAFFDRLQHGLA 

LLKQRGDFVGFQAEICDFFQYL 

NQNAGANQSDQHAK*Y/LTR*C 

SSDCH*SVGSHGLTQGRSPPRQ 

FVYDFHRRWG 


26125 


56493 


A 


26272 


1 


2700 
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PCT/US(»1/08631 



SKQ ID 

NO: 


SEQIDNO: 
uf peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X^Unknown, 
*=Slop codon, /=possible nucleotide 
deletion, \==possible nucleotide insertion) 


26120 


56488 


A 


26267 


1 


1657 


mliqrrrlafdrakhrraeml 

aqrargeeeahhhsspegaiev 

desevdldaisaqslrlvrsilm 

liallsvivlwseihsafgfleni 

slwdvtstvqgveslepitlga 

vliailvfiittqlvrnlpallel 

ailqhldltpgtgyaittitkyl 

lmligglvgfsmigiewsklqw 

lvaalgvglgfglqeifanfis 

gliilfekpirigdtvtirdltgs 

vtkintrchthrrqqlllqqX 

atssadviylgeavcskrratk 

vgdwlemakslagsgkqivls 

tlalvqasselgelkryvenge 

flieasdlgvvnmcaerklpfv 

aghalncynavp\lkillkqgm 

mrwcmpvelsrawlvnllnq 

cdelgirnqfevevlsyghlpl 

aysarcftarsedrpkdecetc 

cikypngrnvlsqenqqvfvln 

giqtmsgyvynlgnelasmqg 

lvdvvrlspqgtdtfamldaf 

RVNENGAAPLPLTANSDCNGY 

WRRLAGLSLRQIKTCLIFLLCQP 

RGRRPYRTRAMPPILTMPANSP 


26121 


56489 


A 


26268 


482 


605 




26122 


56490 


A 


26269 


1 


298 


MWPGMVTHAVRIPLHNDTVTL 

SDNFQPFAGTDAMTITRPLEML 

RDGKCPQPDWISSEGACAGNA 

TDSPHPFELKAGKTITLEDGRQI 

NGADYLAAPVPGKALAIFGDT 

GPCDAALDLAKGVDVMVHEA 

TLDITMEAKANSRGHSSTRQAA 

TRESELFRYTVKHSLIFASVIGII 

TLLQASTKI YTPGRKEQGEPMT 

PRRTPARF*IKSGQNNHAGRWK 

AD*RRRLLSCSSAR 



wo 01/075067 PCT/US01/(»8C31 



SEQID 

NO: 


SEQID NO; 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540»2I7 


Nucleotide 
location of flrst 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino ncid sequence ( \=IJnkno\vn, 
•=Stop codon« /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


26113 


56481 


A 


26260 


301 


1313 


RLEHDGVCLHRANHRYPGCRL 

HLDYVEPQLQHDDALRAAVM 

MFKQYLQVTKPGIIFGNLISVIG 

GILLASKGSIDYPLVIYTLVGVS 

LVVASGCVFNNYIDRDIDRKME 

RTKNRVLVKGLISPAVSLVYAT 

LLGIAGFMLLWFGANPLACWL 

GVMGFVVYVGVYSLYMKRHS 

VYGTLIGSLSGAAPPWIGYCAV 

TGEFDSNAAILLAIFSLWQMPH 

SYi^fAIFRFKDYQAANIPVLPVV 

KGISVAKNHITLYIIAFAVATLM 

LSLGGYAGYKYLVVAAAVSV 

WWl GMAI RGYKVADDRIWAA 

QSCSGFSllPITALSVMMSVDFM 

VPDSHTLLAAVW 


26114 


56482 


A 


26261 


3631 


4078 


CFLNFKTLLLVHLFRRVFLRIRL 

RHRKLHPVGLGGPVNKAAYAF 

CLGAMANGVYGPYAIFASVICM 

VSAFTVTASTMLAPR\WLLGLA 

niTFGAlPMATFDPI RVIG^FVl 

GSMVTGAIVGAMNIINRTLRVE 

ASVTSAQIVQTIIRLRR 


26115 


56483 


A 


26262 


814 


2126 


CTGCRKQRLPVVQGFAAGLAA 

NMIGSGFLGAVVGGLIAGYLM 

RWVKNHLRLSSKFNGFLTFYL 

YPVLGTLGAGSLMLFVVGEPV 

AWINNSLTAWLNGLSGSNALL 

LG AILGFMCSFDLGG PVNKA A 

YAFCLGAMANGVYGPYAIFAS 

VKMVSAFTVTASTMLXAPRLFK 

EFEI ETGESTLLLGLADITEG A I P 

MAIEDPLRVIGSFVLGSMVTGA 

IVGAMNIGLSTPGAGIFSLFLLH 

DNGAGGVMAAIGWFGAALVG 

AAISEGKRIFRYRDLIIVNSNQL 

FLHDHRFPRWEGLESVFFLLAA 

FQQDVGIWPPLGAMLGLATAV 

VLGFLLYWGGIRLNLGAFFKW 

TSLFILFVAAGLAAGAIRAFHEA 

GLWNHFOFIAFDMSAVLSTHSL 

FGTLMEGIFGYOEAPSVSEVAV 

WFIYI IPAl VAFALPPRAGATAS 






A 




1 
1 






26117 


56485 


A 


26264 


1 


700 




26118 


56486 


A 


26265 


1 


1428 




26119 


56487 


A 


26266 


254 


475 


RDQLVSELNQMLV*KSAFRMA 
ALITSRWPMVTHWFREVRRGN 
WRQFLPALTLLVRLSLMLMGR 
QAILRSRRNY 
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SEQID 

NO: 


SEQ ID NO: 
or peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540^17 


Nucleotide 
location or Hrsi 
codon for peptide 
sequence 


Nucleotide locution of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( \=Unkno%vn, 
*=Stop codon, /^possible nucleotide 
deletion, \=posstble nucleotide insertion) 


261 n 

- T * 


56479 


A 


26258 


1616 


3678 


PLAKTGRQREQLAGLAK/AHPS 

LTLHQDPVYVTRADAPVAGKV 

ALLSGGGTEHEPMHCGYIGQG 

MLSGACPGEIFTSPTPDKIFECA 

MQVDGGEGVLLIIKNYTGDILN 

FETATELLHDSGVKVTTVVIDD 

DVAVKDSLYTAGRRGVANTVL 

lEKLVGAAAERGDSLDACAELG 

RKLNNQGHSIGIALGACTVRSA 

GKPSFTLADNEMEFGVGIHAIL 

KGDIPEAEAILASIKPAGVVSRA 

DVVLPNQFQALRKSFIPERPVP 

VMVTRLFELPVQISLGVYSLER 

PANPQPIAYLVLQPRRKANNQN 

ASTSA 1 1 RATIGEPISCSVPSRGC 

EGGISVAETVPAMIIAIGITISEG 

LDARYRHVNSEHDPSDRQAKF 

EWRYFGNLGKTVNDWRKNNK 

ADIKEDGNRRCRHTNQPHCRIE 

AVEYDDGRLCPLHGAHRGQSS 

DGELVKPTVKTQSLAVHYSIGK 

LRHRPNHGAVYYQRLRSGMGL 

MNAFDSQTEDSSPAIGRNLRSR 

LARKKLSEMVEEELEQMIRRRE 

FGEGEQLPSERELMAFFNVGRL 

RAGSVKTQRSGANKQRRTRCV 

SRPSADTIIGELSGMAICDFLSHP 

GGIAHFEQLRLFFESSLVRYAA 

CU A Tr^CD PkDD VD Dlf^CVC f CDC\7D 

tHAl UoKUrKYKris.r YoioKc>Vr 
VSDNITLQQLLLSLNDQPARCK 
PSARCRLHGSHTSRYECNHRHG 


26112 


56480 


A 


26259 


185 


775 


IPEIFSGETHLKVSTLSKPTFSISS 

LIRCTTRFSSQLSLGIATMSHRK 

RVISALKSLSRLSANSLVFANQ 

VERSSLTNLGCTRCSG*SLFWQ 

RPALR*PFGLCPTVALTYLIVSP 

EW*KAVSVKCWRNRRLTLMTS 

QSPECLQHMRLTIALRYFRVAL 
SRRLLVYASVCFTFSG 



3518 



wo 01/075067 



PCT/US(H/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540^17 


Nucleotide 
location offlrst 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X^Unknown, 
*=Stop codon, ^possible nucleotide 
deletion, \=possible nucleotide insertion) 


26103 


56471 


A 


26250 


2 


563 


STTSSTTAFSATTAGTPSTGNTP 

SASPIWRRPNFWAUKVYLLHW 

FCHRQPSKEVLFHLALYRNNPR 

CKAVVHLHSTWSTALSCLQGL 

DSSNVIRPFTPYVVMRMGNVPL 

VPYYRPGDKRJAQDLAERETHV 

MHAFLLANHGPVVCGESLQEA 

ANNMEELEETAKLfFlLGDRPIR 

YLTAGEIAELRS 


26104 


56472 


A 


26251 


2 


1481 


PENQINKLKQAIPADYRSHQKC 

VNQPSSPTITPRLFAITVITDERG 

YATGSAGNLSL/LLPDGNLLAT 

PT/GSCLGN/LDPQRFSKVAADG 

EWL/SGDKPSK/EVLFHLALYR/ 

NNPRCKAVVHL/HSTWST/ALS 

CLQGLDSSN V 1 RPF/TP Y V V MR 

MGNVPLDLAELAA/DNQAFLL 

ANHGPVVCGE/SLQEAANNME 

ELEETAKA.1FILGDRPIRYLTAG 

VCPLAKMLNGTGQYLSIKRCT 

NNRSVRGTCSAPRAGPKGYGL 

MMMIDVLSASYSAYRSGDRTL 

LYSYHRASACADSTTLTVLISY 

TFHLVNSYSTVPPLEGSGTQPA 

SPSFPTRVSDDHNRDFFFLLSPC 

GLLQNLAQCIRQVGIQLDFGCV 

IISAQTETDGPLVCGRFEEGTPF 

SPQTPRDCDPNRSYSGNTQGVR 

GATSSPGSAISFEQTVNARSHVL 

RVTLTLGLTRPMLYVTGSLKWI 

NICILPISLKPLRYYIHLAAQFPT 

APISLGRSLHVVPHEEVAM 


26105 


56473 


A 


26252 


1 


413 




26106 


56474 


A 


26253 


3 


247 




26107 


56475 


A 


26254 


300 


665 




26108 


56476 


A 


26255 


1 


1854 




26109 


56477 


A 


26256 


I 


1611 




26110 


56478 


A 


26257 


942 


1040 





wo 01/075067 



PCT/USOl/08631 



SEQ ID 


SKQ ID NO: 


Met 


SEQ ID NO: 


Nucleotide 


Nucleotide location of last 


Amino acid sequence ( X^Unknowo, 


NO: 


uf peptide 


hod 


tn USSN 


location of first 


codon for last amino acid 


*=Stop codon, /^possible nucleotide 




sequence 




09/540^17 


codon for peptide 
sequence 


of peptide sequence 


deletion, \-posstble nucleotide insertion) 


26099 


56467 


A 


26246 


1 


2625 


mvafyrhagrmwpgialscsl 

veavvgavllrkllpwynplq 
nladwlrlalgsansagvnis 
tatvcrqcedapcanvcpngai 
srdkgfvhvmqercigcktcv 
vacpygamevvvrpvirnsga 
Cj ln vradka ban kcdlcnhre 
dgpacmaacpthalicvdrnk 
leqls a ekrrripgn irr! rsg r 














^RRPVTAGCDAVVSGRAGYAI 

HDGGNNSMAKNTSCGVQLRIR 

GKVQGVGFRPFVWQLAQQLSH 

GSRMRDGTCNLKYDEYSRSGS 

MQYNPLGKTDLRVSRLCLGCM 

TFGEPDRGNHAWTLPEESSRPII 

KRALEGGINFFDTANSYSDGSS 

EEIVGRALRDFARREDVVVATK 

VFHRVGDLPEGLSRAQILRSIDD 

SLRRLGMDYVDILQIHRWDYISI 

TPIEETLEALNDVVKAGKARY! 

GASSN4HASQFAQALELQKQHG 

WAQFVKSDENDAPDRQSGSTG 

SQCKNCGADTEPQVAAGPGLS 

ELNPVHCPHLHYRAHFRADRH 

SV ACSLLDTPVTG HQV APTYRQ 

QVPRAGQVHDPSKHTRMPCEN 

IDPVRTIIRRISDPPVPASATLGA 

SKASRIRPRRSHSIPEITAKSRKP 

OOV^rlV WV^ V IL. Wl^LJKJJblv V V V 

K/tOTVR nr^innVIVPTA HP 1 nPD 
vviK^ 1 V rvL/v^lOV^ri Vr 1 ArllvLLIlvr 

TSGVLLMGLSSEAGRLLAQQFE 


26100 


56468 


A 


26247 


1 


1833 




26101 


56469 


A 


26248 


1 


517 


MRNKLSFDLQLSARKAAIAERI 
AAHKIARSKVSVFLMAMSAGV 
FMAIGFTFYLSVIADAPSSQALT 
HLVGG LCFTLGFILLA VCGTSLF 
TSSVMTVMAKSRGVISWRTWL 
INALLVACGNLAGIACFSLLIWF 
SGLVMSENAMWGVAVNYTAPR 
AKCH H LLNLSASALCA 1 


26102 


56470 


A 


26249 


3117 


3527 


EAVHRLARYRDAPRRS**SPLL 
CASVYP*LEQVPLQAQAVVPLR 
VLQAGKPVVPVAVLNAQAAAL 
ARPVAKLAAATAVQAAADRQ 

AAADAAI r^A P14\/ A A \/D A I r\ A A 
AAAr A AL.L'ADn V A A V r ALV^A A 

AGPVDAAAQTHKAVGTGVAA 
TDEQPHAPER 



3516 



wo 01/075067 



PCT/US(»l/08r.31 



SEQID 
NO: 


SEQ II) NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 

inUSSN 

09/540,217 


Nucleotide 
location of Tirst 
codon Tor peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


26095 


56463 


A 


26242 


1 


2084 


MLFPLATSGAMEPFPFLAGTAG 

ALVGGLQN IGSG VLASLS AMLP 

QTGQPGVVDDLNGIVDRAVLA 

AAGDADVASGAARLSARHRSI 

VlSSMGERCCFIRSRITRJCGHWl 

CPQGNEIPVVAVASHDTASAVI 

ASPLNGSRAAYLSSGTWSLMG 

FESQTPFTNDTALAANITNEGG 

AEGRYRVLKNIMGLWLLQRVL 

QEOQINDLPALISATQALPACRF 

IINPNDDRFINPETMCSEIQA-AC 

RETAQPIPESDAELARCIFDSLA 

LLYADVLHELAQLRGEDFSQL 

HIVGGGCQNTLLNQLCADACGI 

RVIAGPVEASTLGNIGIQLMTLD 

EL>4NVDDFRQVVSTTANLTTFT 

PNPDNSLYTTDKGALRMTTQL 

EQAWELAKQRFAAVGIDVEEA 

LRQLDRLPVSMHCWQGDDVSG 

FENPEGSLTGGIQATGNYPGKR 

VMPVSYVPIWNSTLSLSGSNWF 

NRKALGSPARYDVLPKWWRN 

VVKPTRTRLYIGIAFYKVGEPS 

KIEPDWMrNGGVPELKKQLDL 

NDAVPEISGTILFREDYRNKPQT 

QQAADPPIRAKAAEIAVAHAH 

YLSIEFYRIVRIDPHAEEFLSNEQ 

VERQLKSAMERWIINVLSAQIR 

PQPAVRHYRGLATVEMPVATG 

RYPTTRYXGLVELEPKTGRKHQ 

LRRHLAHLRHPIIGDSKHGDLR 

QNRSGAEHFGLQRMER 


26096 


56464 


A 


26243 


1 


2871 




26097 


56465 


A 


26244 


690 


824 




26098 


56466 


A 


26245 


950 


1484 





wo 01/075067 



PCT/USOl/08631 



SEQID 
NO: 


StQ ID NO: 

ofpcpliUe 

sequence 


Met 
hod 


SEQ ID NO: 

inUSSN 

09/540^17 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X^Unknuw-n, 
^=Stop codon, /^possible nucleotide 
deletion, \=po.ssiblc nucleotide insertion) 


26091 


56459 


A 


26238 


732 


1025 


HEAKRTGRSYWFTAV'WLRG 

V/RRMVARQNAKNCWHGTFFR 

VARVSLPISAHASSTHLSGSAH 

YVPPSAYRNSRRYSRGLCRCRV 

SSCDAATGVVVPQ 


26092 


56460 


A 


26239 


1905 


3087 


RVCSCDAGTLHWLQNLRCGLP 

VWCDGSGGTSGDPQQRRGSEC 

TG*QSRSQ*MRPVQPS*RRPGV 

YGGLPDS\WL!CVDRNKLEQLT 

PEKRRQAKLRAMKPDEFAQI9 

QAVITQMLQHPQTLGEEASKLS 

KDFDRGNMRFDSRDKIVAQIKL 

VTPQKLADFFHQAVVEPQGMA 

ILSQISGSQNGKAEYVHPEGWK 

VWENVSALQQTMPLMSEKNEQ 

NLYDCGALFAPVTWTSGSAAF 

PRPLTVEELLVVTFTEAATAEL 

RGRIRSNIHELRIACLRETTDNP 

LYERLLEEIDDKAQAAQWLLL 

AERQMDEAAVFTIHSFCQRML 

N LNTNECCFQRTTKTIHRDSFK 

STPRAAKSCSGLLPALAPSQISS 

NTPIQPLSRFKFSGVTSPTSAAS 


26093 


56461 


A 


26240 


I 


2235 




26094 


56462 


A 


26241 


166 


416 


CHVVGPFRVRRNLISAQHXPLTL 
NbXKH 1 1 i KAAKKLLKYrCji PR 
YRHSIDIHMQLDMTTSRSLSSL 
RDQLHCRWLLPAERQAI 



wo 01/«75(>67 



PCT/US(H/(>863J 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEO ll> NO: 
■n USSN 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
oi pcpiiac ^ct|uciiir7 


Amino acid sequence ( X=linkno\vn, 
*=Stop codon, /==possible nucleotide 

(l*»l<ktann \=nACCthl» nii<<l<>/t#i/tn anfPirtlAnl 

uctciinn* \— pobaiDic nucicuiiuc insc* 


26089 


56457 


A 

■t 


26236 


530 


1865 


RGIMKRLDLMFKQSHASMYIKQ 

PEQLDYQLNLKEVITAVFISMV 

VLN 1 S PTL Y/PDKPSPKDK Y VA Y 

AINIPDYELAADVYNINVTSPSG 

QQETFKILIMLEHLRQTLERKSL 

TAVQKSQCEIITPKKPGEAILHA 

FNATYQQIRENMSEFARCHYG 

YIQIPPVTTFRADGPETPEEEKG 

YWFHAYQPEDLCTIHNPMGDL 

QDFIALVKDAICKFGMDIIPDYTF 

NFMGIGGSGKNDLDYPSADIRA 

KISKDI EDPVTKERKQIH PEDI H 

LTAKDFEASKDNISKDEWENLH 

ALKEKRLNGMPKTTPKSDQVI 

MLQNQYVREMRKYGVRGLRY 

DAAKHSKHEQIERSITPPLKNY 

NERVHNTNLFNPKYHKJCAVM 

NYMEYLVTCQLDEQQMSSLLY 

ERDDLSAIDFSLLMKTIKAFSFG 

GDLQTLASKPGSTISSIPSERRILI 


26090 


56458 


A 


26237 


14 


2031 


LIVLS*QHG/DLRQNRSGAEHFG 

LQRLMLHASQLSLTHPFTGEPL 

TIHAGLDDTWMQALSQFGWRG 

LLPENERVEFSAPSGQDGDPTL 

GLIKEVACELSGMMRRSQPWE 

EAEESIPDRGESLLEVSGTPNAG 

WGAEGLAEREALLLCCCCGPM 

GPDPLGLGSPGSVRGRSRLIHH 

AISGEALWEVTSEGLDMAAAR 

QFAIEKGAPALRAMTFIERAAM 

LKAVAKHLLSEKERFYALSAQT 

GATRADSWVDIEGGIGTLFTYA 

SLGSRELPDDTLWPEDELIPLSK 

EGGFAARHLLTSKSGVAVHFNA 

FNFPCWGMLEKLAPTWSGRNA 

SH HQTS YRDGPLTQ A M EFEDK 

AQQRDVETARHFTFFRIIANED 

KKTGFPRFQTIVITASHKTIDRT 

RYTYGAWRCYRPLLTVEEYRA 

TGSLITQPKFPPHKSSEVHRVPR 

NQGRFVAVNSTLPTEPATVAPV 

RNGNASRDTAKTQTAERPSTTR 

PARQQAVIEPKKPQATVKTEPK 

PVAQTPKRTEPAAPVASTKAPA 

ATSTPAPKETATTAPVQTASPA 

QTTATPAAGAKTAGNVGSLKS 

APSSHYTLQLSSSSNYDNLNGW 

AKKENLKNYVVYETTRNGQP 

WYVLVSGVYASKEEAKKAVST 

LPADVQAKNPWAKPLRQRHRD 

LRGDERRDDRRSEYFNRQVIS 



wo 01/075067 



PCT/USOl/08631 





StQ ID NO: 


Met 


SEQIDNO: 


Nucleotide 


Nucleotide location uf last 


Amino ucid sequence < X='Unknown, 


NO: 


of peptide 


hod 


in USSN 


location of first 


codon for last amino acid 


*=Stop codon, /=possible nucleotide 




sequence 




09/540^17 


codon for peptide 
sequence 


uf peptide sequence 


deletion, \=p05sible nucleotide insertion) 


26086 


56454 


A 


26233 


152 


2099 


GNRLLVVSFIAFSKNSTHFKGIF 

AMR(ILLGAPGAGKGT0AOFIM 

EKYGIPQfSTGDMLRAAVKSGS 

ELGKQAKDIMDAGKLWTDELV 

lALVKERIAQEDCRNGFLLDGF 

PRTIPQADAMKEAGINGHYVLE 

FDVPDELIVDRIVGRRVHAPSG 

KV Y H V JSk.r iNnrlS. V tOlVLilJ V Ivjti 

ELTTRKDDQEETVRKRLVEYH 
QMTAPLIGYYSKEAEAGNTKY 














akvBgtkpqiyrgslyvsdqig 

htivnpdgvvcdcgrygclet 

vaslsalkkqarvwlksqpvs 

tqldpeklttaqliaawqsgep 

witswvdrsanaiglslynfln 

ilninqiwlygrscafgenwln 

tiirqtgfnpfdrdegpsvkatq 

igfgqlsraqqgvdlgnmiits 

gqipvnpktgevpadvaaqar 

qsldnvkaiveaaglkvgdiv 

kttvfvkdlndfapvnatyea 

fftehnatfparscvevarlpk 

dvkieieaiamlytgyhyndap 

savryprgnasgveltpleklp 

igkgivkrrgeklailnfgtlm 

peaakvaeslmatlvdmrfvk 

pldealilemaashealvtvee 

IN A 1 IVIU O AU V IN li V L IW A M KJvr 

vpvi Kiir;! pnFFiPonTnppivyiD a 

V LiNlVjLrlJr rit^V^^ I V^c.t^iViKA 
FI ni DAAGMFAKIKAWI A 


26087 


56455 


A 


26234 


935 


1020 




26088 


56456 


A 


26235 


145 


373 





3512 



wo 01/(>75067 



PCT/USOl/08631 



SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


StQ ID NO: 
in USSN 
09/540,217 


Nuclrotide 
location or first 
codon Tor peptide 
sequence 


Nucleotide location of last 
codun for l»st amino acid 
of peptide sequence 


Amino acid sequence ( \~Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \==pos$ible nucleotide insertion) 


26079 

■V - - . ..: 


56447 


A 


26226 


102 


1655 


RKQMMYSLKQLKVFVTVAQEK 

SFSRAGER1GLSQSAV\SHSVKE 

LENHTGVRLLDRTTRAVVLTD 

AGQPLALRLERLLDELNSTLRD 

TGRMGQQLSGKWRVAASQTIS 

AHLIPQCIAESHRRYPDIQFVLH 

DRPQQWVMESIRQGDVDFGIVI 

DPGPVGDLQCEAILSEPFFLLCH 

RDSALAVEDYVPWQALQGAKL 

VLQDYASGSRPLIDAALARNGI 

QANIVQEIGHPA^LFPMVAAGI 

GISILPALALPLPEGSPLVVKRIT 

PVVERQLMLINVIQTLRFAFIFR 

LSRRQHFAKVTPLLHRHGDYF 

VFIGFDYGTANCSVAVMRDGK 

PH LLKMENDSTLLPSM LC A PTR 

EACGRVDVIEVSKSKVRKNTY 

AMRYVAGQPAERJLPPGSFAS! 

GQALPPGEPLSTEERIRILVWNI 

YKQQRAEWLSVLKNYGKDAH 

LVLLQEAQTTPELVQFATANYL 

AADHVPAFVLPQHTSGVMTLS 

AAHPVYCCPLRERKPJLRLAKS 

ALVTVYPIFPYLSNS 


26080 


56448 


A 


26227 


159 


290 




26081 


56449 


A 


26228 


562 


774 


VLRMIT* SKSQFAQDMCRN V LL 
INNFGRIQHDPAIFHFQRNEAVP 
LWTVSAQEVKKDFTSGLRHGS 
VRGDL 


26082 


56450 


A 


26229 


50 


409 


GYASQALlLASlPAASRPSSARiS 

S*VPCGIKKSGRPMFSTGTGLR 

WAISTSFTPLPAPPIMAFSSTVTS 

ASWLAAISRINASSSGFTKRIST 

SVAFSDSATFAASSTNSRNAPPP 

VEM 


26083 


56451 


A 


26230 


405 


626 




26084 


56452 


A 


26231 


1 


1528 




26085 


56453 


B 


26232 


1 


1755 





wo «l/(»75«r>7 PCT/US01/(>8631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQIDNO: 

inUSSN 

09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( \=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 




JO*tHU 


A 
t\ 




9 1 7 


ACM 


I 1 1 N Loir LAIN N T KoL.orViO 

r\U/l>l CNVIDD *MD Wrf^l^ A D A D AKI 
L? W AvLo IVI r K IN K T V v^* t\J\ Vt\ YJK In 

KTSPMKAPPANIALGVTnJVAR 


26073 


56441 


A 


26220 


\ 


1179 




26074 


56442 


A 


26221 


176 


569 


WPMRHTFSEAHAAQRAGGKNP 
GHDTADYATNAVHTEDIAGIIH 
PQQAFEHGNAPQARQTSYHAD 
NQRAANPNVAAGNmiADQTG 

XID A DTI>DP*0*D 1 TXr^D DC"rcr\D 
INKAK 1 KJrvv ' ■ l^lvrt^ 1 tUr 

A K IN KJ\JvL^ LI r1 o 1 n N^ll^V^ C K Li r I K 

RAR '. 


26075 


56443 


A 


26222 


1442 


2309 




26076 


56444 


A 


26223 


155 


2929 


HLHWFVFSGWFTVTRLAFGEG 

NNFFGNINWLMLKNIELTAVM 

GSIYQYIHVAFQGSFACITVGLI 

VGALAERIRFSAVLIFVVVWLT 

LSYIPIAHMVWGGGLLASHGAL 

DFAGGTVVHINAAIAGLVGAY 

LIGKRVGFGKEAFKPHNLPMVF 

TGTA 1 L YIG WFGFN AGS AGTAN 

EIAALAFVNTVVATAAAILGWI 

rVJE. WALKOKroLLUALyoUAlAU 
LVvjV 1 rAUO r IvJ VOLiALllO V V 

AGLAGLWGVTMLNAC 


26077 


56445 


A 


26224 


2 


1064 




26078 


56446 


A 


26225 


1849 


2515 


MEGHLWIRIDLSQSAVSHSVKE 

LENHTGVRLLDRTTREVVLTD 

AGQQLALRLERLLDELNSTLRD 

TGRMGQQLSGKVRVAASQTIS 

AHLIPQCIAESHRRYPDIQFVLH 

DRPQQNWMESIRQGDVDFGIVI 

DPGPVGDLQCEAILSEPFFLLCH 

RDSALAVEDYVP\ALPLPEGSPL 

VVKRITPVVEROLMI VRRKNR 

SLSTAAEALWDVVRDQGNAL 
MAAA 



3510 



wo « 1 pcT/us» 1 im>i \ 



SEQID 

NO: 


SKQ II) NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 

tntlSSN 

09/540,217 


Nucleotide 
location of first 
codun for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


26066 


56434 


A 


26213 


1 


899 


MGRTTRRDAAQAPGTRRSGDS 

RGYPYVTRPEGTDADDPQKDK 

AALGSHRVAGQPELFSIDELTR 

RDPHSASGAWTARYTVSTIAAF 

ALVIANRLYTIEEEATTPSGCGP 

ASSSTSSRGVDMCLRNLCMHG 

YDATIPLTLIAADSMDEYNKPD 

LSHVISQGQRADDLTRQTAGEF 

AEQFNLHLFPQTWVTDIDAEAR 

VVKSQNNQWQYDKLVLATGA 

SAFVPPVPGRELMLTLNSQQEY 

RACETQLRDARRVLIVGGGLIG 

SELAMDFCRAGKAVTLIDNAA 

S 1 LA SLM PPE VSSRLQH RLTEM 

GVHLLLKSQLQGLEKTDSGIQA 

TLDRQRNIEVDAVIAATGLRPE 

TALARRAGLTINRGVCVDSYLQ 

TSNTD1YALGDCAEINGQRD*SS 

ARRVVPGRFPGAVRWRQLPHP 

LRYCAGGPALPECQNPFFPAPV 

TEISTADERPSPSTDAASGCLLP 

VALTTPEYWQRCRLA 


26067 


56435 


A 


26214 


1 


1264 


MDYMVPVGMDWLCRETAGM 

RVSIKKGSVVFPLNPELVMKVV 

RQRSTIVTPSGFKAGAFNFERFK 

EASNQTLGSTFLYSLSCPKPNL 

GSQPLDFDTKKSYTLKVEAAN 

VHIDPRFSGRGPFKDTATVKIV 

VEDADEPPVFSSPTYLLEVHEN 

AALNSVIGQVTARDPDITSSPIR 

LYRIPGDDAKCVQFNREGVKA 

LKAKPVEKAAPAPAAAAPKAA 

PTPAKPMGEQLALYRMAGSNA 

DRIQGRMDPTRGQSAAEWLQT 

AEEADIAWVLKTYGEERFAKRJ 

ARAIVERNREQPMTRTKELAEV 

VAAATPVKDKFKHPATRTFQA 

VRIWVNSELEKIEQALKSSLNV 

LAPGGRLSIISFHSLEDRIVKRF 

MRENSRGPQVPAGLPMTEEQL 

KKLGGRQLRALGKLMPGEEE\S 

VLRIAERTNA 


26068 


56436 


B 


26215 


64 


663 




26069 


56437 


A 


26216 


27 


791 




26070 


56438 


B 


26217 


1 


1638 




26071 


56439 


A 


26218 


1 


375 


STKKQRGEIHHPDGHGIAQDRH 

LPRTSVDQRPLRQTNHPAGL*Q 

ANG*GVFKRCRAHSATT**KDD 

E*NESAENAA*GGKVEGTDVT 

GDLLHEMPAITPDKCEHNQATD 

CQWVALSCGRHERSSV 



wo 01/075067 PCT/USOl/08631 



SKQ ID 

NO: 


SEO ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540»2I7 


Nucleolide 
location or first 
codon for peptide 
sequence 


Nucleotide location or last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( \=Unknown« 
*=Slop codon, A=possiblc nucleotide 
deletion, \=possible nucleotide insertion) 


26058 


56426 


A 


26205 


197 


1043 


YEICSLTMQQLQNIIETAFERRA 

EITPANADTVTREAVNQVIALL 

DSGALRVAEKIDGQWVTHQWL 

KKAVLLSFRIMDNQVIEGAESR 

YFDKVPMKFADYDEARFQKEG 

FRV\VPPAA\VRQGA\F1ARNTVL 

MPSYVNIGVAYVDEGTMVDTW 

ATVVGSCAQIGKNVHLSGGVGI 

GGVLEPLQANPTllEDNCFIGAR 

SEVVEGVIVEEGSVISMGVYIG 

v^s 1 KI YUKJb lOfcm YOKVrAOa 

VVVSGNLPSKDGKYSLYCAVIV 

KKVDAKTRGKVGINELLRTID 


26059 


56427 


A 


26206 


1 


406 


MGKKNWNTLGEGVCSCRMFL 
PDANTLAKNSACSAASAVQAA 
DRPDSQEAEALEHMAHSRCAL 
RCQTLVIVHVSLMRVSWYHSVI 

l\/\/DI TCDT I CCI \/Di^DI DODDI^ 

1 V VPL 1 brLLbbLVKCKLKSKKL) 
DVPVAPAVSATPRREP\SVLR1A 
ERTNA 


26060 


56428 


A 


26207 


1 


2574 


MWAFRGKRPVTLKILHVPITNL 

RKN ITSTRGLTKESSQGKL VRA 

QEEYTPARE1AKMG\GNPCRPG 

G1VFAGER*DVTSPYV*TSTRGL 

TKESSQGKLVRAQEEYTPAREI 

AKMGWQSLPARRYCLCWRKIR 

RYlTLRLNIAYAGGYKAPVEDl 

ALWMETDGACDHVDFTWNiPS 

KCQGPMDIVSRPVFWHAHGIV 

LrAOAKNLNrl LI KIrrYLWLL 

1 LK 1 0 Y AAAuMyALALLli>KOc> 

PDAVVLSTQHSEEIDQ 


26061 


56429 


A 


26208 


I 


3771 




26062 


56430 


A 


26209 


239 


451 


LPPTAWMSTTNLTSAMLSVRG 
N VrM 1 LrAKKKVNbrobLlUl Cr 
HKJ'A' lOoMr Ivr V W ' IWVKl J oUN 


26063 


56431 


A 


26210 


1 


2079 




26064 


56432 


A 


26211 


1573 


2562 




26065 


56433 


A 


26212 


275 


643 


SSRTALFTGSAVPGCAPPSGRSL 
FPQCLQSKLARSFPIRCSRSGAA 
ILFRRLSFSPGTELILEDR/IVKRF 

ICKLGGRQLRALGKLMPGEEE\S 
VLRIAERTNA 



350R 



wo (n/075(»r>7 



PCT/US01/(>8631 



SEQID 

NO: 


SEQIDNO: 
of peptide 
sequence 


Met 
liod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( \=tJnknown^ 
*=$top codon, /^possible nucleotide 
deletion^ \=:possible nucleotide insertion) 


26053 


56421 


A 


26200 


1 


1236 


MGPGDLPRGLATFWTELGLLS 

WARELARMPAVEMPPRSCPGR 

SRLSCSIGVAMFYGDLTAEQLY 

SRAISAAFTARHKGKNQIQFFD 

PQQMEAAQKRLTEESDILNALE 

NHQFAIWLQPQVEMTSGKLPG 

KSAAIMLPLSVNLSALQLMHPN 

MVADMLELLTRYRIQPGTLILE 

VTESRRIDDPHAAVAILRPLRN 

AGVRVALDDFGMGYAGLRQL 

QHMKSLVRLTKSEVSSETDQDE 

LPLAKVSEVDEAKRQWLQGMR 

HPVDTVTEPEPAEILAEFIRQHS 

AAGQLVARAVFLSPPYLVAEEE 

LSVLLESIKQNGDYADIACLTG 

SKDDYYYSTQAMSENYAAMSL 

QVVEQDIFSPMAHAVRFECQTY 

PRPYKVAMLMQAPYYFQEAQl 

EAAIAAMDVAPEYADIRQGIVG 


26054 


56422 


A 


26201 


I 


1161 




26055 


56423 


A 


26202 


1 


1038 




26056 


56424 


A 


26203 


1 


1472 


MVRLCIRLPIRVYAKVVDKNAL 

SLWMRERSDLWVQPKVDGVA 

VTLVYRDGKLNKAISRGNGLK 

GEDWTQKVSLISAVPQTVSGPL 

ANSTLQGEIFLQREGHIQQQMG 

GINARAKVAGLMMRQDDSDTL 

NSLGVFVWAWPDGPQLMSDRL 

KELATAGFTLTQTYTRAVKNA 

DEVARVRNEWWKAELPFVTD 

GVVVRAAKEPRIPPLATGPGRV 

AGGLEISTCSSGCRSEGNEPGKI 

SVVASLAPVMLDDKKVQRVNI 

GSVRRWQEWDIAPGDQILVSL 

AGQGIPRIDDVCPSDPAILSDIVP 

SW/VTTQW/LKKRAVSSRMMK 

NQA^KKGSETGYFDKDEARFQK 

EGFRVVPPAALRQGAFIARNTE 

LRPSYVNIGAYVDEGTMVDTW 

ATVGSCAQIGKNVHLSAGVGIG 

GVLEPLQANPTIIEDNCFIGARS 

EVVEGVIVEEGSVISMGVYIGQ 

STRIYDRETGEIHYGRVP/AGKV 

DAKTRGKVGINELLRTID 


26057 


56425 


A 


26204 


240 


455 


RLHPPYYRGWiFEEVPViSMGV 
YNGQSTRIYDR/ETGEIHYGRVP 
AGSVVVS\KVDAKTRGKVGINE 
LLRTID 



wo 01/075067 



PCT/USO 1/0863 1 



StQ ID 

NO: 


SEQ in NO: 
or peptide 
sequence 


Met 
hnd 


SEQIDNO: 
in USSN 
09/540.217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon fur last amioo acid 
or peptide sequence 


Amino acid sequence ( X=Unknovvn. 
*=Stop codon, /=possibIe nucleotide 
deletion, V=possible nucleotide insertion) 


26041 


56409 


A 


26188 


61 


433 


WIPHRGCRWSCLPVPRGALAFL 

SPRVVSGTGRRGAEGGARRGG 

SGRTGAHGVGGRLRHGGLQVP 

5>LArKJbOc>C 1 COCixObOAKtby 
N LO r r Ki: r Kou U U A KO o IJO 1 CO 

K>ID\/KyfCDL^\l/l1 C/^DCCD 

K V M r RK W 1 LrC r 5>!> R 




Do4 10 


A 

A 


261 oy 


OAT 

297 


CAO 

jyy 






5641 1 


A 

A 




j70 






2oU44 




A 

A 


J.o\y\ 


222 


'TOO 






J04IJ 


A 

A 




j4o 


Oj4 




ZOU40 


>o4 14 


b 




TAX—- * - .■'T^^ 






26047 


56415 


A 


26194 


281 


549 




26048 


56416 


A 


26195 


1981 


2337 




26049 


56417 


A 


26196 


267 


770 


TRVDM1HYGLRKGPGETPS*SL 

RSFRAGQTGASRARGLTLLSSH 

SSALRKGSPKHFCTLCWQTFLA 

WCVWKVAFSPSRCQTQFDLGK 

STQWTLEILTDPKSHLFSRKQQ 

rl^AKAr A V r r ArLK.OCH VO A R 

GSHCQGFQGCFRPSVAPLILGT 

DGFSLLEKLWTFKTC 


26050 


56418 


A 


26197 


165 


374 


RVTVQWL*YLRPRMP*N*PRPR 
SGKPr IDSTHSSHR* RQRNAVSL 
FSPVMSALRRCSVHRRLPDGGV 
VA 


26051 


56419 


A 


26198 


357 


981 


HWRGDVLRRSHRRTALQSRYF 

CGIYRSP/YKAR/MQIQFFDPQQ 

MEAAQKRLTEESDILNALENHQ 

FAIWLQPQVEMTSGKLRGISKQ 

LVGFTNRQNGATKLLVQYFTH 

RQIDCAGTADQPNPAGKVDDC 

GVTGNVTDRQQGKQHGQAKE 

In t Lts<?lN AL- Ar l^K A 1 1: n Ivv^RK Y A 

OQNRNQRHAERTNHFGVR 


26052 


56420 


A 


26199 


1 


2601 





3506 



wo (H/075067 



PCT/USO 1/08631 



SEQID 
NO: 


SEQID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon fur last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /"possible nucleotide 
deletion, ^possible nucleotide insertion) 


26031 


56399 


A 


26172 


61 


2560 


PGFCHPRKAYSSYGQRSKGSQK 

MKASSGRCGLVRWLQVLLPFL 

LSLFPGALPVQIRYSIPEELAKN 

SVVGNLAKDLGLSVRDLPARK 

LRVSAEKEYFTVNPESGDLLVS 

DRIDREQICGKQPLCVLDFDTV 

AENPLNIFYIAVIVQDINDNTPL 

FKQTKrNLKIGESTKPGTTFPLD 

PALDSDVGPNSLQRYHLNDNE 

YFDLAEKQTPDGRKYPELILKH 

SLDREEHSLHQLVLTAVDGGDP 

PQSGTTQIRIKVTDANDNPPVFS 

QDVYRVTLREDVPPGFFVLQVT 

ATDRDEGINAEITYSFHMVDEQ 

VKHFFNLNEKTGEITTKDDLDR 

EIASSYTLSIEAKDPGDLAAHCS 

IQVEILDDNDCAPEVIVTSVSTP 

LPEDSPPGTVIALIKTRDRDSGE 

NGEVYCQVLGNAKFILKSSSKN 

YYKLVTDGALDREEIPEYNLTI 

TATDGGKPPLSSSllVTLHISDV 

NDNAPVFQQTSYMVHVAENNP 

PGASIAQISASDPDLGPSGQVSY 

SIVASDLKPREILSYVSVSAQSG 

VVFAQRAFDHEQLRAFELTLQ 

ARDQGSPALSANVSLRVLVGD 

LNDNAPRVLYPALGPDGSALFD 

MVPRAAEPGYLVTKVVAVDA 

DSGHNAWLSYHVLQASEPGLF 

SLGLRTGEVRTARALGDRDAA 

RQRLLVAVRDGGQPPLSATATL 

HLIFADSLQEVLPDLSDRREPSD 


26032 


56400 


A 


26179 


47 


325 


ATMRLSVCLLLLTLALCCYRA 

NAVVCQALGSEITGFLLAGKPV 

FK\FQLAQFKAPVEAVASNMEA 

INCVDTM\AYEKRVLITKTLGKI 

AEKCDR 






A 


761 RO 


1 


5747 








A 


£Aj 1 O 1 


7776 


2874 








A 


26182 


89 


369 






S6404 


A 




'^87 


555 








A 
rV 




7 


67 




26038 


56406 


B 


26185 


\ 


444 




26039 


56407 


A 


26186 


1129 


1275 




26040 


56408 


A 


26187 


61 


313 


WIPHQGYRWSCLPVPRCALAFL 
SPWV VDGTG H RG AGGG AG WG 
GFGRTGAHG\GVGGSGMAGCR 
SRAHSGGVGMTMTWQllPEVP 



wo 01/075067 



PCT/USOI/08631 



SEQID 

NO: 


SEQ ID NO: 
of ptpliile 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540.217 


Nuclcotitle 
location or first 
codon for peptide 
sequence 


Nucleotide location of last 
codon Tor last amino acid 
or peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


26020 


56388 


A 


2616! 


207 


479 


PVVSDGAGPLPSLPHPDGRG^SV 
NSPQVLL* *GSGE/PRASDSPLP 
QLCGVSPHRPTWGSALWGGEQ 
CTS E MG ETI D PPG PHTFS KN FC F 
ELQ 


26021 


56389 


B 


26162 


1 


453 




26022 


56390 


A 


26163 


1 


379 




26023 


56391 


A 


26164 


1 


1054 


MFLQAAQKANVNPHLLLVRTQ 

AASTHGRRADPHVGRCGETPQ 

SWGKGESLALAPLSLTKAALED 

CSQiSPSHQGTLCTCLLILDLRTG 

KLSLEHTEEPSDVPSHLLYRWS! 

SSAITEVFQALASSDSTSQPVNV 

HTKEDMKVQDIALVLPSRKSR 

NACRTTTSTCKALLMRQLAAR 

VILQNCVSKSSRGIHVPQKNLT 

LPVRGDSVLAGSPHSPRSLSAPP 

LPGLPLWRHLKSPSAHRCTVGG 

PFLG WPRPEPAPS ACRE ALA AF 

P/PGQGSGPAAR\QPEPPPPPWA 

PVQPESPRQAPPPAPRSPVPSTT 

QGLRSTGTKHRDWQAAPPAAP 

VRDPLGEASWAPESGGDVENL 


26024 


56392 


A 


26165 


2 


362 


EMSRLYRSRDRD/GVCLQ/IEVK 

MVSRTEANIDDSLIGGNASAEA 

PEGEGTESTVITGVDIVMNHHL 

QETSFTKEAYKKYIKDYMKSIK 

GKLEEQRPDRVKPFMTGAAEQI 

KHILANFKNYQ 


26025 




A 


26166 


35 


359 




26026 


56394 


A 


26167 


22 


459 




26027 


56395 


B 


26168 


102 


431 




26028 


56396 


A 


26169 


85 


674 


RRRRLPSVAiMIlLPGPSSSHDE 

mf\sdiskir\eiadgvcawkve 

g\kmv\srte\gtid\dsligg\na 

saerprgakgterhqlitgvxdl 

vmtp\hl\qetkfsqkeask:ic\yi 

k\dymksikret*knrrpeksk 

TFL*PGAAEQ1KHILANFKN\YQ 
FF i\G ENMN P\DG M V A LLD YP * D 
WVV 1 r Yivllrr*(jWV*KWbKC 


26029 


56397 


A 


26170 


1 


1640 




26030 


56398 


A 


26171 


1 


1527 





WO(H/()75067 PCT/US«l/08r>31 



SEQID 

NO: 


SKQII) NO: 
of peptide 
sequence 


Met 
hoti 


SEQ ID NO: 

inUSSN 

09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possibIe nucleotide insertion) 


26016 


56384 


A 


26157 


5758 


7019 


LKEGLLEPLAVTERLAIIRWRRP 

TMNDTSFENCIKCTVCTTACPV 

SRVNPGYPGPKQAGPDGERLRL 

KDGALYDEALKYCINCKRCEV 

ACPSDVKIGDIIQRARAKYDTT 

RPSLRNFVLSHTDLMGSVSTPF 

APIVNTATSLKPVRQLLDAALK 

IDHRRTLPKYSFGTFRRWYRSV 

AAQQAQYKDQVAFFHGCFVN 

YNHPQLGKDLIKVLNAMGTGV 

QLLSKEKCCGVPLIANG\FTD1C 

ARKQAITNVESIREAVGVKGIP 

VIATSSTCTFALRDEYPEVLNV 

DNKGLRDHIELATRWLWRKLD 

EGKTLPLKPLPLKVVYHTPCHM 

EKMGWTLYTLELLRNIPGLELT 

VLDSQCCGIAGTYGFKKENYPT 

SQAIGAPLFRQIEESGADLVVTD 

CETCKWQIEMSTSLRCEHPITLL 


26017 


56385 


B 


26158 


1 


2247 




26018 


56386 


A 


26159 


882 


2372 


HAVHESPPECRSNQQRPTRTCR 

TIIDIMEMYHALHVSWSNLQDQ 

QSl D ERR VTFLGFD A ATE ARY L 

GYVRFMVNVEGRYTHFDAGTH 

GFNAQTPMWEKYQRMLNVWH 

ACPRFLFDLDGTLVDSLPAVER 

AWSNWARRHGLAPEEVLAFIH 

GKQAITSLRHFMAGKSEADIAA 

EFTRLEHIEATETEGITALPGAIA 

LLSHLNKAASGVTNKGFLTVD 

EIRRVTRAFARLGTEKVRLTGG 

EPSLRRDFTDIIAAVRENDAIRQ 

lAVTTNGYRLERDVASWRDAG 

LTGINVSVDSLDARQFHAITGQ 

DKFNQVMAGIDAAFEAGFEKV 

K VNTVLMRD VN HHQLDTFLN 

WIQHRPIQLRFIELMETGEGSEL 

FRKHHISGQVLRDELLRRGWIH 

QLRQRSDGPAQVFCHPDYAGEI 

GLIMPYXDKDRCATCNRLRVSS 

IGKLHLCLFGEGGVNLRDLLED 

DTQQQALEARISAALREKKQTH 

FLHQNNTGITQNLSYIGG 


26019 


56387 


A 


26160 


68 


399 


NKVKPRGDSV/PGSPHSPRLLSP 

PPLPGLLLWR/PLEEPFSPPLHC 

GSPFLGWPRPGGRGLGG/PPHSE 

QPASLSLPPTPRAPVRPEPPRRA 

PPPAPRRPVPSTTQGLRNASAP 



WO01/»75(»67 PCT/US01/(W631 



SEQID 

NO: 


SEQID NO: 
of peptide 
sequence 


Met 
hod 


SEO ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X==llnknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=pussible nucleotide inscrrion) 


26007 


56375 


A 


26148 


45 


443 


APSDPKRDFPLPHGADSAMAE 

YDRCHRAVLSQGGQWPTALSA 

GDHAAYSLHAALVQPERRCHG 

RCPVRNRLHAPVCPHPG*RPAG 

bHHHHEFPPPARAASTGPSlVQ 

DHQSLAGRSRRHDDPRHFGGC 

HHH 


26008 


56376 


A 


26149 


581 


957 


TSWISFSRTTPSTVSPYSTVDAN 

GIIWSARNRLASVNNIASWLSFF 

SNPLYLAITKPNCRLMMRNGCS 

TPGPGCWLSC!RC*WAVCSCVD 

AASRFLPCRGARRSASPHPPRQ 

APRRCGALW*PASAETNCSSPC 

SRLPS* LRGCCFK VLTLPG RS A 1 

SQSTSTSASSSALWRPLVAGIG 


^ it A Art 


56377 


B 


26150 


1 


3924 




26010 


56378 


A 


26151 


597 


856 




26011 


56379 


B 


26152 


1 


2781 




2bv\2 


C £^ OA 


A 


26153 


2809 


2989 


RCGYVRE'LAKSLQSNHFQwR 
MPQHQTAYCRS*AWYRHVAH 
ERLPAQTDNRHQHADRWNG 


26013 


56381 


B 


26154 


1 


2802 




26014 


56382 


A 


26155 


4493 


5470 


IQRRWHRRDGWCLASLPAGTD 

HAGARAEEAGSWHSGGPHRVR 

ARSVSTPFAPIV\NTATSLKPVR 

QLLDAALKIDHRRTLPKYSFGT 

FRRWYRSVAAQQAQYKDQVA 

FFHGCFVNYNHPQLGQDLIKVL 

NAMGTGVQLLSKEKCCGVPLI 

ANGFTDKARKQAITNVESIREA 

VGVKGIPVIATSSTCTFALRDEY 

PEVL^fVDNKGLRDHlELANRW 

LWRKLDEGQMLPLKPMTLfCVV 

YHTPCHME*MGWTLY/TLELLR 

NIPGLE/LTVLDSQ/CC/GfPPIRV 

VIHMFRQI EESG ADLV VTDCET 

l^K Wl^iClVii) I oLKUbnrl 1 LLfAV; 

ALA 


26015 


56383 


A 


26156 


2467 


3465 





3502 



wo (M/«75067 PCT/IJS01/(»8631 



SEQ ID 
NO: 


SKQ ID NO: 
of peptide 
sequence 


Met 
hod 




SEQ ID NO: 
in USSN 
09/540.217 


Nucleotide 
location of first 
codon for peptide 

U U V 1 f 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possibte nucleotide insertion) 


25995 


56363 


B 


26136 


4 


2040 




25096 


56364 


A 


26137 


804 


947 


LPCHCSCPWDGDVQPSPTPRQ 

WT*GERLH*QSEALPGVCCAPG 

HGPL 




56365 


A 


26138 


1 


734 


SVHIGHQFFQFQSTSLNICPPLH 

RLFIAFQMNIRRNAAARHAKFQ 

RLQAQVSIFEDDMSRKIANRQA 

TAMLNAPPFEAMIGIHNVPFIGF 

EAVIRQHFARRLNAFFALLLFR 

PFRLFCPFPGINANQRSQVRQPQ 

LPRLDITFQFWSWLSGGVDQRT 

VDIVCHQWRSALDRKEYYPAE 

TTMPTALHSRLCIIVGKIKRPVI 

VLFREANQARVGLFE/H*STAA 

RPFWSAAPAGPALPLRVANAPS 


25998 


56366 


A 


26139 


2 


309 




25999 


56367 


A 


26140 


472 


885 


SAFSRALTGRQHFNNCAFTRFS 

NGAECLLYHVCQTAFLVARRR 

VGAAVGFSHIEIVIVPLHLLQQP 

LADLFVH V ARRLSSTMG 1 RDQR 

PLPG*LLNNITRWRRSAPVDQT 

HSQSAGFAVTPENAFVASSGPS 

RHRHQR 


26000 


56368 


A 


26141 


I 


2469 




26001 


56369 


A 


26142 


1175 


1435 




26002 


56370 


A 


26143 


218 


443 


AMARWKMLCTKSPPCVCLPGY 
P\G*RLAGPHHHHEFPPPAGAAS 
TGPPIVQDHQSLAGRSRRHDDS 
RHLGRCHHH 


26003 


56371 


A 


26144 


1 


2031 




26004 


56372 


A 


26145 


1419 


1875 


TFCSPRSQPGSLKRRLRAGAGN 

CPLYSTGNGPLQRAICCAQPT*L 

HGRVPSHVPATFSSFQLWSFTV 

GACIHRSMYIISRSRCPFDPKTK 

TATMLGITSFVMERCQLFILSRA 

FTSGQPTCYYPTASSNTWFSST 

RHCQVINLHSNSMHISL 


26005 


56373 


A 


26146 


218 


441 


AMARWKMLCTKSPPCVCLPGY 
P\G*RLAGPHHHHEFPPPAGAAS 
TGPPIVQDHQSLAGPRRHDDSR 
HLVRCHHH 


26006 


56374 


A 


26147 


1196 


1462 


LNTLVVAVRDGLKMTTVIANN 

VTSVSVLKIARNVTRKTILPPAA 

AANVTPYWL1RTIC*KRRYD*K 

TRWYYAVAACLCNMGTTRKA 

NG 



\ 



wo (ll/075(»67 PCT/US01/(»8631 



SKQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540^17 


Nucleotide 
location offlrst 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknowa, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


25984 


56352 


A 


26125 


1688 


2234 


LSVGKTFPVLVPAAFRKVSATG 

AAVPGTPSILALPSYSTTPFGVC 

TSASMNVPVLTLRIRTRVTGEV 

A A 1 K PFSM AN A PTPDSl LPQLG V 

VSTRCS*TITCANR*STSARGSL 

ERLIMATLL/WVAGTFD*SVWF 

GHDTDVVTLYRFHEALCYSVT 

LRTPHRRVLRFKSQHPGELACFl 

SPVA 


25985 


56353 


A 


26126 


905 


4761 


PPHN WMPSN ATPG i A F V WC A.Y 

GAl/LPGDAPVPVVDDYRKVVR 

KDTKGLIARWKYFWMSVIALG 

VAFALYLAGKDTPATQLVVPFF 

KDVMPQLGLFYILLAYFVIVGT 

GNAVNLTDGLDGLAIMPTVFV 

AGGFALVAWATGNMNFASYL 

HIPYLRHAGELVIVCTAIVGAG 

LGFLWFNTYPAQVFMGDVGSL 

ALGGALGIIAVLLRQEFLLVIM 

GGVFVVETLSVILQVGSFKLRG 

QRIFRMAPIHHHYELKGWP 


25986 


56354 


A 


26127 


1056 


1373 




25987 


56355 


A 


26128 


1 


301 


SSGTDAGRRYRPRQRPSKSRNN 
RRVNRQPAPQQSSRN/SLRPSTT 

SSPFSLPAVKLPSAPA^*SAGMR 

LAEVRRVDSAISTVDSR*CPTAS 

SFSTGSITVTL 


25988 


56356 


A 


26129 


362 


595 




25989 


56357 


B 


26130 


1 


1305 




25990 


56358 


A 


26131 


1 


2022 


MISKRSERSFGYGVGLVRRQDF 

SSSEGFFNLHSLRJDINKCLGVRI 

STATSTMGlVLPEQIKLACNGiQ 

RVALCGGDDYLTSVDSFDVMF 

CSRFGWQVRPSSFCSPVFTWVT 

ENQQHLHRGKDNLSLKNNNSA 

CGAACGSLRGEKSDPPSARNNP 

SSQQGGKKESGQQPSLKDPHIL 

RHDSAHRPRKEKPRQPVNASLV 

VKt WRVKCVCVHNDHKRPACS 

VVCVDGDTYCWTEAYPAMOL 

PTLRGPDSALGbKPE 


25991 


56359 


A 


26132 


3 


236 




25992 


56360 


B 


26133 


1 


4638 




25993 


56361 


A 


26134 


1501 


1914 


SAFSRALTGRQHFKNCAFTRFS 

NGAECLLYHVCQTAFLVARRR 

VGAAVGFSHIEIVIVPLHLLQQP 

LADLFVHVARRLSSTMGIRDQR 

PLPG * LLNN ITRWRRS A PV DQT 

HbyoAOr A V 1 rbNAr V Ao^OrJ> 

RHRHQR 


25994 


56362 


A 


26135 


561 


698 





wo 01/075(167 PCT/USOl/08631 



SEOID 

NO: 


SKQ ID NO: 
of peptide 
sequence 


Met 
hod 


StQ ID NO: 
in USSN 
09/^4U,2 1 7 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, N^possible nucleotide insertion) 


25980 


56348 


A 


26121 


1 


1857 


MRVCARACVRTRTRMCVYAH 

TCVCVRTYAYVRVRVRVHVRA 

RVRVCAYARTRVRNSLSILPFIQ 

LTLATPIHHIHQEEFNIRGIVPVL 

RRVKPDLAIGIDITPSCDTPDLH 

DYSEVRINQGVGITCLNYHGRG 

TLAGLITPPRLIRMLEQTALEHN 

IPVQREVAPGVITETGYIQLFLP 

GWEIGFSPLALLLAFLCSTSPGF 

GDPpGLGVIAYQDTVRPNAAT 

AISELNALAVKGVILTGDNPRA^ 

AAAIAGELGLEFKAGLLPEDKV 

KAVTELNQHAPLAMVGDGWD 

APAMKAAAIGIAMGSGTDVAL 

ETADAALTHNHLRGLVQMIEL 

ARATHANIRQNITIALGLKGIFL 

VTTLDDRVVAGSAGRYGGDGA 

GDSECVKIVAQEIRQTDRNIER 

DRSPRPSGERVRVRGKGGIEAN 

QPLSTAFTNQITIRQSIRLFSNQF 

VFHKGISRVVAGSSAIISNVSPG 

CILRTPNCRRGFPISCTGEGKAA 

YGWQRDGGHAEYLLAEEKDLI 

LLPDALSYEDGAFISCGVGTAY 

EG I LRGE VSGSDNVLV VGLG PV 

GMMAMMLAKGRGAKRIIGVD 

MLPERLAMAKQLGVMDHGY*! 

LPDVYA'*IGVARVSWMNGRID 

SELRTRVRAYAHTRTRARTCTR 

TRTRTYAYVRTHTHVCAYTHM 

RVRVRTHARAHTR 


25981 


56349 


A 


26122 


3 


1180 


SKLGTRRSVVWA'SPSTSPTLW 

CSTFSAAGHSSMKRMNEFVDL 

LPAQQRMKGENWYRGTADAV 

TQNLDI I RRYKAEY V VILAG DHl 

YKQDYSRMLIDHVEKGARCTV 

ACMPVPIEEASAFGVMAVDEN 

DKllEFVEKPANPPSMPNDPSKS 

LASMGIYVFDADYLYELLEEDD 

RDENSSHDFGKDLIPKITEAGLA 

YAHPFPLSCVQSDPDAEPYLAR 

CGYAGNFMESEPRSGLIRVSCM 

PAG PPLPLPA ARSEAPKAAGTV 

ASVPSIAPARLRPVPDPVELVLV 

AAEFITPGDPTPRLHGSGFIDIR 

QIHHQTRSHLEGVKTGIRFLNH 

FSGNPQGGIAHVNGVARFQVK 

QCHQAWGQQYAARLRFQARGl 

SLQI Al H R VDII H RFDVRQL 


25982 


56350 


A 


26123 


16 


543 




25983 


5635! 


A 


26124 


1 


3387 





wo 01/075067 



PCT/USOl/08631 



SEQ ID 

NO: 


SEOIDNO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540^17 


Nucleotide 
location of Tirst 
codon fur peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /^possible nucleotide 
deletion, V=possible nucleotide insertion) 


25976 


56344 


A 


26117 


1 


2786 


MAAVIEQIRRAVLALVTGYYHP 
GDlPVVWDIVWNATAAFIAVm 

sllldesgffewaalhvlrwg 

ygpgrlpfnriglirritrrjrqr 

llfglvtfilllnrsqnpaqdiq 

llafrartgkqtaqfihhlprm 

vftdktgssnglapqgqcsaq 

gelilneklakqlvtaanwvic 

mqsdegeinpvdilrwpgvma 

dfivare;tegqsglkrvyhspg 
apdireftrdaip 


25977 


56345 


A 


26118 


5 


402 


EIFSVVWIIMTRGDVVTISRWR 
VSSSPLETWNKRWAKISPAPFS 
LLPISRLEKSEGDWLPETVISAF 

/RI*TLRGHYRVINWPNFNIVVS 
QGIGKRLANSWLVFTLFHRI 






A 

r\ 


1 0 

ZO 117 


Ho 


910 


PPTPnUT U/A VVWPQr^A Awm 
YFICVHVLG*RSVTPVTD1VK1 1 
EFTRLRLPGYTKSIE 


25979 


56347 


A 


26120 


I 


912 





3498 



wo ()l/075(»67 PCT/LS«1/(»8631 



SEQ ID 

NO: 


SEQ ID NO: 
or peptide 
sequence 


Met 
hod 


SKQ ID NO: 
in USSN 
09/540»2l7 


Nucleotide 
location of Tirst 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( \=i}nkno\vn, 
*=Stop codon, /c^possible nucleotide 
deletion, \=possible nucleotide insertion) 


25965 


56333 


A 


26106 


281 


2108 


dESLKQKVGGRPQLSPFPPPDS 

WALDPGGGRARETPRGVSNAT 

KEPISVAQHGN/GGDKEIRRELK 

YYAHLGRRLKDWSGIPRYHGT 

VETDCGTGYVYDVIADFDGKP 

SITLTEFAEQCRYEEDIAQLRQL 

LKQLKRYLQDNRJVTMSLKPQ 

NILCHRJSESEVIPVVCDNIGEST 

LI PL ATWSK WCCLRKQERLWK 

RFIAQPALAIALQKDLQPQATE 

ASGAENMASIASGNIARTDPDM 

LSIPLSKKICCFGJDRIIEIPETIDQ 

PVRFWVLTGPVVDMGIYACYL 

SSPQWGWYAERDAEIENETVR 

REVEELRQASETDLQPGTIEYE 

RHRLTRAQADAQELKNARDSA 

EVVETAFCTFVLSRIAGEIASIL 

DGIPLSVQRRFPELENRHVDFL 

KRDIIKAMNKA AALDELI PGLL 

SEYNRADRQYAGGSRVAARFA 

ASPRVAVLSVITGLIPRUVCAPY 

LLCGDPCCLSTPEDMTPRFRRY 

AVRSGNRSTPGLDHRCDACQR 

SAYELADLRCRPPPSTLFLLPEA 

DKNDFSDALPAVADAMYAAPP 

RRKAAPSKPEKAVVSPLRSVRK 

ARHGSVCSLRPDQYAVRNLPA 

YRSCSSPDLQFMVWCALA 


25966 


56334 


A 


26107 


I 


2880 




25967 


56335 


B 


26108 


61 


5101 




25968 


56336 


A 


26109 


80 


561 


IRPLPPRFKTESRSLPGPCLQPGT 

FLWSRNRRVLGFPSMNGEDMG 

LLFLCSEWERSSEGWLCNREGG 

SGHSIEPHCCTFLHLTHRSLAFS 

LLAGVSCTCASSCKCKE\CKCTS 

CKKSECGAISRNLGLWLKVGR 

EPKAVPEVRASGEPAFLCPCRL 

SLPV 


25969 


56337 


A 


26110 


1 


277 




25970 


56338 


A 


261 11 


902 


1006 




25971 


56339 


A 


26112 


2 


1265 




25972 


56340 


A 


26113 


409 


525 




25973 


56341 


A 


26114 


91 


431 


NHKPGNIDVARRJQRGFAGDQl 

GHLRPVERQCSPDKRRFIAADG 

REIRGKQRAGHIFQLLSRCLLQl 

LNHCQRRAAHFRFQLSNQRHQ 

QLLPV/HYHAAEREYPAGACLV 

RWLL 


25974 


56342 


A 


26115 


3 


71 




25975 


56343 


A 


26116 


1 


1212 





wo (n/()75067 PCT/USO 1/08631 

r ^ 



SEQ ID 

NO: 


SEO ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleulidr 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X^Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


25959 


56327 


A 


26100 


8 


1016 

I 


PESRRKAVMTQPVLDIQQLHLS 

FFGPNGDVHALNNVSLQrNRGE 

IVGLVGESGSGKSVTAMLIMRL 

LPTGSYCVHRGQISLLGEDVLN 

AREKQLRQWRG/ARVAMIFQEP 

MTALNPTRRJALQMMDVIRHH 

QPISRREARAICAIDLLEEMQIPD 

AVEVMSRYPFELSGGMRQRVM 

lALAFSCEPQLIIADEPTTALDVT 

VQLQVLRLLKHKARASGTAVL 

FISHDMAVVSQLCDsVYVNr/A 

GSVIESGVTADVIHHPRHPYTIG 

LLQCAPEHGVPRQLLPAIPGTV 

QCENVPALTACGDN>JQR\GAC 


25960 


56328 


A 


26101 


3 


102 


ISRLNTQQHFG*RTRQiSPHSPQ 
GCSRCPLHS 






A 


ZO 1 






OOLilNO\^lVl/\ V VV L/Pw I i\L#ll\.V^ L< V 

M\X/<lV»^P^PrR*PAnVR HMk"! 
ivi Wtj T or or^^iv r/\\j T ivnivirwi^ 

R<JT<sI Vl ^TP<;RT FI AVIPPVVVl 


25962 


56330 


A 


26103 


1 


3255 


/ 


25963 


56331 


A 


26104 


119 


634 




7SQM 




A 




1640 




QRLLWSG*WSELCCSVPRQKR 
A 



3496 



wo 0 1 /075067 PCT/USO 1 /(»863 1 



SEQ 10 

NO: 


SKQ ID NO: 
of peptide 
sequence 


MeC 
hod 


SI:Q U) NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon Tor last amino acid 
of peptide sequence 


Amino acid sequence ( \=lInkno\vn, 
*=Stop codon, /=>possible nucleotide 
deletion, \=possible nucleotide insertion) 


25953 


56321 


A 


26094 


1 


1260 


AWARQDRRLSVKQWGKPPVD 

ETIPAKEQVRILRKLFDRYYGE 

VAGRGDGFCSPHVARYVGRVA 

G*RPCRLGPGHPTNRTPFVAPL 

LEALDIAKYFSVVIGGDDVQNK 

KPHPDPLLLVAERMGIAPQQML 

FVGDSRNDIQAAKAAGCPSVG 

LTYGYNYGEAIDLSQPDVIYQSI 

NDLLPALGLPIAKIRNRKMTKPl 

VFSGAQPSGELTIGNYMGCTEA 

DRQFA FNFN>IFVLIQLLTNGGP 

DRLGTTTPAGYTDLLVNYTYRI 

AFEGGGGQDFGLAAAIATLIFL 

LVAIMFPLLMVVAISLRQGNFA 

TGSLIPEQISWDHWKLALGFSV 

EQADGRITPPPFPVLLWLWNSV 

K'VAriKAiniVAT ^xTTPAYAFAR 

MRPPHK'ATI 1 l^HMl IPOMFPA 

tVIIvr rvIIVrV 1 l_>L»rwVJIV|L<ir V^iVir r r\ 

VLSLVALYALFAPRVRAALCY 


25954 


56322 


A 


26095 


1 


3240 




25955 


56323 


A 


26096 


494 


792 


ATRLRHGVTSVGGDGGLQLTV 
MDKLDVILLMSV/NPGFGGQSFI 

POTT ViVX /RFVRRRinP^nPPilR 

L/EVDGGVKVNNIGEIAA/AGA 
DMFVAGSA 1 FDQPD A R 


25956 


56324 


A 


26097 


1624 


2390 


RTSERRWHAKALLKLFSAHHA 

GFVCCKEEEERLATGKVGWLP 

VETLLAQQHIEGHYQVDPSLFK 

PNADCPVRVSGMSMKDIGIMD 

GDLLAVHKTQDVRNDPLLVPL 

FTLIREGKLAANWPLEQDELLT 

RLQKSCDMTQVSADYNALFIG 

DECAVPPYRSAWVEGATEAEV 

RAFLSERGMPLADTPADHIGTL 

1 1 A A SWT FDOSTFDFSFAI FTL 

Pl^RHA/I PK^\ n WnfcTAPAPHfi 

SPVGGFSKGPKTWAPHEGAS 


25957 


56325 


B 


26098 


1 


534 




25958 


56326 


A 


26099 


67 


399 





OAf\C 



wo (n/075067 



PCT/USO 1/08631 



SEQID 

NO: 


SKQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQID NO: 
in USSN 
09/540,217 


Nucleotide 
lnc;ition of first 
codoo for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=ltnknown« 
*=Stop codon, /=possible nucleotide 
deletion, \=possiMe nucleotide insertion) 


25949 


56317 


B 


26090 


I 


5073 




25950 


563 i 8 


A 


26091 


249 


531 


CWAMRMDSKVGVITPIRMWSA 

SGPFAMGTLVPTFAAVTDIPTK 

SVTTCLRQICERWQAPSTR*SRf 

ASLSQPAPRFTPSPITLALVLLP 

ARRC 


2595! 


56319 


A 


26092 


3 


1038 


LVLFGVAETYPVANDFAAGAG 

AYVRGRYAAGVRAWPTIITRK 

TMKTLVVALGGNALLQRGEAL 

TAENQYRMJASAVPALARLARS 

YRLAIVHGNGPQVGLLALQNL 

AWKEVEPYPLDVLVAESQGMI 

G YM L AQSLS AQPQMPP VTT VL 

TRJEVSPDDPAFLQPEKFIGPVY 

QPEEQEALEAAYGWQMKRDG 

KYLRRVVASPQPRKILDSEAIEL 

LLKEGHVVICSGGGGVPVnND 

GAGSESVIHKDLAAALLAEQIN 

ADGLVILTDADAVYENWGTPQ 

QR A I RH ATPDELAPFA KA DG SM 

GP>JVTAVSGYVRSPVQMHHRQ 

FQPVMHIATNQIDHHRRIIHHWL 


25952 


56320 


A 


26093 


1 


3639 


MKRLIVGISGASGAIYGVRLLQ 

VLRDVTDIETHLVMSQAARQT 

LSLETDFSLREVQALADVTHDA 

RDIAASISSGSFQTLGMVILPCSI 

KTLSGIVHSYTDGLLTRAADVV 

LICERRPLVLCVRETPLHLGHLR 

LMTQAAEIGGNTGEIDEEELES 

LLYAIAKGNVFNFQTILHLPVA 

VQNDTIDFYQMFARIWSSHPQ 

nri VI A /^UD A \/iiopfcr% A !/■ 1 ltd 
WL 1 LYLAl^riKAVlirUUAKLHK 

NLLRWYSAGRLDIPELLDYAQS 

WRETEPDNEDAPY 



wo 01/075067 PCT/LS»1/(»863I 



SEO ID 


SEO ID NO: 


Mel 


SEQ ID NO: 


Nucleotide 


Nucleotide location of last 


Amino acid sequence ( X=Unknown, 


NO: 


of peptide 


hod 


in USSN 


location of first 


codon for last amino acid 


*=Stop codon, /^possible nucleotide 




sequence 




09/540,217 


codon for peptide 
sequence 


or peptide sequence 


deletion, \=po$sible nucleotide insertion) 


25945 


56313 


A 


26086 


1 


1839 


MRCQNAWWIMQHSSGSERLSS 

VLLHFRRTNLADSNDRJQYHSL 

RFFDEDGAQWLVILGDVLNHG 

PRNALPDGYAPRKVAERLNEV 

AHKVIAVRGNLRQRVDQMLLI 

SRAINRLVASNWNRRSAQMRC 

PISGKNLAWIPVQLPVYWQNN 

CRRl I MRSHRKHGSGTNLPGE 

LMAIKLIAIDMDGTLLLPDHTIS 

PAVKNAIAAARARGVNVVLTT 














GRPYAGVMNYLKELHMEQPGD 

YCITYNGALVQKAAD/GYDDY/ 

RF/LEKLSREVGSHFHALDRm 

LYTAN\RDISYY\TVHEFLRCHQ 

FPLVVCDGGRMTPRAMFLFSSA 

HILMPLNYHNSHINTLFPVAGT 

LMVEPTESESKVELDRFIDAML 

AIRAEIDQVKAGVWPLEDNPLV 

NAPHIQSELVAEWAHPYSREVA 

VFPAALVTGGSRGIGRATALLL 

AQEGYTVAVNYQQNLHAAQE 

VMNLITQAGGKAFVLQADISDE 

NQVVAMFTAIDQHDEPLAALV 

NNAGILFTQCTVENLTAERTNR 

VLSTNVTGYFLCCREAVKRMA 

LKNGGSGGAIVNVSSVASRLGS 

PGEYVDYAASKGAIDTLTTGLS 

LEVAAQGIRVNCVRPGFIYTEM 

HASGGEAWTRRSR 


25946 


56314 


A 


26087 


2 


1275 


VNFSPKSSQIHHALRTVAGRFA 

VKSIDYFWHDSCNASKRFHIWE 

SIMLELLFVIGYLVMLMVTGVS 

LLGIIAALVVATAIMFLGGMLA 

LMIKLLP WLLLAISV V WVIKA I 

KAPKVPKYQRYDRWQLAVRRS 

PLLPDHTISPAVKNAIAAARAR 

GVN VVLTTGRPYAG V HN YLKE 

LHMEQPGDYCITYNGAL/VYRK 

AAGWLAPLAAKLLLK.LMDEL1 

GFLEKLSREVGSHFHALDRTTL 

YTANRDISYYTVHESFVATIPLV 

FCEAEKMDPNTQFLKVMMIDE 

PAILDQAIARIPQEVKEKYPVLK 

APNLQQPHGSSGSSFHREIFFSS 

RSEDKRRGGLVVSGISLLVVSA 

GPWVRNANEPLGQLKTWFSLS 

HTLTLTYTRAPACRLTSTQTEP 

RARPCLSPLSSEPRDRSLTPRLG 

QRFIYLAVQ 


25947 


56315 


B 


26088 


1 


1509 




25948 


56316 


A 


26089 


1 


1323 





wo 01/075067 



PCT/USOl/08631 



SKQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


(Met 
hod 


SEQ ID NO: 
in USSN 
09/540.217 


Nucleotide 
location or first 
codoo for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
or peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possiblc nucleotide 
deletion, V=possible nucleotide insertion) 


25939 


56307 


A 


26080 


1429 


2152 


NLFREVVFPTHCPVCGSDVERV 

EGEAVARCTGALICGAQRKESL 

KHFVSRRAMDVDGMGDKIIDQ 

LVEKEYVHTPADLFKLTAGKLT 

GLERMGPKSAQNVVNALEKAK 

ETTFARFLYALGIREVGEATAA 

GLAAYFGTLEALEAASIEELQK 

VPDVG1VVASHVHNFU.PKKAT 

AMSSASCWRKVFTGLRRSLSTR 

KJILT A RL L V KP W C L RA A SGTP 

LKRASLLMFSGCFSHTSGLAMY 


25940 


56308 


A 


26081 


1 


2448 




25941 


56309 


A 


26082 


125 


741 


AHLNRTRWKVCWIR*RKISPW 

AKRNTKTVKG\WLAQLPAKYH 

QRATCMRDRHGLLALLAGRFL 

AFVRTLLPTMAGISGLPNRRFQ 

FFNWLSGLLWVSVVTSFGYAL 

SMIPFVKRHEDQCRNGVFGKR 

KGGIAAALILTRLRRRFVSSWK 

RFRELRRKSSQADDMNVFGILE 

DFTHQFIGGAFLRADISGAAKM 

SCLAKAQASSSMH 


25942 


56310 


A 


26083 


1066 


1359 




25943 


56311 


A 


26084 


256 


952 


RLKRCSTGKSMA VIQDI 1 A AL W 

QHDFAALADPHIVSVVYFVMF 

ATLFLENGLLPASFLPGDTLLIL 

AGALIAQGVMNFSGLRJAVLDP 

RNQVRGGGLSIFKGRWLGNPK 

TVKG\WLAQLPAKYHQRATCM 

FDRHGLLALLAGRFLAFVRTLL 

PTMAGISGLPNRRFQFFNWLSG 

LLWVbVVTDruYALoMIPr VKR 

GTLFVVIKKKYCNA 


25944 


56312 


B 


26085 


1 


1290 





wo 0I/075067 



PCT/US(H/<>863I 



SEQ ID 
NO: 


SEO ID NO: 
of peptide 
sequence 


Mel 
hod 


SEO ID NO: 
in ItSSN 
09/540,217 


Nucleotide 
location of nrst 
codon for peptide 
sequence 


Nuclcollde location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /-possible nucleotide 
deletion, V=possible nucleotide insertion) 


25936 


56304 


A 


26077 


J 


2064 


MNYSLKQLKVFVTVAQEKSFS 

RAGERJGLSQSAVSHSVKELEN 

HTGVRLLDRTTREVVLTDAGQ 

QLAFRLERLLDELNNTLRDTGR 

YGATTERSARYSASLPAPTSGR 

SEPAALVQNSSSQPSSLKENIM 

KLRSVTYALFIAGLAAFSTFFLA 

\AQSIRCGYETSQADSQHSGAK 

KFNDLLQERPKGELKLKLFPDS 

TLGNAQAMISGVRGGT1D\MEM 

SGSNYFAGLSPV[vrNLLDVPFLF 

RDTAHAHKTLDGKVGDDLKAS 

LEGKGLKVLAYWENGWRDVT 

NSRAPVKTPADLKGLKIRTNNS 

PMN!AAFKVFGA\NPI\PMPFAE 

VYTGLETRTIDAQEHPINVVWS 

AKFFEVQKFLSLTHHAYSPLLV 

VINKAKFDGLSPEFQQALVSSA 

QEAGNYQRKLVAEDQQKHDG 

MKEAGVEVITDLDRKAFSDAL 

GNQVRDMFVKDVPQGADLLK 

AVDEPGWAERDIWAFAPAFFY 

PLFISDFNRVRLEFVGHYQDVC 

EKPASTTLWLDVGRSSGLDLTY 

QTLNVKNDLSHFPVPFFDPSDN 

RTNTLPMVFAGAPDVGLQQAS 

AIVASWFGSRSGWRGQNFPVL 

YNQLPDRNAIVFATNDKRPDFL 

RDHPAVKAPVIEMINHPQNPYV 

KLLVVFGRDDKDLLQAAKGIA 

QGNILFRGESVVVNEVFCPLLPA 

GSQPVWSSSASESRCCFYA 


25937 


56305 


A 


26078 


1 


480 


LGNTKTVKGWLAQLPAKYHQ 

RATCMFDRHGLLALLAGRFLA 

FVRTLLPTMAGISGLPNRRFQFF 

KAKLR\WLS*PTRIAAALAFMP/ 

FMDDHHPRLMQTVILQILQRRG 

TGDRLKIMVERRYAHVGFCRQ 

LLDAQVFGVFILNPFQHAANQT 

EVSLATDQRQ 


25938 


56306 


A 


26079 


1 


2184 





wo 01/075067 
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SEQID 

NO: 


SKQ ID NO: 
of peptide 
sequence 


Met 
hod 


SKQ ID NO: 
in USSN 
09/540^17 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( \=l)nknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


25927 


56295 


A 


26068 


3 


373 


VYTGLKPRTIDAQYTPINVV/W 
KFLSLTHHAYSPLLVVINICAKF 
DGLSPEFQQALVSSAQEAGNY 
QKKLVAEDQQKlIDGMKEAGV 
EVITDLDRKAFSDALGNQVRD 
MFVKDVPQGADLLKAVDE 


25928 


56296 


A 


26069 


1 


1107 


MGAFTGKTVLiLGGSRGlGAAI 

VRRFVTDGANVRFTYAGSKDA 

AlCRLAQETGATAVFTDSADRD 

AVipVVRKSGAMLILKRRSlSSA 

FN SRASPKTP! P A FTTRJ S N A P L L 

RTTSMTASLSALSVNTAVAPVS 

/^Ar>r>i A AO rrxr* a 

CARRLAASFDPA 


25929 


56297 


A 


26070 


39 


254 




25930 


56298 


A 


26071 


1432 


1845 




25931 


56299 


A 


26072 


674 


1614 


AVIVVAILVSKSTGA\WAFSIR 

MPSITFSHNSVVAGVASARKDS 

SPSYGDPLESAIPKLNVKRSRSG 

LSKSLLTLTSCSTIWIMWITGQT 

PLKPCSVTGSVVPFCAWRSPSTL 

TTMTTR*PFTLPA/LDTFISRPAG 

CTYANECHAPESATIRNDVAAR 

PCNCAQCAALDCVSVFVTIRHS 

CSSVYSAPGILVAALQAGHKPV 

ALVGGATGLIGDPSFKAAERKL 

NTEETVQEWVDKIRKQVAPLP 

DRKNISPADSRLSPDGRYRGYV 

HPAPPIPDSHLIRHHRCVIYQWR 

QCLAQFRLNGWAASRSQSICRI 

GCD 


25932 


56300 


A 


26073 


1 


3476 


MSSSCIEEVSVPDDNWYRIANE 

LLSRAGIAINGSAPADIRVKNPD 

FFKRVLQEGSLGLGESYMDGW 

WECDRLDMFFSKVLRAGLENQ 

LPHHFKDTLRIAGARLFNLQSK 

KRAWIVGKEHYDLGNDLFSRM 

LDPFMQYSCAYWKDADNLESA 

QQAKLKMICEKLQLKPGMRVL 

DIGCGWGGLAHYMASNYDVS 

VVGVTISAEQQKMAQERCEGL 

D VTI LLQD YRDLNDQFDRI Vb V 

OMrbH VOPK-NYL)! YrAVVDK 






A 

A 


zOU 


ZUU 






25934 


56302 


A 


26075 


1 


2061 




25935 


56303 


A 


26076 


1 


3294 
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StO 10 

NO: 


SEQ ID NO: 
or peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location or first 
codon for peptide 
sequence 


Nucleotide location or last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( \-lJnkno%vn, 
*=Stop codon^ /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


25914 


56282 


B 


26055 


319 


3780 




25915 


56283 


A 


26056 


513 


762 




25916 


56284 


A 


26057 


375 


550 


GVGLCGRSSIRRNM*CK**G*/L 
SPKIALMACGRRHTRSLFMTSK 
DLSRMMRLQKEIRL 


25917 


56285 


A 


26058 


662 


1033 


EPKRASGCMWPVGAHCHHPLL 

LLACQQKLGPPSHQASSRS*NIQ 

TLDRLCMSSWIPQEHSSSQSWH 

RSCFLNVTRPWSFYSPVGKNR 

WMGPFWSFSLDALLLFFTLHSY 

VAWPVEMMALNLLG 


25918 


56286 


B 


26059 


1 


2034 




25919 


56287 


A 


26060 


369 


515 


HAKPPGGLGHCSLCPSHYSCIH 
G*KGPRYVSVSCSRGWKPEAT 
KAFMW 


25920 


56288 


A 


26061 


352 


2631 




25921 


56289 


B 


26062 


10 


351 




25922 


56290 


A 


26063 


321 


537 


EPLDTGRGTSHTRACHGVGYW 
GRDSVRRYT*CK*RINGYSTPT 
WHMHEYVTNLHIVHMYPRTYS 
lilKKMSD 


25923 


56291 


A 


26064 


788 


912 


VHTHLSERTRKCLPPPAPS*WV 
TCHHGDCCLPTRLRAPQGP 


25924 


56292 


A 


26065 


1348 


1799 




25925 


56293 


A 


26066 


606 


2219 


ATYPSAHYPDHNRGEFLWPSL 

GLGKELDTFWSSLRVFGSPVSA 

VSRELVRKFSLGGTVDSTGSLP 

VCGDISPVSDVA/ACTREPLRFR 

LQVGDRYITLMDLPGVGESGA 

RDTEYAALYREQLPRLDLVLW 

LIKADDRALTVDEHFYHQVIGE 

VYRHKVLFVISQSDKAEPTSGG 

GQLSTAQKQNISRKICLLHELFQ 

PVHPVCAVSVRLQWGLKVMA 

ERMIKCLPREATSPVVSQLHPSF 

RTTVVREQARSDFGETVGAVL 

DSISAFPLIPAPVRAVIQAVRTT 

VVSFAASVTLLLLPLRSTPVEKS 

PTCILPASETFPLLVVMLNPVAS 

LLTLTSPVLDTSCPTHSLSAAQP 

NLIQLSGNNNISFVVNRAVVTN 

VLNTMRTACNSQATIQIYNADI 

ARDFGTRGIFSrNSGFSTVYSRRl 

GHQSPEVTGEAMALTLSSQPSC 

IDDGLVAVNLDTDGLRJGDARQ 

KAITAGYPVVDTDDKCRJRRLR 

RIRHEQCADENSYQAYNYCRP 

VGRIRHLCRJRQSMPDATLSRLl 


25926 


56294 


A 


26067 


543 


741 





wo 01/075067 



PCT/USOl/08631 



SEQ ID 

NO: 


SEQ ID NO: 
or peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540^17 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon Tor last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Slop codon, A=possible nucleotide 
dclctiun, \=possible nucleotide insertion) 


25905 


56273 


A 


26046 


77 


532 


KPSRPEISKGKSVKPAASRRARE 
CAVQALYSWQLSQNDIADVEY 
QFLAEQDVKDVDVLYFRELLA 
GVATNTAVYLDGLMKPYLSRLL 

EELGQVEKAVLRIALYELSKRS 
DVPYKVAIKEAiELAKSFGAED 
SHKFVNGVLDKAAPVIRPNKK 


25906 


56274 


A 


26047 


3 


175 




25907 


56275 


A 


26048 


85 


440 


YSSSSLWAARKRRQMVLSARR 

FATSDRVCRCVLVWSAGTSRA 

KSKStGWLSMASKA'lGVSS^fk 

TPTARRVSSSSLPCGMAIPLPIP 

VLP1FSRVRIASKTT*GSSLSCFA 

ARSLMTS 


25908 


56276 


A 


26049 


80 


706 


KLIQVAVVIGGGQPLGAFLCHG 

LAAEGYRFPVVDIQSDK\AAMV 

AQEINAEYGESMAYGFGADAT 

SEQSVLALSRGVDEIFGRVDLL 

VYSAGIAKAAFISDFQLGDFDR 

SLQVNLVGYFLCAREFSRLMIR 

DGIQGRIIQIMSKSGKVGSKHNS 

GYSAAKFGGVGLTQSLALDLA 

EYGITVHSLMLGNLLKSPMFQS 

LLPQ*KTKLGIK 


25909 


56277 


A 


26050 


741 


893 


TGCSGKRSLQQRREERRRNPVQ 
KIRCTV*RVRNGRIRYCSPRAGF 
YSRYR 


25910 


56278 


A 


26051 


269 


987 




25911 


56279 


A 


26052 


I 


1268 


MDAKCDRSRFPWLWPTKRPRG 

CFATFVPIGIPYDQTKTHLHTLS 

LVAKRLADKTICRRLRAAQSDE 

ELYQIITDTEGTPDEARCEEKQY 

MVLMIVSGRSGSGKSVALRAL 

EDMGFYCVDNLPVVLLPDLAR 

TLADREISAAVSIDVRMMPESPE 

IFEQAMSNLPDAFSPQLLFLDA 

DRNTLIRRYSDTRRLHPLSSKN 

LSLESAIDKESDLLEPLHGFPDY 

DTVGFSCKRRIDYVCRIKHSRRJ 

RQVVLLNFAKSGAFSTTRGTDD 

KTRRSLLVTLA^AYFLCAR/EFS 

RM/MIRDGIHVRIIQfNSKSGKV 

GSKHNSGYSAAKFGGVGLTQS 

LALDLAEYGITVHSLMLGNLLK 

SPMFQSLLPQYATKLGIKPDQV 

EQYYIDKVPFKRGCDYQDVLN 

MLLFYASPKA\SY\CTGQSnMVT 


25912 


56280 


A 


26053 


! 


168 


LKVFILVIFTLSRE*EHAMFGFL 
rLCrAhNDGFQLHPCPCKGHb 
LILFYGCIVFH 


25913 


56281 


A 


26054 


2 


253 





34ftft 



wo 01/()75067 



PCT/llS(M/08r>3l 



SKQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/»40^I7 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for Vdst amino acid 
of peptide sequence 


Amino acid sequence ( X^Unknown, 
*=Stop codon, /=possiblc nucleotide 
deletion^ \=possible nucleotide insertion) 


25898 


56266 


A 


26039 


797 


1440 


PAMRLTAMRCISMKSRLPASR 

MQFCATVRWKYRCHREPTLSA 

QHGAFRSINPTPRNSRGNCWKK 

REMKWANWPIWCR*KN*RERS 

LSAICCASRK/TGQFVLPPARYH 

LRRSHSLRHGRRHTRKGERGT! 

NIVNGTPIHERSRNIDNRRSLGH 

WEGDLVSGGVGTVIGVVTGVll 

FTVINYGLTYIGVNPYWQYIIK 

GAIIIFAVALDSLKYARKK 


25899- 


56267 


A- 


26040 


687 


M06 


GSLSLTAtLPDTAEREEIRAGLS 

AKMSI/RAIATALNRSPSTISRE/ 

VQRNRGRRYYKAVDAN/NRAN 

RMAKRPKPCLLDQ/NLPLRKLV 

LEKLNIQHLRRSHS/LRHGRRHT 

RKGERGTIN/IVNGTPIHERSRNI 

DNSALVTVLR 


25900 


56268 


A 


26041 


1 


2851 


MKTLIARHKAGEHIGICSVCSA 

HPLVIEAALAFDRNSTRKVLIEA 

TSNQVNQFGGYTGMTPADFRE 

FVFTIADKVGFARERIILGGDHL 

GPNCWQQENADAAMEKSVEL 

AVVIDLWSRAVIGWSMSPRMT 

AQLACDALQMALWRRKRPRN 

VIVHTDRGGQYCSADYQAQLK 

RHNLRGSMSAKGCCYDNACVE 

SFFHSLKVECIHGEHFISREIMR 

ATVFNYIECDYNRWRRHSWINS 

LLSQKRNTQGRIEDGRQH 


25901 


56269 


B 


26042 


1 


1048 




25902 


56270 


A 


26043 


323 


1290 


GTSMNTVGTPLLWGGFAVVVA 

IMLAIDLLLQGRRGAHAMTMK 

QA A A WSL V WVTLSLLFN A AF 

WWYLVQTEVGRAVADPQALAF 

LTGYLIEKSLAVDNVFVWLML 

FSYFSVPAALQRRVLVYGVLG 

AIVLRTIMIFTGSWLISQFDWIL 

YIFGAFLLFTGVKMALAHEDES 

GIGDKVRWCAGYAA/HLRMTDT 

IDNEHFFVRKNGLLYATPLMLV 

LILVELSDVIFAVDSIPAIFAVTT 

DPFIVLTSNLFAILGLRAMYFLL 

AGVTKRFSMLKYGLAGILVFIG 

IKRLIVNFNLLQTRACLGGGWA 

FGETLIIKPGEYRMKTAGG 


25903 


56271 


A 


26044 


28 


96 




25904 


56272 


A 


26045 


1 


777 





.-MR? 



wo (H/075067 



PCT/USt)l/08631 



SEQID 

NO: 


SEQIDNO: 
or peptide 
sequence 


Met 

hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon Tor peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
or peptide sequence - 


Amino acid sequence ( X=Unkno\VD, 
*=Srop codon. /^possible nucleotide 
deletion, V=possible nucleotide insertion) 


25896 


56264 


A 


26037 


1162 


3478 


LVRFGLLPLAYSARCFSARSED 

RPKDECETCCIKYPNGRNVLSQ 

EIHQVFVLNGIQSMSGYVYNLG 

NELASMQGLVDVVRLSPQGSS 

AREAFSHSLDLARLAEKRGYH 

RYWLAEHHNMTGIASAATSVLI 

GYLAANTTTLHLGSGGVMLPN 

HSPLVIAEQFGTLNTLYPGRIDL 

GLGRAPGSDQRTMMALRRHM 

SGDIDNFPRDVAELVDWFDAR 

DPILEPTHNGRRLCSTVRHPRM 

GYTPGVEPTTGPLGQGLANAV 

GLAIAERTLAAQFNQPDHEIVD 

H FTY VFMGDGCLM EEG WFTD 

DTAKRFEAYHWHVIHEIDGHD 

PQAVKEAILEAQSVKDKPSLIIC 

RTVIGFGSPNKAGKEEAHGAPL 

GEEEVALARQKLGWHHPPFEIP 

KEIYHAWDAREKGEFCAQQSW 

NEKFAAYKKAHPQLAEEFTVRR 

MSGGLPKDWEKTTQKYINELQ 

ANPAKIATRKASQNTLNAYGP 

MLPELLGGSADLAPSNLTIWKG 

SVSLKEDPAGNYIHYGVREFG 

MTAIANGIAHHGGFVPYTATFL 

MFVEYARNAARMAALMICARQ 

IMVYTHDSIGLGEDGPTHQAVE 

QLASLRLTPNFSTWRPCDQVEA 

AVGWKLAVERHNGPTALILSR 

ONI AOVFRTPDOVKFIARrifiY 

VLKDSGGKPDIILIATGSEIEITL 

QAAEKLAGEGRNVRVVSVLASS 


25897 


56265 


A 


26038 


1 


1033 


MNKSPKTRDIQEEELEVLLEEE 

AAGGDEDREKEILIERIQSIKEE 

KQKGLGLAAGWTADVSSRRPG 

ASQLPPPPTHPIPQYRGWGPPD 

QHLLSTLWTNVGSYKSGSFLQL 

GGWCMNLDMDLNSEESRWLF 

RRHWDTGGIKPHERKRAVAHL 

TLSEREEIRAGLSAKMSIRAIAT 

ALNRSPSTISREVQRNRGRRYY 

KAVDANNRANRMAKRPKPCLL 

DQNLPLRKLVLEKLEMKWSPE 

QISGWLRRTKPRQKTLRISPETI 

YKTLYFRSREALNHLNIQ\HLA 

R<;H\An WPriFRYXNRNOFRnPV 
ixoii TVi^wrvjCirx. i \iNivjNVJi-*rv\jr v 

TLWTG/TPISDGSRTSVKRALGQ 
WGEHLSRRNAFFPLCATVV 



Mm 



wo 01/075067 PCT/l)S(H/»«63 1 



SEQID 

NO: 


SKQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540^17 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possibIe nucleotide 
deletion, \=possible nucleotide insertion) 


25889 


56257 


A 


26030 


1097 


3332 


TRVLVLDHRLLRCLYATVCAG 

ASWGMNPVVCSQQIDPQFHTM 

LMICASEEAQRMQQASEDEFN 

RALNIAFDNRLGLCKVESARQV 

FPLTGRYARQFASHRLALVGD 

AAHTIHPLAGQGVNLGFMDAA 

ELIAELKRLHRQGKDIGQYIYL 

RRYERSRKHSAALMLADSFVR 

TTHALRRSHGGFPRLDDAAAL 

RFANRRTSCERNDDNTWSRSL 

YADLKNGTAQNIRAKFVFIGAG 

GAALKLLQESGIPEAKDYAGFP 

VGGQFLVSENPDVVNHHLAKV 

YGKASVGAPPMSVPHIDTRVXL 

DGKRVVLFGPFATFSTKFLKNG 

SLWDLMSSTTTSNVMPMMHV 

GLDNFDLVKYLVSQVMLSEED 

RFEALKEYYPQAICKEDWRLW 

QAGQRVQUKRDAEKGGVLRL 

GTEVVSDQQGTIAALLGASPGA 

STAAPIMLNLLEKVFGDRVSSP 

QWQATLKAIVPSYGRKLNGDV 

AATERERKTLHVIFNDLRPEQC 

EAGKSPSRVQLQTWTNGGMLN 

APLSLRLTLVEKLASMLDPGHL 

ALTQl AQHLALLQKMDH RQHS 

AFPELPQQIAALYEWFSARCRW 

KEKALTQRGLLVQAGDQSEQIF 

TRWRAGAYNAWSLPGRCFIVL 

EELRWGAFGDACRLGSPQAVA 

LLLGDLLEKATQHLAESINAAP 

TTRHYYHQWFASSTVPTGGEH 


25890 


56258 


A 


26031 


115 


654 


HATQTMTPWFLYLIRTADNKL 

YTG ITTDVERRYQQHQSG KG A 

KALTGGSARSPLIKKALAEQLP 

GIPIAGGDDFGSVTAGLAR*RF 

HQRHGPCWSMKAESLQLCRAD 

CQRRFQPMSFGGHFRHYRLSVC 

WRYRFIRPEHKTAFTARFPVDN 

RLGQM V A KPFHLLN ATTGN I C 

GCFNTKRP 


25891 


56259 


A 


26032 


1 


348 






56260 




26033 


I 


906 




25893 


56261 


B 


26034 


59 


910 




25894 


56262 


A 


26035 


1 


3684 




25895 


56263 


A 


26036 


1 


2634 





wo 01/075067 



PCT/USOl/08631 



SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SK Q ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=tlnknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possibte nucleotide insertion) 


25884 


56252 


A 


26025 


1 


1488 




25885 


56253 


A 


26026 


I 


1919 


MNKAHFVSNLGATKCCPLSFLP 

YRWRRVIAFVVAFYFRHLIDLL 

VVQMHFKLVKGNVDVVFTAQ 

L 1 DSTVQLI DSTTTVTQFTH 1 QT 

QLMIQRAGTKCRKEDFRHCVGI 

LEPEWYPIIVVRVVVDVSQFEV 

RSQSLIFAVGEGITCIYTQFITHA 

VVRLTVNFHVVAQLSSPDWNR 

PETLPVRSHVTSITQFEVVTGFQ 

TEAPSVGVGATVNVSTVAHGt 

RQVVVEVRVAQATINKDVVRE 

VSRRVDVGSLAVLIHLTRTVIH 

VTFS E ACSRTDDPLS VVT VN FG 1 

NTDHDAVNILIIVDGAVVAVEV 

TTEVAYPCAAVISQAMTRVGQ 

TSTNGVWTISSVNAFQIRTGAA 

RSLAPPWSLTEKVFCGTTMER 

MRAALEAIMPFTESSSATQAPY 

LPCGRECGLAVRQFFGRGEGIE 

TVAYLFRIIRVVRTRVLSIGGFS 

RTRJ SSTPVKI ATLRQN RSDCHA 

AMIADTYRQVTPTDPFSRHPFS 

RVLRGLFFIIFKDTKAHNGIGMI 

GG VN RRAD YLNLLEKVFGDR V 

SSPQWQATLKAIVPSYGRKLNG 

DVAATERELQYTSEVVGLNYD 

KPQAADNNRQHKVRAARSRRQ 

NRPDRGSQIADSTAGARCRFQT 

PTAGDGA*SAASTAAPI/MLNLL 
Pk^vprinDVQQPr^u/OAxi vaivd 

o Y IJlvlVLlNOLy V AA 1 CVlviiLV^ I 1 o 

EVVGLNYDKPQAADNMRQHK 


25886 


56254 


A 


26027 


1 


2130 




25887 


56255 


A 


26028 


1 144 


1309 


PGGSTPMAVbDPDFRSSERVLR 
rV^fA VoV YOrcv^rAV*UY Av^ 1 ^ 

YLRTRPRRSDP 


25888 


56256 


A 


26029 


1 


3546 





MM 



wo 01/«75()r»7 PCT/US(H/(»8631 



SEQIU 
NO: 


SEQ ID NO: 
or peptide 
sequence 


Met 
hod 


SEQ ll> NO: 
in USSN 
09/540^17 


Nucleotide 
location or first 
codon for peptide 


Nucleotide location of last 
codon Tor last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codun« /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


25876 


56244 


B 


26017 


I 


3432 




25877 


56245 


A 


26018 


1385 


2536 


JCSSQSHLITGMLEHVFVKSGDT 

PSR/LPELN4NGAQALANQ1NT/F 

VLNDADGAQAIQLGAN/HVWFC 

LNGKPDDRMlEDr/AGVMADTI 

RQHG A DG LA/^LLPNTRRG ICLL A 

AKLVPDASRTGETHn^VEWQAP 

AVAITRTATQARQSNSVDLDK 

ARLVVSVGRGITDSQTLRLYYI 

RLPPSLMGMRITVFLLPICGFH 

RVGPPTLLSVLATNRNRNAKVF 

AHKNAPKFRSHTASEQWKSSIA 

HNKGVHPRVTSHTHARHSLME 

TDIPHNIHSGHASPADITRHRAQ 

VFNSVPKMASPIGDRVPTLHTQ 

HNSPANTGKAQSLLTCGPAAES 

CCRLl PRQM VSL VFRLK A RLLLI 

TTELPKGLVPVATISGTGNFGN 

TQSANPYRPSENTDLSLS 


25878 


56246 


A 


26019 


926 


1293 


LSPNPKEPSCRTRLKKSGFFTRI 

SAGAEPLMAIPARLSNSLACGA 

RDSAAKE/GFVVVPVCVAVEA 

DIAELDDEERDEFMADVGFTW 

GVKEVRAWTIPVGATAPQAAG 

KIHTDFEKGFIRAQT 


25879 


56247 


A 


26020 


1 


1278 




25880 


56248 


A 


26021 


678 


1526 


ERNTNTCE VVPN RKRA Y ASHD 

M ELSISP VGKG A SKGEVN P ADD 

lEViNTELALADLDTCERAIHRV 

QKKAKGGDKDAKAELAVLEK 

CLXPQLENAGMLRALDLSAEEK 

AAIRYLSFLTLKPTMYIANVNE 

DGFENNPYLDQVREIAAKEGSV 

VVPVCAAVEADIAELDDEERDE 

FMQELGLEEPGLNRVIRAGYKL 

LNLQTYFTAGVKEVRAWTIPV 

GATAPQAAGKIHTDFEKGFIRA 

QTISFEDFITYKGEQGAKEAGK 

MRAEGKDYIVKDGDVMNFLFN 


25881 


56249 


A 


26022 


1177 


1605 




25882 


56250 


A 


26023 


I 


644 


MDNHIALDFLLASECGSVYVY 

ATTHGRNMAGARALWRATGM 

TDADFGKPIIAVVNSFTQFVPG 

HVHLRDLGKLVAEQIEAAGGV 

AKEFNTIAVDDGIAMGHGGML 

YSLPSRELIADSVEYMVNAHCA 

DAMVCISNCDKITPGMLMASL 

RLNIPVlFVSGGPMEAGKTKLS 

DQl IKLDL VDA M IQG ADPKIN/D 

YQSRGRRCPNRCFRCKNQAGS 


25883 


56251 


B 


26024 


I 


1944 





wo 01/075067 



PCT/USO 1/08631 



SEQID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
io USSN 
09/540,217 


Nucleotide 
location ofTirst 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno>vn, 
*==Stop codon, /^possible nucleotide 
deletion, \='possible nucleotide insertion) 


25871 


56239 


A 


26012 


1 


1504 


MGIVASASVOAAEIYNKDGNK 
LDVYGKVKAMHYMSDNASKD 
GDQSYIRFGFKGETQINDQLTG 
YGRWEAEFAAWTDMFPEFGG 
DSSAQTDNFMTKRASGLATYR 
KTTSSAYRWPELNLQYHRCTS 
AARAMLLSGRPVMQINERTAV 
RRQMTVYLRVERIHEIDPLVSL 
SHSMSVIPIDVERPIAAAPCTPG 
LWRTKTPLRVPSTYPLRLPGRA 
RVVCHRTFRLHLCKDWVFMFS 
GLLIILVPLIVGYLIPLRQQAAL 
KVINQLLSWMVYLILFFMGISL 
AFLDNPRPYLADSVPDRQLLAP 
VMSISRYKTIEWLNYIATELHK 
GFTPLFRPDTPEEYKPTVRAHSE 
KKLQYVNEALKDEHWICGQRF 
TIADAYLFTVLRWAYAVKLNL 
EGLEHIAAFMQRMAERPEVQD 
ALSAEGLKGSRHLSAGARRLIL 
GIIVTFSLILALICVTQPFNPLAQ 
FIFLMLLWGVALIVRRMPGRFS 
ALMLIVLSLTVSCRYIWWRYTS 
TLNWDDPVSLVCGLILLFAETY 
AWIVLVLGYFQVVWPLNRQPV 
PLPKDMSLWPSVDIFVPTYNED 
LNVTPDELKQVLDVAAALKAL 
RAENISTKVFNSGLGISVFRDNS 
TRTRFSYASALNLLGLAQQDLD 
bOKbl^lAHObi VKn 1 ANIvll^>rC 
A U A 1 0 1 KJLJUM Y LO AO N A Y M Kb 
VO AALUUO Y NyAoOr obr AMK 


25872 


56240 


A 


26013 


2903 


3024 




25873 


56241 


A 


26014 


123 


335 




25874 


56242 


A 


26015 


2634 


2787 




25875 


56243 


A 


26016 


1477 


2485 


NPEQLMVKTQRVVITPGEPAGI 

GPDLVVQLAQREWPVELVVCA 

DATLLTNRAAMLGLPLTLRPYS 

PNSPAQPQTAGTLTLLPVALRA 

PVTAGQLAVENGHYVVETLAR 

ACDGCLNGEFAALITGPG\HKG 

VINDAGIPFTGHTEFFEERSQAK 

KVVMMLATEELRVGLATTHLP 

VRDIADAITPALLHEGIAILHHD 

LRTKFG1GEPR1LV\GGLNPHAG 

EG\GPMGTEEIDT1!PVLNELRA 

QGMKJLNGPLPADTLFQPKYLD 

NADAVRPMYHDQGLPVLKYQ 

CirOROVNi 1 LCiLFHRISVDKO 1 

ALELAGRGK\ADVGSFITALNL 

AlKMIVNTQ 



wo 01/075(167 PCT/USOl/08631 



SKO ID 

NO: 


SEQIDNO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540»2l7 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
or peptide sequence 


Amino acid sequence ( X-Unknown, 
*=$top codon, /==possible nucleotide 
deletion, \=po$sible nucleotide insertion) 






25870 


56238 


A 


260 H 


2 


1854 


CGGTLARACDGCLNGEFAA/LI 

TGPVHKGVINDAGI/PFTGHTEF 

FEERSQAKXA^VMMLATEELRV 

ALATT/HLPLRDIADAITPALL/H 

QPKYLDNADAVLAMY/HDQGL 

PVLKYQGFGRGV/NITLGLPFIR 

TSVGHG/TALELAGRGQ/ADVG 

SFIRPYSAIK*L*NAGASVRWLS 

ERRICRAITGPVHKGVINDAGIP 

LPVIPSFSKSVRRRKRCDDAGD 

RRTSRG AGNDALPLRDIADAIT - 

PALLHNRNILITPTPCWRCTRSG 

SSRAKIPGLRARCDITLGLPFIRT 

SVGHGQPLNWRDVANRCWQF 

YTPLFCHQMIVKPMHNRIPRAT 

YRGAVKSAIGLGCCCLKASATR 

CAYRWRRSGRRDQSRFRYFEIA 

GIRSRGINFIACPTCSRRNLMLS 

VRLTRWSNAWRYHHSDGRFD 

YRLRGECPGEALVSTLGVTGG 

NKKAASMKMGAQRPSGQQDM 

IDQLEARIRAICASQRTKRVELT 

FSRLKNNNVEKQDTALFALYQ 

RRLRCVRKVRRYVMAAVSAGC 

GGGVCAVSAYMPLNRLPNAQE 

AlWEYTSFENCIKCTVCTTACR 

VTLRNNDPKLPYLVKAGLKMK 

RVTRSPRRYCAAASATHRFNDE 

RAGKVQGMPDINKLPADRETC 

STLTCARSRQNQTNPYPANRAA 

NAYQVVLATKALEKVSMKSP 

WQHKVSSPAAVRHLPSITQRRT 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540^17 


Nucleotide 
location of first 
codon Tor peptide 
sequence 


Nucleotide location of last 
codon Tor last amino acid 
of peptide sequence 


Amino acid sequence { X-lJnkno>vn, 
*=Stop codon, /=^possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


25866 


56234 


A 


26007 


3 


417 




25867 


56235 


A 


26008 


507 


7i7 


WPEAEYLDNADAVLAMYHD/Q 
GLPVLKYQGFGRGVNIT/LGLPF 
IRTSVDHGTALEWRTCKPMVP 
DSIVSCIL 


25868 


56236 


A 


26009 


5 


378 


MAVCSSLSPRRSPAFL/HDFTDV 

WTHHLVFGVNP*RGLIHGTALT 

DHVG/ENGN YSSD* IHGTALTD 

HVGKTETILPTKYANIYSINTSK 

DRFLTKPAFAEVVLFLHPRELQ 

TCSFFLSQNMLVKVGHQRHWF 

TEVDVTLTEITQLA 


25869 


56237 


A 


26010 


I 


469 


MQKEYAYWMDGLKTCICPDNR 
KNALSNFGWYPSQPLLGRSRY 
ATTESWVEDIATAKSNPNRJLPL 
KFTATCALPLRLAGFQVPRWMD 
NPQQLNTLAPPASYRS1*TA*CL 
iCNPKPRQQSCRR* RDGNQYE 
TLANARQKGIEKTCGTINKAG 
MPITT 



Mm 



